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(57) Настоящее изобретение относится к конструк-
ции антитела, содержащей первый связывающий
домен человека, способный связываться с CDH19
человека на поверхности клетки-мишени, и вто-
рой домен, способный связываться с CD3 челове-
ка на поверхности Т-клетки. Более того, изобрете-
ние относится к последовательности нуклеиновой
кислоты, кодирующей конструкцию антитела, век-
тору, содержащему указанную последовательность
нуклеиновой кислоты, и к клетке-хозяину, транс-
формированной или трансфицированной указан-
ным вектором. Более того, изобретение относится
к способу получения конструкции антитела, к ме-
дицинскому применению указанной конструкции
антитела и к набору, содержащему указанную кон-
струкцию антитела.
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<210>  76 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4E10 - CDR-H1 
 
<400>  76 
 
Ser Tyr Asp Met His  
1               5    
 
 
<210>  77 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4E10 - CDR-H2 
 
<400>  77 
 
Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  78 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4E10 - CDR-H3 
 
<400>  78 
 
Glu Tyr Arg Tyr Ser Trp Tyr Phe Asp Tyr  
1               5                   10   
 
 
<210>  79 
<211>  15 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4F7 - CDR-H1 
 
<400>  79 
agttactcct ggagc                                                        15 
 
 
<210>  80 



<211>  48 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4F7 - CDR-H2 
 
<400>  80 
tatatctatt acagtgggag caccaactac aacccctccc tcaagagt                    48 
 
 
<210>  81 
<211>  24 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4F7 - CDR-H3 
 
<400>  81 
aactgggcct tccactttga ctac                                              24 
 
 
<210>  82 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F7 - CDR-H1 
 
<400>  82 
 
Ser Tyr Ser Trp Ser  
1               5    
 
 
<210>  83 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F7 - CDR-H2 
 
<400>  83 
 
Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser  
1               5                   10                  15       
 
 
<210>  84 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F7 - CDR-H3 
 
<400>  84 
 
Asn Trp Ala Phe His Phe Asp Tyr  
1               5                
 



 
<210>  85 
<211>  15 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  5E3 - CDR-H1 
 
<400>  85 
agctatagca tgcac                                                        15 
 
 
<210>  86 
<211>  51 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  5E3 - CDR-H2 
 
<400>  86 
tccattagta gtagtagtag ttacatatac tacgcagact cagtgaaggg c                51 
 
 
<210>  87 
<211>  42 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  5E3 - CDR-H3 
 
<400>  87 
ggggaaactg gaactaacta ctactactac ggtatggacg tc                          42 
 
 
<210>  88 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  5E3 - CDR-H1 
 
<400>  88 
 
Ser Tyr Ser Met His  
1               5    
 
 
<210>  89 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  5E3 - CDR-H2 
 
<400>  89 
 
Ser Ile Ser Ser Ser Ser Ser Tyr Ile Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 



 
Gly  
     
 
 
<210>  90 
<211>  14 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  5E3 - CDR-H3 
 
<400>  90 
 
Gly Glu Thr Gly Thr Asn Tyr Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10                   
 
 
<210>  91 
<211>  15 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  17H8, 23B6, 28D10 - CDR-H1 
 
<400>  91 
agttactact ggagc                                                        15 
 
 
<210>  92 
<211>  48 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  17H8, 23B6, 28D10 - CDR-H2 
 
<400>  92 
tatatctatt acattgggag caccaactac aacccctccc tcaagagt                    48 
 
 
<210>  93 
<211>  42 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  17H8, 23B6, 28D10 - CDR-H3 
 
<400>  93 
gattcccggt atagaagtgg ctggtacgat gcttttgata tc                          42 
 
 
<210>  94 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  17H8, 23B6, 28D10 - CDR-H1 
 
<400>  94 



 
Ser Tyr Tyr Trp Ser  
1               5    
 
 
<210>  95 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  17H8, 23B6, 28D10 - CDR-H2 
 
<400>  95 
 
Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser  
1               5                   10                  15       
 
 
<210>  96 
<211>  14 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  17H8, 23B6, 28D10 - CDR-H3 
 
<400>  96 
 
Asp Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile  
1               5                   10                   
 
 
<210>  97 
<211>  15 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16C1 - CDR-H1 
 
<400>  97 
ggttactact ggagc                                                        15 
 
 
<210>  98 
<211>  48 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16C1 - CDR-H2 
 
<400>  98 
tatatctatt acattgggag caccaactac aacccctccc tcaagagt                    48 
 
 
<210>  99 
<211>  36 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16C1 - CDR-H3 



 
<400>  99 
gatgggagca gtggctggta ccggtggttc gacccc                                 36 
 
 
<210>  100 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16C1 - CDR-H1 
 
<400>  100 
 
Gly Tyr Tyr Trp Ser  
1               5    
 
 
<210>  101 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16C1 - CDR-H2 
 
<400>  101 
 
Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser  
1               5                   10                  15       
 
 
<210>  102 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16C1 - CDR-H3 
 
<400>  102 
 
Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro  
1               5                   10           
 
 
<210>  103 
<211>  15 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16A4 - CDR-H1 
 
<400>  103 
agttactact ggagc                                                        15 
 
 
<210>  104 
<211>  48 
<212>  ДНК 
<213>  искусственная 
 



<220> 
<223>  16A4 - CDR-H2 
 
<400>  104 
tatatctatt acagtgggag caccaattac aacccctccc tcaagagt                    48 
 
 
<210>  105 
<211>  51 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16A4 - CDR-H3 
 
<400>  105 
gatcaaaggc ggatagcagc agctggtacc cacttctacg gtatggacgt c                51 
 
 
<210>  106 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16A4 - CDR-H1 
 
<400>  106 
 
Ser Tyr Tyr Trp Ser  
1               5    
 
 
<210>  107 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16A4 - CDR-H2 
 
<400>  107 
 
Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser  
1               5                   10                  15       
 
 
<210>  108 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16A4 - CDR-H3 
 
<400>  108 
 
Asp Gln Arg Arg Ile Ala Ala Ala Gly Thr His Phe Tyr Gly Met Asp  
1               5                   10                  15       
 
 
Val  
     
 



 
<210>  109 
<211>  15 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16E2, 17E10, 20B12 - CDR-H1 
 
<400>  109 
agctatggca tgcac                                                        15 
 
 
<210>  110 
<211>  51 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16E2, 17E10, 20B12 - CDR-H2 
 
<400>  110 
gtgatatggt atgatggaag taataaatac tatgcagact ccgtgaaggg c                51 
 
 
<210>  111 
<211>  27 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16E2, 17E10, 20B12 - CDR-H3 
 
<400>  111 
gacgggtggg agctgtcctt tgactac                                           27 
 
 
<210>  112 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16E2, 17E10, 20B12 - CDR-H1 
 
<400>  112 
 
Ser Tyr Gly Met His  
1               5    
 
 
<210>  113 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16E2, 17E10, 20B12 - CDR-H2 
 
<400>  113 
 
Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 



 
Gly  
     
 
 
<210>  114 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16E2, 17E10, 20B12 - CDR-H3 
 
<400>  114 
 
Asp Gly Trp Glu Leu Ser Phe Asp Tyr  
1               5                    
 
 
<210>  115 
<211>  15 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  22G10 - CDR-H1 
 
<400>  115 
agttatgcca tgaac                                                        15 
 
 
<210>  116 
<211>  51 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  22G10 - CDR-H2 
 
<400>  116 
actattagtg gtggtggtgc taacacatac tacgcagact ccgtgaaggg c                51 
 
 
<210>  117 
<211>  36 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  22G10 - CDR-H3 
 
<400>  117 
gggggaatgg ggggatacta ctacggtatg gacgtc                                 36 
 
 
<210>  118 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10 - CDR-H1 
 
<400>  118 



 
Ser Tyr Ala Met Asn  
1               5    
 
 
<210>  119 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10 - CDR-H2 
 
<400>  119 
 
Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  120 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10 - CDR-H3 
 
<400>  120 
 
Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10           
 
 
<210>  121 
<211>  15 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16H2, 20D3, 23E7  - CDR-H1 
 
<400>  121 
agctacttta ttcac                                                        15 
 
 
<210>  122 
<211>  51 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16H2, 20D3, 23E7  - CDR-H2 
 
<400>  122 
ataatcaacc ctattagtgt tagcacaagc tacgcacaga agttccaggg c                51 
 
 
<210>  123 
<211>  33 
<212>  ДНК 



<213>  искусственная 
 
<220> 
<223>  16H2, 20D3, 23E7  - CDR-H3 
 
<400>  123 
ggggggatac agctatggtt acattttgac tac                                    33 
 
 
<210>  124 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16H2, 20D3, 23E7  - CDR-H1 
 
<400>  124 
 
Ser Tyr Phe Ile His  
1               5    
 
 
<210>  125 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16H2, 20D3, 23E7  - CDR-H2 
 
<400>  125 
 
Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  126 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16H2, 20D3, 23E7  - CDR-H3 
 
<400>  126 
 
Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  127 
<211>  15 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  22D1 - CDR-H1 
 
<400>  127 



agctacttta ttcac                                                        15 
 
 
<210>  128 
<211>  51 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  22D1 - CDR-H2 
 
<400>  128 
ataatcaacc ctattagtgt tagcacaagc tacgcacaga agttccaggg c                51 
 
 
<210>  129 
<211>  33 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  22D1 - CDR-H3 
 
<400>  129 
ggggggatac agctatggtt acatttggac tac                                    33 
 
 
<210>  130 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22D1 - CDR-H1 
 
<400>  130 
 
Ser Tyr Phe Ile His  
1               5    
 
 
<210>  131 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22D1 - CDR-H2 
 
<400>  131 
 
Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  132 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  22D1 - CDR-H3 
 
<400>  132 
 
Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr  
1               5                   10       
 
 
<210>  133 
<211>  15 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  25F8 - CDR-H1 
 
<400>  133 
agctactata ttcac                                                        15 
 
 
<210>  134 
<211>  51 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  25F8 - CDR-H2 
 
<400>  134 
ataatcaacc ccagtggtgg tagcacaagg tacgcacaga agttccaggg c                51 
 
 
<210>  135 
<211>  33 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  25F8 - CDR-H3 
 
<400>  135 
gggggaatac agctatggtt acattttgac tac                                    33 
 
 
<210>  136 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25F8 - CDR-H1 
 
<400>  136 
 
Ser Tyr Tyr Ile His  
1               5    
 
 
<210>  137 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  25F8 - CDR-H2 
 
<400>  137 
 
Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  138 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25F8 - CDR-H3 
 
<400>  138 
 
Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  139 
<211>  15 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  26F12, 27B3 - CDR-H1 
 
<400>  139 
aactactata tgtcc                                                        15 
 
 
<210>  140 
<211>  51 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  26F12, 27B3  - CDR-H2 
 
<400>  140 
ataatcaacc ctagtggtgg tgactcaacc tacgcacaga agttccaggg c                51 
 
 
<210>  141 
<211>  33 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  26F12, 27B3 - CDR-H3 
 
<400>  141 
ggggggatac aactatggtt acattttgac tac                                    33 
 
 
<210>  142 



<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26F12, 27B3 - CDR-H1 
 
<400>  142 
 
Asn Tyr Tyr Met Ser  
1               5    
 
 
<210>  143 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26F12, 27B3 - CDR-H2 
 
<400>  143 
 
Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  144 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26F12, 27B3 - CDR-H3 
 
<400>  144 
 
Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  145 
<211>  15 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  26D1 - CDR-H1 
 
<400>  145 
agctactata tgtcc                                                        15 
 
 
<210>  146 
<211>  51 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  26D1 - CDR-H2 



 
<400>  146 
ataatccacc ctagtggtgg tgacacaacc tacgcacaga agttccaggg c                51 
 
 
<210>  147 
<211>  33 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  26D1 - CDR-H3 
 
<400>  147 
ggggggataa aactatggtt acattttgac tat                                    33 
 
 
<210>  148 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1 - CDR-H1 
 
<400>  148 
 
Ser Tyr Tyr Met Ser  
1               5    
 
 
<210>  149 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1 - CDR-H2 
 
<400>  149 
 
Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  150 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1 - CDR-H3 
 
<400>  150 
 
Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  151 



<211>  15 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  25G10 - CDR-H1 
 
<400>  151 
ggttactact ggagc                                                        15 
 
 
<210>  152 
<211>  48 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  25G10  CDR-H2 
 
<400>  152 
tatatctatt acattgggag caccaactac aacccctccc tcaagagt                    48 
 
 
<210>  153 
<211>  36 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  25G10 - CDR-H3 
 
<400>  153 
gatgggagca gtggctggta ccggtggttc gacccc                                 36 
 
 
<210>  154 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25G10 - CDR-H1 
 
<400>  154 
 
Gly Tyr Tyr Trp Ser  
1               5    
 
 
<210>  155 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25G10 - CDR-H2 
 
<400>  155 
 
Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser  
1               5                   10                  15       
 
 
<210>  156 



<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25G10 - CDR-H3 
 
<400>  156 
 
Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro  
1               5                   10           
 
 
<210>  157 
<211>  15 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  23A10 - CDR-H1 
 
<400>  157 
cgctatggca tacac                                                        15 
 
 
<210>  158 
<211>  51 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  23A10 - CDR-H2 
 
<400>  158 
gttatatggt atgatggaag taataaatac tatgcagact ccgtgaaggg c                51 
 
 
<210>  159 
<211>  48 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  23A10 - CDR-H3 
 
<400>  159 
agggccggta tacctggaac tacgggctac tactatggta tggacgtc                    48 
 
 
<210>  160 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  23A10 - CDR-H1 
 
<400>  160 
 
Arg Tyr Gly Ile His  
1               5    
 
 
<210>  161 



<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  23A10 - CDR-H2 
 
<400>  161 
 
Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  162 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  23A10 - CDR-H3 
 
<400>  162 
 
Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10                  15       
 
 
<210>  163 
<211>  15 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  19B5 - CDR-H1 
 
<400>  163 
agctacttta ttcac                                                        15 
 
 
<210>  164 
<211>  51 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  19B5 - CDR-H2 
 
<400>  164 
attatcaacc ctattagtgt tagcacaagc tacgcacaga agttccaggg c                51 
 
 
<210>  165 
<211>  33 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  19B5 - CDR-H3 
 
<400>  165 



ggggggatac agctatggtt acatttggac tac                                    33 
 
 
<210>  166 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  19B5 - CDR-H1 
 
<400>  166 
 
Ser Tyr Phe Ile His  
1               5    
 
 
<210>  167 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  19B5 - CDR-H2 
 
<400>  167 
 
Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  168 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  19B5 - CDR-H3 
 
<400>  168 
 
Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr  
1               5                   10       
 
 
<210>  169 
<211>  33 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  1D10, 2C12  - CDR-L1 
 
<400>  169 
tctggagata gattggggga aaaatatact tgc                                    33 
 
 
<210>  170 
<211>  21 
<212>  ДНК 



<213>  искусственная 
 
<220> 
<223>  1D10, 2C12 - CDR-L2 
 
<400>  170 
caagatacca agcggccctc a                                                 21 
 
 
<210>  171 
<211>  27 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  1D10, 2C12 - CDR-L3 
 
<400>  171 
caggcgtggg acagcagcac tgtggta                                           27 
 
 
<210>  172 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  1D10, 2C12 - CDR-L1 
 
<400>  172 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Cys  
1               5                   10       
 
 
<210>  173 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  1D10, 2C12 - CDR-L2 
 
<400>  173 
 
Gln Asp Thr Lys Arg Pro Ser  
1               5            
 
 
<210>  174 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  1D10, 2C12 - CDR-L3 
 
<400>  174 
 
Gln Ala Trp Asp Ser Ser Thr Val Val  
1               5                    
 
 
<210>  175 



<211>  36 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  1F10 - CDR-L1 
 
<400>  175 
agggccagtc ggagtattag cagcagctac ttagcc                                 36 
 
 
<210>  176 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  1F10 - CDR-L2 
 
<400>  176 
ggtccatcca gcagggccac t                                                 21 
 
 
<210>  177 
<211>  24 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  1F10 - CDR-L3 
 
<400>  177 
cagcagtatg gtagctcatt cact                                              24 
 
 
<210>  178 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  1F10 - CDR-L1 
 
<400>  178 
 
Arg Ala Ser Arg Ser Ile Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  179 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  1F10 - CDR-L2 
 
<400>  179 
 
Gly Pro Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  180 



<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  1F10 - CDR-L3 
 
<400>  180 
 
Gln Gln Tyr Gly Ser Ser Phe Thr  
1               5                
 
 
<210>  181 
<211>  48 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2C12_LC#1 - CDR-L1 
 
<400>  181 
aggtctagtc aaagcctcgt atacagtgat ggaaacacct acttgaat                    48 
 
 
<210>  182 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2C12_LC#1 - CDR-L2 
 
<400>  182 
aaggtttcta actgggactc t                                                 21 
 
 
<210>  183 
<211>  27 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2C12_LC#1 - CDR-L3 
 
<400>  183 
atgcaaggta tagtgtggcc gtgcagt                                           27 
 
 
<210>  184 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2C12_LC#1 - CDR-L1 
 
<400>  184 
 
Arg Ser Ser Gln Ser Leu Val Tyr Ser Asp Gly Asn Thr Tyr Leu Asn  
1               5                   10                  15       
 
 
<210>  185 



<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2C12_LC#1 - CDR-L2 
 
<400>  185 
 
Lys Val Ser Asn Trp Asp Ser  
1               5            
 
 
<210>  186 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2C12_LC#1 - CDR-L3 
 
<400>  186 
 
Met Gln Gly Ile Val Trp Pro Cys Ser  
1               5                    
 
 
<210>  187 
<211>  48 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2G6_LC#1 - CDR-L1 
 
<400>  187 
aggtctagtc aaagcctcgt atacagtgat ggaaacacct acttgaat                    48 
 
 
<210>  188 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2G6_LC#1 - CDR-L2 
 
<400>  188 
caggtttcta actgggactc t                                                 21 
 
 
<210>  189 
<211>  27 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2G6_LC#1 - CDR-L3 
 
<400>  189 
atgcaagata cactgtggcc gtgcagt                                           27 
 
 
<210>  190 



<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2G6_LC#1 - CDR-L1 
 
<400>  190 
 
Arg Ser Ser Gln Ser Leu Val Tyr Ser Asp Gly Asn Thr Tyr Leu Asn  
1               5                   10                  15       
 
 
<210>  191 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2G6_LC#1 - CDR-L2 
 
<400>  191 
 
Gln Val Ser Asn Trp Asp Ser  
1               5            
 
 
<210>  192 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2G6_LC#1 - CDR-L3 
 
<400>  192 
 
Met Gln Asp Thr Leu Trp Pro Cys Ser  
1               5                    
 
 
<210>  193 
<211>  33 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2G6 - CDR-L1 
 
<400>  193 
tctggagata ggttggggga aaaatatact tgc                                    33 
 
 
<210>  194 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2G6 - CDR-L2 
 
<400>  194 
caagatacca agcggccctc a                                                 21 
 



 
<210>  195 
<211>  27 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2G6 - CDR-L3 
 
<400>  195 
caggcgtggg acagcagcac tgtggta                                           27 
 
 
<210>  196 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2G6 - CDR-L1 
 
<400>  196 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Cys  
1               5                   10       
 
 
<210>  197 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2G6 - CDR-L2 
 
<400>  197 
 
Gln Asp Thr Lys Arg Pro Ser  
1               5            
 
 
<210>  198 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2G6 - CDR-L3 
 
<400>  198 
 
Gln Ala Trp Asp Ser Ser Thr Val Val  
1               5                    
 
 
<210>  199 
<211>  33 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2H12 - CDR-L1 
 
<400>  199 



tctggagata gattggggga aaaatatact tgc                                    33 
 
 
<210>  200 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2H12 - CDR-L2 
 
<400>  200 
caagatacca agcggccctc a                                                 21 
 
 
<210>  201 
<211>  27 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2H12 - CDR-L3 
 
<400>  201 
caggcgtggg acagcagcac tgtggta                                           27 
 
 
<210>  202 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2H12 - CDR-L1 
 
<400>  202 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Cys  
1               5                   10       
 
 
<210>  203 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2H12 - CDR-L2 
 
<400>  203 
 
Gln Asp Thr Lys Arg Pro Ser  
1               5            
 
 
<210>  204 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2H12 - CDR-L3 
 
<400>  204 



 
Gln Ala Trp Asp Ser Ser Thr Val Val  
1               5                    
 
 
<210>  205 
<211>  48 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2H12_LC#2 - CDR-L1 
 
<400>  205 
aggtctagtc aaagcctcgt atacagtgat ggaaacacct acttgaat                    48 
 
 
<210>  206 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2H12_LC#2 - CDR-L2 
 
<400>  206 
aaggtttcta actgggactc t                                                 21 
 
 
<210>  207 
<211>  27 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2H12_LC#2 - CDR-L3 
 
<400>  207 
atgcaagata cactgtggcc gtgcagt                                           27 
 
 
<210>  208 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2H12_LC#2 - CDR-L1 
 
<400>  208 
 
Arg Ser Ser Gln Ser Leu Val Tyr Ser Asp Gly Asn Thr Tyr Leu Asn  
1               5                   10                  15       
 
 
<210>  209 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2H12_LC#2 - CDR-L2 
 
<400>  209 



 
Lys Val Ser Asn Trp Asp Ser  
1               5            
 
 
<210>  210 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2H12_LC#2 - CDR-L3 
 
<400>  210 
 
Met Gln Asp Thr Leu Trp Pro Cys Ser  
1               5                    
 
 
<210>  211 
<211>  36 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4A2, 5B4, 5C5  - CDR-L1 
 
<400>  211 
agggccagtc ggaatattag cagcagctac ttagcc                                 36 
 
 
<210>  212 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4A2, 5B4, 5C5  - CDR-L2 
 
<400>  212 
ggtccatcca gcagggccac t                                                 21 
 
 
<210>  213 
<211>  24 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4A2, 5B4, 5C5  - CDR-L3 
 
<400>  213 
cagcagtatg gtagctcatt cact                                              24 
 
 
<210>  214 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A2, 5B4, 5C5  - CDR-L1 
 
<400>  214 



 
Arg Ala Ser Arg Asn Ile Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  215 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A2, 5B4, 5C5  - CDR-L2 
 
<400>  215 
 
Gly Pro Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  216 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A2, 5B4, 5C5  - CDR-L3 
 
<400>  216 
 
Gln Gln Tyr Gly Ser Ser Phe Thr  
1               5                
 
 
<210>  217 
<211>  42 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4A9 - CDR-L1 
 
<400>  217 
actgggagca gctccaacat cgggacaggt tatgctgtac ac                          42 
 
 
<210>  218 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4A9 - CDR-L2 
 
<400>  218 
ggtaacaaca atcggccctc a                                                 21 
 
 
<210>  219 
<211>  33 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4A9 - CDR-L3 



 
<400>  219 
cagtcctatg acagcagact gagtggttgg gtg                                    33 
 
 
<210>  220 
<211>  14 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A9 - CDR-L1 
 
<400>  220 
 
Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly Tyr Ala Val His  
1               5                   10                   
 
 
<210>  221 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A9 - CDR-L2 
 
<400>  221 
 
Gly Asn Asn Asn Arg Pro Ser  
1               5            
 
 
<210>  222 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A9 - CDR-L3 
 
<400>  222 
 
Gln Ser Tyr Asp Ser Arg Leu Ser Gly Trp Val  
1               5                   10       
 
 
<210>  223 
<211>  36 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4B10, 4C2 - CDR-L1 
 
<400>  223 
agggccagtc agagtgttag caacacctac ttagcc                                 36 
 
 
<210>  224 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 



<220> 
<223>  4B10, 4C2 - CDR-L2 
 
<400>  224 
ggtgcatcca gcagggccac t                                                 21 
 
 
<210>  225 
<211>  24 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4B10, 4C2 - CDR-L3 
 
<400>  225 
cagcagtaca gtaactcgtg gacg                                              24 
 
 
<210>  226 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4B10, 4C2 - CDR-L1 
 
<400>  226 
 
Arg Ala Ser Gln Ser Val Ser Asn Thr Tyr Leu Ala  
1               5                   10           
 
 
<210>  227 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4B10, 4C2 - CDR-L2 
 
<400>  227 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  228 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4B10, 4C2 - CDR-L3 
 
<400>  228 
 
Gln Gln Tyr Ser Asn Ser Trp Thr  
1               5                
 
 
<210>  229 
<211>  36 
<212>  ДНК 



<213>  искусственная 
 
<220> 
<223>  4D2 - CDR-L1 
 
<400>  229 
agggccagtc agagtgttag caacacctac ttagcc                                 36 
 
 
<210>  230 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4D2 - CDR-L2 
 
<400>  230 
ggtgcatcca gcagggccgc t                                                 21 
 
 
<210>  231 
<211>  24 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4D2 - CDR-L3 
 
<400>  231 
cagcagtata gtaactcgtg gacg                                              24 
 
 
<210>  232 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4D2 - CDR-L1 
 
<400>  232 
 
Arg Ala Ser Gln Ser Val Ser Asn Thr Tyr Leu Ala  
1               5                   10           
 
 
<210>  233 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4D2 - CDR-L2 
 
<400>  233 
 
Gly Ala Ser Ser Arg Ala Ala  
1               5            
 
 
<210>  234 
<211>  8 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  4D2 - CDR-L3 
 
<400>  234 
 
Gln Gln Tyr Ser Asn Ser Trp Thr  
1               5                
 
 
<210>  235 
<211>  36 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4D3, 4F3 - CDR-L1 
 
<400>  235 
agggccagtc agagtgttag cagcagctac ttagcc                                 36 
 
 
<210>  236 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4D3, 4F3 - CDR-L2 
 
<400>  236 
ggtgcatcca gcagggccac t                                                 21 
 
 
<210>  237 
<211>  24 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4D3, 4F3 - CDR-L3 
 
<400>  237 
cagcagtatg gtagctcgtg gacg                                              24 
 
 
<210>  238 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4D3, 4F3 - CDR-L1 
 
<400>  238 
 
Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  239 
<211>  7 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  4D3, 4F3 - CDR-L2 
 
<400>  239 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  240 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4D3, 4F3 - CDR-L3 
 
<400>  240 
 
Gln Gln Tyr Gly Ser Ser Trp Thr  
1               5                
 
 
<210>  241 
<211>  36 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4E10 - CDR-L1 
 
<400>  241 
agggccagtc agagtgttgg cagcagctac ttagcc                                 36 
 
 
<210>  242 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4E10 - CDR-L2 
 
<400>  242 
ggtgcatcca gcagggtcac t                                                 21 
 
 
<210>  243 
<211>  24 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4E10 - CDR-L3 
 
<400>  243 
cagcaatata gtaactcgtg gacg                                              24 
 
 
<210>  244 
<211>  12 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  4E10 - CDR-L1 
 
<400>  244 
 
Arg Ala Ser Gln Ser Val Gly Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  245 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4E10 - CDR-L2 
 
<400>  245 
 
Gly Ala Ser Ser Arg Val Thr  
1               5            
 
 
<210>  246 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4E10 - CDR-L3 
 
<400>  246 
 
Gln Gln Tyr Ser Asn Ser Trp Thr  
1               5                
 
 
<210>  247 
<211>  42 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4F7 - CDR-L1 
 
<400>  247 
actgggagca gctccaatat cgggacaggt tatgatgtac ac                          42 
 
 
<210>  248 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4F7 - CDR-L2 
 
<400>  248 
ggtaacagca atcggccctc a                                                 21 
 
 
<210>  249 



<211>  33 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F7 - CDR-L3 
 
<400>  249 
 
Cys Ala Gly Thr Cys Cys Thr Ala Thr Gly Ala Cys Ala Gly Cys Ala  
1               5                   10                  15       
 
 
Gly Thr Cys Thr Gly Ala Gly Thr Gly Gly Thr Thr Gly Gly Gly Thr  
            20                  25                  30           
 
 
Gly  
     
 
 
<210>  250 
<211>  14 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F7 - CDR-L1 
 
<400>  250 
 
Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly Tyr Asp Val His  
1               5                   10                   
 
 
<210>  251 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F7 - CDR-L2 
 
<400>  251 
 
Gly Asn Ser Asn Arg Pro Ser  
1               5            
 
 
<210>  252 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F7 - CDR-L3 
 
<400>  252 
 
Gln Ser Tyr Asp Ser Ser Leu Ser Gly Trp Val  
1               5                   10       
 
 
<210>  253 



<211>  33 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  5E3 - CDR-L1 
 
<400>  253 
tctggagata aattggggga tgaatatgct tgc                                    33 
 
 
<210>  254 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  5E3 - CDR-L2 
 
<400>  254 
caagatagca agcggccctc a                                                 21 
 
 
<210>  255 
<211>  27 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  5E3 - CDR-L3 
 
<400>  255 
caggcgtggg acagcagcac tgtggta                                           27 
 
 
<210>  256 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  5E3 - CDR-L1 
 
<400>  256 
 
Ser Gly Asp Lys Leu Gly Asp Glu Tyr Ala Cys  
1               5                   10       
 
 
<210>  257 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  5E3 - CDR-L2 
 
<400>  257 
 
Gln Asp Ser Lys Arg Pro Ser  
1               5            
 
 
<210>  258 



<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  5E3 - CDR-L3 
 
<400>  258 
 
Gln Ala Trp Asp Ser Ser Thr Val Val  
1               5                    
 
 
<210>  259 
<211>  36 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  17H8, 23B6, 28D10 - CDR-L1 
 
<400>  259 
agggccagtc agagtgttgc cggcagctac ctagcc                                 36 
 
 
<210>  260 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  17H8, 23B6, 28D10 - CDR-L2 
 
<400>  260 
ggtgcatcca gcagggccac t                                                 21 
 
 
<210>  261 
<211>  27 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  17H8, 23B6, 28D10 - CDR-L3 
 
<400>  261 
cagcagtatg gtaaatcacc gatcacc                                           27 
 
 
<210>  262 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  17H8, 23B6, 28D10 - CDR-L1 
 
<400>  262 
 
Arg Ala Ser Gln Ser Val Ala Gly Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  263 



<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  17H8, 23B6, 28D10 - CDR-L2 
 
<400>  263 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  264 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  17H8, 23B6, 28D10 - CDR-L3 
 
<400>  264 
 
Gln Gln Tyr Gly Lys Ser Pro Ile Thr  
1               5                    
 
 
<210>  265 
<211>  36 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16C1 - CDR-L1 
 
<400>  265 
agggccagcc agagtgttag cagcagctac ttagcc                                 36 
 
 
<210>  266 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16C1 - CDR-L2 
 
<400>  266 
ggtgcatcca gcagggccac t                                                 21 
 
 
<210>  267 
<211>  27 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16C1 - CDR-L3 
 
<400>  267 
cagcagtatg gtaactcacc gctcact                                           27 
 
 
<210>  268 



<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16C1 - CDR-L1 
 
<400>  268 
 
Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  269 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16C1 - CDR-L2 
 
<400>  269 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  270 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16C1 - CDR-L3 
 
<400>  270 
 
Gln Gln Tyr Gly Asn Ser Pro Leu Thr  
1               5                    
 
 
<210>  271 
<211>  36 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16A4 - CDR-L1 
 
<400>  271 
agggccagtc agagtgttag cagcagttat ttagcc                                 36 
 
 
<210>  272 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16A4 - CDR-L2 
 
<400>  272 
ggtacatcca gcagggccac t                                                 21 
 



 
<210>  273 
<211>  27 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16A4 - CDR-L3 
 
<400>  273 
cagcagtacg gtagctcacc tttcact                                           27 
 
 
<210>  274 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16A4 - CDR-L1 
 
<400>  274 
 
Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  275 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16A4 - CDR-L2 
 
<400>  275 
 
Gly Thr Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  276 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16A4 - CDR-L3 
 
<400>  276 
 
Gln Gln Tyr Gly Ser Ser Pro Phe Thr  
1               5                    
 
 
<210>  277 
<211>  33 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16E2, 17E10, 20B12  - CDR-L1 
 
<400>  277 



cgggcgagtc agggcattag caattattta gcc                                    33 
 
 
<210>  278 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16E2, 17E10, 20B12  - CDR-L2 
 
<400>  278 
gctgcatcca gtttgcaaag t                                                 21 
 
 
<210>  279 
<211>  27 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16E2, 17E10, 20B12  - CDR-L3 
 
<400>  279 
caacactatt ttacttaccc tcggacg                                           27 
 
 
<210>  280 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16E2, 17E10, 20B12  - CDR-L1 
 
<400>  280 
 
Arg Ala Ser Gln Gly Ile Ser Asn Tyr Leu Ala  
1               5                   10       
 
 
<210>  281 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16E2, 17E10, 20B12  - CDR-L2 
 
<400>  281 
 
Ala Ala Ser Ser Leu Gln Ser  
1               5            
 
 
<210>  282 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16E2, 17E10, 20B12  - CDR-L3 
 
<400>  282 



 
Gln His Tyr Phe Thr Tyr Pro Arg Thr  
1               5                    
 
 
<210>  283 
<211>  33 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  22G10 - CDR-L1 
 
<400>  283 
agggccagtc agagtattag cagcaactta gcc                                    33 
 
 
<210>  284 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  22G10 - CDR-L2 
 
<400>  284 
ggtgcattta ccagggccac t                                                 21 
 
 
<210>  285 
<211>  27 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  22G10 - CDR-L3 
 
<400>  285 
cagcagtata attactggcc gctcact                                           27 
 
 
<210>  286 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10 - CDR-L1 
 
<400>  286 
 
Arg Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala  
1               5                   10       
 
 
<210>  287 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10 - CDR-L2 
 
<400>  287 



 
Gly Ala Phe Thr Arg Ala Thr  
1               5            
 
 
<210>  288 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10 - CDR-L3 
 
<400>  288 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr  
1               5                    
 
 
<210>  289 
<211>  39 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16H2, 20D3, 23E7 - CDR-L1 
 
<400>  289 
tctggaagca gctccaacat cggaagtaat tttgtaaac                              39 
 
 
<210>  290 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16H2, 20D3, 23E7 - CDR-L2 
 
<400>  290 
actaataatc agcggccctc a                                                 21 
 
 
<210>  291 
<211>  33 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16H2, 20D3, 23E7 - CDR-L3 
 
<400>  291 
gcaacatggg atgacagcct gaatggttgg gtg                                    33 
 
 
<210>  292 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16H2, 20D3, 23E7 - CDR-L1 
 
<400>  292 



 
Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  293 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16H2, 20D3, 23E7 - CDR-L2 
 
<400>  293 
 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 
 
<210>  294 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16H2, 20D3, 23E7 - CDR-L3 
 
<400>  294 
 
Ala Thr Trp Asp Asp Ser Leu Asn Gly Trp Val  
1               5                   10       
 
 
<210>  295 
<211>  39 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  22D1 - CDR-L1 
 
<400>  295 
tctggaagca gctccaacat cggaagcaat tttgtaaac                              39 
 
 
<210>  296 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  22D1 - CDR-L2 
 
<400>  296 
actaataatc agcggccctc a                                                 21 
 
 
<210>  297 
<211>  33 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  22D1 - CDR-L3 



 
<400>  297 
gcaacatggg atgacagtat gaatggttgg gtg                                    33 
 
 
<210>  298 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22D1 - CDR-L1 
 
<400>  298 
 
Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  299 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22D1 - CDR-L2 
 
<400>  299 
 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 
 
<210>  300 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22D1 - CDR-L3 
 
<400>  300 
 
Ala Thr Trp Asp Asp Ser Met Asn Gly Trp Val  
1               5                   10       
 
 
<210>  301 
<211>  39 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  25F8 - CDR-L1 
 
<400>  301 
tctggaagca gctccaacat cggaaggaat tttgtaaac                              39 
 
 
<210>  302 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 



<220> 
<223>  25F8 - CDR-L2 
 
<400>  302 
actaataatc agcggccctc a                                                 21 
 
 
<210>  303 
<211>  33 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  25F8 - CDR-L3 
 
<400>  303 
gcagcatggg atgacagcct gaatggttgg gtg                                    33 
 
 
<210>  304 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25F8 - CDR-L1 
 
<400>  304 
 
Ser Gly Ser Ser Ser Asn Ile Gly Arg Asn Phe Val Asn  
1               5                   10               
 
 
<210>  305 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25F8 - CDR-L2 
 
<400>  305 
 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 
 
<210>  306 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25F8 - CDR-L3 
 
<400>  306 
 
Ala Ala Trp Asp Asp Ser Leu Asn Gly Trp Val  
1               5                   10       
 
 
<210>  307 
<211>  39 
<212>  ДНК 



<213>  искусственная 
 
<220> 
<223>  26F12, 27B3 - CDR-L1 
 
<400>  307 
tctggaagcc gctccaacat cggaagtaat tttgtaaac                              39 
 
 
<210>  308 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  26F12, 27B3 - CDR-L2 
 
<400>  308 
actaattatc agcggccctc a                                                 21 
 
 
<210>  309 
<211>  33 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  26F12, 27B3 - CDR-L3 
 
<400>  309 
gcagtatggg atgacagcct gaatggttgg gtg                                    33 
 
 
<210>  310 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26F12, 27B3 - CDR-L1 
 
<400>  310 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  311 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26F12, 27B3 - CDR-L2 
 
<400>  311 
 
Thr Asn Tyr Gln Arg Pro Ser  
1               5            
 
 
<210>  312 
<211>  11 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  26F12, 27B3 - CDR-L3 
 
<400>  312 
 
Ala Val Trp Asp Asp Ser Leu Asn Gly Trp Val  
1               5                   10       
 
 
<210>  313 
<211>  39 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  26D1 - CDR-L1 
 
<400>  313 
tctggaagcc gctccaacat cggaagtaat tttgtaaac                              39 
 
 
<210>  314 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  26D1 - CDR-L2 
 
<400>  314 
actaataatc agcggccctc a                                                 21 
 
 
<210>  315 
<211>  33 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  26D1 - CDR-L3 
 
<400>  315 
gcagtatggg atgacagcct gaatggttgg gtg                                    33 
 
 
<210>  316 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1 - CDR-L1 
 
<400>  316 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  317 
<211>  7 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  26D1 - CDR-L2 
 
<400>  317 
 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 
 
<210>  318 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1 - CDR-L3 
 
<400>  318 
 
Ala Val Trp Asp Asp Ser Leu Asn Gly Trp Val  
1               5                   10       
 
 
<210>  319 
<211>  36 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  25G10 - CDR-L1 
 
<400>  319 
agggccagtc agagtgttag cagcagctac ttagcc                                 36 
 
 
<210>  320 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  25G10 - CDR-L2 
 
<400>  320 
ggtgcatcca gcagggccac t                                                 21 
 
 
<210>  321 
<211>  27 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  25G10 - CDR-L3 
 
<400>  321 
cagcagtatg gtaactcacc gctcact                                           27 
 
 
<210>  322 
<211>  12 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  25G10 - CDR-L1 
 
<400>  322 
 
Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  323 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25G10 - CDR-L2 
 
<400>  323 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  324 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25G10 - CDR-L3 
 
<400>  324 
 
Gln Gln Tyr Gly Asn Ser Pro Leu Thr  
1               5                    
 
 
<210>  325 
<211>  33 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  23A10 - CDR-L1 
 
<400>  325 
tctggagata gattggggga gaaatatgtt tgc                                    33 
 
 
<210>  326 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  23A10 - CDR-L2 
 
<400>  326 
caagataata agtggccctc a                                                 21 
 
 
<210>  327 



<211>  27 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  23A10 - CDR-L3 
 
<400>  327 
caggcgtggg acagcagcac tgtggta                                           27 
 
 
<210>  328 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  23A10 - CDR-L1 
 
<400>  328 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Cys  
1               5                   10       
 
 
<210>  329 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  23A10 - CDR-L2 
 
<400>  329 
 
Gln Asp Asn Lys Trp Pro Ser  
1               5            
 
 
<210>  330 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  23A10 - CDR-L3 
 
<400>  330 
 
Gln Ala Trp Asp Ser Ser Thr Val Val  
1               5                    
 
 
<210>  331 
<211>  39 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  19B5 - CDR-L1 
 
<400>  331 
tctggaagca ggtccaacat cggaagcaat tttgtaaac                              39 
 



 
<210>  332 
<211>  21 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  19B5 - CDR-L2 
 
<400>  332 
actaataatc agcggccctc a                                                 21 
 
 
<210>  333 
<211>  33 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  19B5 - CDR-L3 
 
<400>  333 
gcaacatggg atgacagtat gaatggttgg gtg                                    33 
 
 
<210>  334 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  19B5 - CDR-L1 
 
<400>  334 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  335 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  19B5 - CDR-L2 
 
<400>  335 
 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 
 
<210>  336 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  19B5 - CDR-L3 
 
<400>  336 
 
Ala Thr Trp Asp Asp Ser Met Asn Gly Trp Val  



1               5                   10       
 
 
<210>  337 
<211>  366 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  17H8, 23B6, 28D10 - HCVR 
 
<400>  337 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc       60 
 
acgtgcactg tctctggtgg ctccatcaat agttactact ggagctggat ccggcagccc      120 
 
ccagggaagg gactggagtg gattgggtat atctattaca ttgggagcac caactacaac      180 
 
ccctccctca agagtcgcgt caccatatca gtagacacgt ccaagaacca gttctccctg      240 
 
aagctgagct ctgtgaccgc tgcggacacg gccctgtatt actgtgcgag agattcccgg      300 
 
tatagaagtg gctggtacga tgcttttgat atctggggcc aagggacaat ggtcaccgtc      360 
 
tcttca                                                                 366 
 
 
<210>  338 
<211>  122 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  17H8, 23B6, 28D10 - HCVR 
 
<400>  338 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Asn Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile Trp  
            100                 105                 110          
 



 
Gly Gln Gly Thr Met Val Thr Val Ser Ser  
        115                 120          
 
 
<210>  339 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4A2, 5B4, 5C5  - HCVR 
 
<400>  339 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcacagac cctgtccctc       60 
 
acctgcactg tctctggtgg ctccatcagc agtagtggtt actactggag ctggatccgc      120 
 
cagcacccag ggaagggcct ggagtggatt gggtacatct attacactgg gagcgcctac      180 
 
tacaacccgt ccctcaagag tcgagttacc atatcagtag acacgtctaa gaaccagttc      240 
 
tccctgaagc tgagctctgt gactgccgcg gacacggccg tgtattactg tgcgagagat      300 
 
ggaagcagtg gctggtactt ccagtattgg ggccagggca ccctggtcac cgtctcctca      360 
 
 
<210>  340 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A2, 5B4, 5C5  - HCVR 
 
<400>  340 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln His Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 



 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  341 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16H2, 20D3, 23E7  - HCVR 
 
<400>  341 
caggtgcagc tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt       60 
 
tcctgcaagg tttctggata caccttcacc agctacttta ttcactgggt gcgccaggcc      120 
 
cctggacaag ggcttgagtg gatgggaata atcaacccta ttagtgttag cacaagctac      180 
 
gcacagaagt tccagggcag agtcaccatg accagggaca cgtccacgag cacagtcttc      240 
 
atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gcgagggggg      300 
 
atacagctat ggttacattt tgactactgg ggccagggaa ccctggtcac cgtctcctca      360 
 
 
<210>  342 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16H2, 20D3, 23E7  - HCVR 
 
<400>  342 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 



 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  343 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  26F12, 27B3 - HCVR 
 
<400>  343 
caggtgcagt tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt       60 
 
tcctgcaagg catctagata caccttcacc aactactata tgtcctgggt gcgacaggcc      120 
 
cctggacaag ggcttgagtg gatgggaata atcaacccta gtggtggtga ctcaacctac      180 
 
gcacagaagt tccagggcag actcaccatg accggggaca cgtccacgag cacagtctac      240 
 
atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gagagggggg      300 
 
atacaactat ggttacattt tgactactgg ggccagggaa ccctggtcac cgtctcctca      360 
 
 
<210>  344 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26F12, 27B3 - HCVR 
 
<400>  344 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 



 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  345 
<211>  357 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4B10, 4C2 - HCVR 
 
<400>  345 
caggtgcagt tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cctctggatt caccttcagt agctatgaca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcagtt atatcatatg atggaactaa tgaatactat      180 
 
gcagactccg tgaagggccg attcaccatc tccagagaca cttccaagaa cacgctgtat      240 
 
ttgcaaatga acagcctgag agctgaggac acggctgtat attactgtgc gagagaacga      300 
 
tattttgact ggtcttttga ctactggggc cagggaaccc tggtcagtgt ctcctca         357 
 
 
<210>  346 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4B10, 4C2 - HCVR 
 
<400>  346 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Asp Gly Thr Asn Glu Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 



 
Thr Leu Val Ser Val Ser Ser  
        115                  
 
 
<210>  347 
<211>  357 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4D3, 4F3 - HCVR 
 
<400>  347 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt ctccttcagt agctatgaca tggactgggt ccgccagact      120 
 
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaggggccg attcaccatc tccagagaca attccaagaa cacgctgttt      240 
 
ctgcaaatga acagcctgag agtcgaggac acggctgtgt attactgtgc gagagaaact      300 
 
ggggagggct ggtacttcga tctctggggc cgtggcaccc tggtcactgt ctcctca         357 
 
 
<210>  348 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4D3, 4F3 - HCVR 
 
<400>  348 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  
            100                 105                 110          
 



 
Thr Leu Val Thr Val Ser Ser  
        115                  
 
 
<210>  349 
<211>  354 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16E2, 17E10, 20B12  - HCVR 
 
<400>  349 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt catcttcagt agctatggca tgcactgggt ccgccagact      120 
 
ccaggcaagg ggctggagtg ggtggcagtg atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaagggccg attcaccatc tccagagaca tttccaagaa cacgctgtat      240 
 
ctgcaaatga acagcctgag agtcgaggac acggctgtgt attactgtgc gagagacggg      300 
 
tgggagctgt cctttgacta ctggggccag ggaaccctgg tcaccgtctc ctca            354 
 
 
<210>  350 
<211>  118 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16E2, 17E10, 20B12  - HCVR 
 
<400>  350 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ile Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Ile Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Asp Gly Trp Glu Leu Ser Phe Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 



 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  351 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  1D10, 2C12 - HCVR 
 
<400>  351 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtgtcagtt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga atagcctgag agctgaggac acggctgtgt attactgcgc gagaagggcc      300 
 
ggtataatag gaactacagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct cctca                                                       375 
 
 
<210>  352 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  1D10, 2C12 - HCVR 
 
<400>  352 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  



            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  353 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16C1 - HCVR 
 
<400>  353 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc       60 
 
acttgtactg tctctggtgg ctccatcagt ggttactact ggagctggat ccggcagccc      120 
 
ccagggaagg gactggagtg gattgggtat atctattaca ttgggagcac caactacaac      180 
 
ccctccctca agagtcgagt caccatgtca atagacacgt ccaagaacca gttctccctg      240 
 
acgctgagct ctttgaccgc tgcggacacg gccgtgtatt tctgtgcgag agatgggagc      300 
 
agtggctggt accggtggtt cgacccctgg ggccagggaa ccctggtcac cgtctcctca      360 
 
 
<210>  354 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16C1 - HCVR 
 
<400>  354 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Ile Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Thr Leu Ser Ser Leu Thr Ala Ala Asp Thr Ala Val Tyr Phe Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  



            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  355 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  25G10 - HCVR 
 
<400>  355 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc       60 
 
acctgcactg tctctggtgg ctccatcagt ggttactact ggagctggat ccggcagccc      120 
 
ccagggaagg gactggagtg gattgggtat atctattaca ttgggagcac caactacaac      180 
 
ccctccctca agagtcgagt caccatgtca gtagacacgt ccaagaacca gttctccctg      240 
 
aagctgagct ctgtgaccgc tgcggacacg gccgtgtatt actgtgcgag agatgggagc      300 
 
agtggctggt accggtggtt cgacccctgg ggccagggaa ccctggtcac cgtctcctca      360 
 
 
<210>  356 
<211>  360 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25G10 - HCVR 
 
<400>  356 
 
Cys Ala Gly Gly Thr Gly Cys Ala Gly Cys Thr Gly Cys Ala Gly Gly  
1               5                   10                  15       
 
 
Ala Gly Thr Cys Gly Gly Gly Cys Cys Cys Ala Gly Gly Ala Cys Thr  
            20                  25                  30           
 
 
Gly Gly Thr Gly Ala Ala Gly Cys Cys Thr Thr Cys Gly Gly Ala Gly  
        35                  40                  45               
 
 
Ala Cys Cys Cys Thr Gly Thr Cys Cys Cys Thr Cys Ala Cys Cys Thr  
    50                  55                  60                   
 
 
Gly Cys Ala Cys Thr Gly Thr Cys Thr Cys Thr Gly Gly Thr Gly Gly  
65                  70                  75                  80   
 
 
Cys Thr Cys Cys Ala Thr Cys Ala Gly Thr Gly Gly Thr Thr Ala Cys  
                85                  90                  95       
 
 
Thr Ala Cys Thr Gly Gly Ala Gly Cys Thr Gly Gly Ala Thr Cys Cys  



            100                 105                 110          
 
 
Gly Gly Cys Ala Gly Cys Cys Cys Cys Cys Ala Gly Gly Gly Ala Ala  
        115                 120                 125              
 
 
Gly Gly Gly Ala Cys Thr Gly Gly Ala Gly Thr Gly Gly Ala Thr Thr  
    130                 135                 140                  
 
 
Gly Gly Gly Thr Ala Thr Ala Thr Cys Thr Ala Thr Thr Ala Cys Ala  
145                 150                 155                 160  
 
 
Thr Thr Gly Gly Gly Ala Gly Cys Ala Cys Cys Ala Ala Cys Thr Ala  
                165                 170                 175      
 
 
Cys Ala Ala Cys Cys Cys Cys Thr Cys Cys Cys Thr Cys Ala Ala Gly  
            180                 185                 190          
 
 
Ala Gly Thr Cys Gly Ala Gly Thr Cys Ala Cys Cys Ala Thr Gly Thr  
        195                 200                 205              
 
 
Cys Ala Gly Thr Ala Gly Ala Cys Ala Cys Gly Thr Cys Cys Ala Ala  
    210                 215                 220                  
 
 
Gly Ala Ala Cys Cys Ala Gly Thr Thr Cys Thr Cys Cys Cys Thr Gly  
225                 230                 235                 240  
 
 
Ala Ala Gly Cys Thr Gly Ala Gly Cys Thr Cys Thr Gly Thr Gly Ala  
                245                 250                 255      
 
 
Cys Cys Gly Cys Thr Gly Cys Gly Gly Ala Cys Ala Cys Gly Gly Cys  
            260                 265                 270          
 
 
Cys Gly Thr Gly Thr Ala Thr Thr Ala Cys Thr Gly Thr Gly Cys Gly  
        275                 280                 285              
 
 
Ala Gly Ala Gly Ala Thr Gly Gly Gly Ala Gly Cys Ala Gly Thr Gly  
    290                 295                 300                  
 
 
Gly Cys Thr Gly Gly Thr Ala Cys Cys Gly Gly Thr Gly Gly Thr Thr  
305                 310                 315                 320  
 
 
Cys Gly Ala Cys Cys Cys Cys Thr Gly Gly Gly Gly Cys Cys Ala Gly  
                325                 330                 335      
 
 
Gly Gly Ala Ala Cys Cys Cys Thr Gly Gly Thr Cys Ala Cys Cys Gly  
            340                 345                 350          
 
 
Thr Cys Thr Cys Cys Thr Cys Ala  



        355                 360  
 
 
<210>  357 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16A4 - HCVR 
 
<400>  357 
caggtgcagc tgcaggagtc gggcccagga ctggcgaagc cttcggagac cctgtccctc       60 
 
acctgcactg tctctggtga ctccatcact agttactact ggagctggat ccggcagccc      120 
 
ccagggaagg gactggagtg gattgggtat atctattaca gtgggagcac caattacaac      180 
 
ccctccctca agagtcgagt caccatatca gtagacacgt ccaagaacca gttctccctg      240 
 
aagctgagtt ctgtgaccgc tgcggacacg gccgtgtatt actgtgcgag agatcaaagg      300 
 
cggatagcag cagctggtac ccacttctac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct cctca                                                       375 
 
 
<210>  358 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16A4 - HCVR 
 
<400>  358 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Ala Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Asp Ser Ile Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gln Arg Arg Ile Ala Ala Ala Gly Thr His Phe Tyr Gly Met  
            100                 105                 110          
 



 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  359 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  1F10 - HCVR 
 
<400>  359 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcacagac cctgtccctc       60 
 
acctgcactg tctctggtgg ctccatcagc agtggtggtt actactggag ctggatccgc      120 
 
cagcacccag ggaagggcct ggagtggatt gggtacatct attacagtgg gagcacctac      180 
 
tacaacccgt ccctcacgag tcgagttacc atatcagtag acacgtctaa gaaccagttc      240 
 
tccctgaagc tgagctctgt gactgccgcg gacacggccg tgtattactg tgcgagagat      300 
 
ggaagcagtg gctggtactt ccagcactgg ggccagggca ccctggtcac cgtctcctca      360 
 
 
<210>  360 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  1F10 - HCVR 
 
<400>  360 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Gly  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln His Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Thr Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln His Trp Gly Gln  
            100                 105                 110          
 



 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  361 
<211>  348 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4A9 - HCVR 
 
<400>  361 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc       60 
 
acctgcactg tctctggtgg ctccatcagt ggttactact ggagctggat ccggcagccc      120 
 
ccaggaaagg gactggagtg gtttgcatat ttctcttaca gtgggagcac caactacaac      180 
 
ccctccctca agagtcgagt caccttatca gtagacacgt ccaagaacca gttctccctg      240 
 
aagctgagct ctgtgaccgc tgcggacacg gccgtgtatt actgtgcgag gaactgggcc      300 
 
ttccactttg acttctgggg ccagggaacc ctggtcaccg tctcctca                   348 
 
 
<210>  362 
<211>  116 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A9 - HCVR 
 
<400>  362 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Phe  
        35                  40                  45               
 
 
Ala Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Leu Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Phe Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 



 
Thr Val Ser Ser  
        115      
 
 
<210>  363 
<211>  348 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4F7 - HCVR 
 
<400>  363 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc       60 
 
acctgcactg tctctggtgg ctccatcagt agttactcct ggagctggat ccggcagccc      120 
 
ccagggaagg gactggagtg gattgggtat atctattaca gtgggagcac caactacaac      180 
 
ccctccctca agagtcgagt caccatatca ttagacacgt ccaagaacca gttctccctg      240 
 
aagctgagct ctgtgaccgc tgcggacacg gccgtgtatt actgtgcgag gaactgggcc      300 
 
ttccactttg actactgggg ccagggaacc ctggtcaccg tctcctca                   348 
 
 
<210>  364 
<211>  116 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F7 - HCVR 
 
<400>  364 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 



 
Thr Val Ser Ser  
        115      
 
 
<210>  365 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  22D1 - HCVR 
 
<400>  365 
caggtgcagc tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgagggtt       60 
 
tcctgcaagg tttctggata caccttcacc agctacttta ttcactgggt acgccaggcc      120 
 
cctggacaag ggcttgagtg gatgggaata atcaacccta ttagtgttag cacaagctac      180 
 
gcacagaagt tccagggcag agtcaccatg accagggaca cgtccacgag cacagtcttc      240 
 
atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gcgagggggg      300 
 
atacagctat ggttacattt ggactactgg ggccagggaa ccctggtcac cgtctcctca      360 
 
 
<210>  366 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22D1 - HCVR 
 
<400>  366 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Arg Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 



 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  367 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  19B5 - HCVR 
 
<400>  367 
caggtgcagt tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt       60 
 
tcctgcaagg tttctggata caccttcacc agctacttta ttcactgggt gcgccaggcc      120 
 
cctggacaag ggcttgaatg gatgggaatt atcaacccta ttagtgttag cacaagctac      180 
 
gcacagaagt tccagggcag agtcaccatg accagggaca cgtccacgag cacagtcttc      240 
 
atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gcgagggggg      300 
 
atacagctat ggttacattt ggactactgg ggccagggaa ccctggtcac cgtctcctca      360 
 
 
<210>  368 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  19B5 - HCVR 
 
<400>  368 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 



 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  369 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  25F8 - HCVR 
 
<400>  369 
caggtgcagc tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt       60 
 
tcctgcaagg catctggata caccttcacc agctactata ttcactgggt gcgccaggcc      120 
 
cctggacaag gacttgagtg gatgggaata atcaacccca gtggtggtag cacaaggtac      180 
 
gcacagaagt tccagggcag agtcaccatg accagggaca cgtccacgag cacagtcttc      240 
 
atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gcgaggggga      300 
 
atacagctat ggttacattt tgactactgg ggccagggaa ccctggtcac cgtctcctca      360 
 
 
<210>  370 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25F8 - HCVR 
 
<400>  370 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 



 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  371 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  26D1 - HCVR 
 
<400>  371 
caggtgcagt tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt       60 
 
tcctgtaagg catctagata caccttcacc agctactata tgtcctgggt gcgacaggcc      120 
 
cctggacaag ggcttgagtg gatgggaata atccacccta gtggtggtga cacaacctac      180 
 
gcacagaagt tccagggcag agtcaccatg accggggaca cgtccacgag cacagtctac      240 
 
atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gagagggggg      300 
 
ataaaactat ggttacattt tgactattgg ggccagggaa ccctggtcac cgtctcctca      360 
 
 
<210>  372 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1 - HCVR 
 
<400>  372 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 



 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  373 
<211>  357 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4D2- -HCVR 
 
<400>  373 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cctctggatt caccttcagt agttatgaca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcagtt atatcatatg atggaactaa tgaatactat      180 
 
gcagactccg tgaagggccg attcaccatc tccagagaca cttccaagaa cacgctgtat      240 
 
ttgcaaatga acagcctgag agctgaggac acggctgtat attactgtgc gagagaacga      300 
 
tattttgact ggtcttttga ctactggggc cagggaaccc tggtcagtgt ctcctca         357 
 
 
<210>  374 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4D2- -HCVR 
 
<400>  374 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Asp Gly Thr Asn Glu Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 



 
Thr Leu Val Ser Val Ser Ser  
        115                  
 
 
<210>  375 
<211>  357 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4E10 - HCVR 
 
<400>  375 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatgaca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaagggccg attcaccatc tccagagaca attccacgaa cacgctgcat      240 
 
ctgcaaatga acagcccgag agccgaggac acggctgtgt actactgtgc gagagagtat      300 
 
aggtacagct ggtactttga ctactggggc cagggaaccc tggtcaccgt ctcctca         357 
 
 
<210>  376 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4E10 - HCVR 
 
<400>  376 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Thr Asn Thr Leu His  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Pro Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Tyr Arg Tyr Ser Trp Tyr Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 



 
Thr Leu Val Thr Val Ser Ser  
        115                  
 
 
<210>  377 
<211>  363 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  22G10 - HCVR 
 
<400>  377 
gaggtgcaac tgttggagtc tgggggaggc ttggtacagc ctggggggtc cctgagactc       60 
 
tcctgtgcag cctctggatt cacctttagc agttatgcca tgaactgggt ccgccaggct      120 
 
ccagggaagg ggctggagtg ggtctcaact attagtggtg gtggtgctaa cacatactac      180 
 
gcagactccg tgaagggccg gttcaccatc tccagtgaca attccaagag cacgctgtat      240 
 
ctgcaaatga acagcctgag agccgcggac acggccgtat atcactgtgc gaaaggggga      300 
 
atggggggat actactacgg tatggacgtc tggggccaag ggaccacggt caccgtctcc      360 
 
tca                                                                    363 
 
 
<210>  378 
<211>  121 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10 - HCVR 
 
<400>  378 
 
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Ala Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  



            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120      
 
 
<210>  379 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2C12_LC#1 - HCVR 
 
<400>  379 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtgtcagtt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga atagcctgag agctgaggac acggctgtgt attactgcgc gagaagggcc      300 
 
ggtataatag gaactacagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct cctca                                                       375 
 
 
<210>  380 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2C12_LC#1 - HCVR 
 
<400>  380 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 



 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  381 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2H12_LC#2 - HCVR 
 
<400>  381 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg atggaagtaa taaatactat      180 
 
acagactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga atagcctgag agctgaggac acggctgtgt attactgtgc gagaagggcc      300 
 
ggtataatag gaactacagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct cctca                                                       375 
 
 
<210>  382 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2H12_LC#2 - HCVR 
 
<400>  382 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Thr Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  



                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  383 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2G6_LC#1 - HCVR 
 
<400>  383 
caggtgcagt tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcattt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaaggaccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga aaagcctgag agctgaggac acggctgtgt attactgtgc gagaagggcc      300 
 
ggtataatag gaactatagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct cctca                                                       375 
 
 
<210>  384 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2G6_LC#1 - HCVR 
 
<400>  384 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 



 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  385 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2H12 - HCVR 
 
<400>  385 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg atggaagtaa taaatactat      180 
 
acagactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga atagcctgag agctgaggac acggctgtgt attactgtgc gagaagggcc      300 
 
ggtataatag gaactacagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct cctca                                                       375 
 
 
<210>  386 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2H12 - HCVR 
 
<400>  386 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Thr Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  



65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  387 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2G6 - HCVR 
 
<400>  387 
caggtgcagt tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcattt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaaggaccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga aaagcctgag agctgaggac acggctgtgt attactgtgc gagaagggcc      300 
 
ggtataatag gaactatagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct cctca                                                       375 
 
 
<210>  388 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2G6 - HCVR 
 
<400>  388 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 



 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  389 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  23A10 - HCVR 
 
<400>  389 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt cgctatggca tacactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgctaatga acagcctgag agccgaggac tcggctgtgt attactgtgc gagaagggcc      300 
 
ggtatacctg gaactacggg ctactactat ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct cctca                                                       375 
 
 
<210>  390 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  23A10 - HCVR 
 
<400>  390 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  



    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Leu Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  391 
<211>  369 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  5E3 - HCVR 
 
<400>  391 
gaggtgcagt tggtggagtc tgggggaggc ctggtcaagc ctggggggtc cctgagactc       60 
 
tcctgtgcag cctctggatt caccttcagt agctatagca tgcactgggt ccgccaggct      120 
 
ccagggaagg ggctggagtg ggtctcatcc attagtagta gtagtagtta catatactac      180 
 
gcagactcag tgaagggccg attcaccatc tccagagaca acgccaagaa ctcactgtat      240 
 
ctgcaaatga acagcctgag agccgaggac acggctgtgt attactgtgc gagaggggaa      300 
 
actggaacta actactacta ctacggtatg gacgtctggg gccaagggac cacggtcacc      360 
 
gtctcctca                                                              369 
 
 
<210>  392 
<211>  123 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  5E3 - HCVR 
 
<400>  392 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 



 
Ser Ser Ile Ser Ser Ser Ser Ser Tyr Ile Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Glu Thr Gly Thr Asn Tyr Tyr Tyr Tyr Gly Met Asp Val  
            100                 105                 110          
 
 
Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120              
 
 
<210>  393 
<211>  327 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  17H8, 23B6, 28D10 -LCVR 
 
<400>  393 
gacattgtat tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc       60 
 
ctctcctgca gggccagtca gagtgttgcc ggcagctacc tagcctggta ccagcagaaa      120 
 
cctggccagg ctcccaggct cctcatctct ggtgcatcca gcagggccac tggcatccca      180 
 
gacaggttca gtggcagtgg gtctgggaca gacttcactc tcaccatcag cagactggag      240 
 
cctgaagatt ttgcagtgta ttactgtcag cagtatggta aatcaccgat caccttcggc      300 
 
caagggacac gactggagat gaaagga                                          327 
 
 
<210>  394 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  17H8, 23B6, 28D10 -LCVR 
 
<400>  394 
 
Asp Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ala Gly Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 



 
Ile Ser Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Lys Ser Pro  
                85                  90                  95       
 
 
Ile Thr Phe Gly Gln Gly Thr Arg Leu Glu Met Lys Gly  
            100                 105                  
 
 
<210>  395 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4A2, 5B4, 5C5 - LCVR 
 
<400>  395 
gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc       60 
 
ctctcttgca gggccagtcg gaatattagc agcagctact tagcctggta ccagcagaaa      120 
 
cctggccagg ctcccaggct cctcatctat ggtccatcca gcagggccac tggcatccca      180 
 
gacaggttca gtggcagtgg gtctgggaca gacttcactc tcaccatcag cagactggag      240 
 
cctgaagatt ttacagtgta ttactgtcag cagtatggta gctcattcac tttcggccct      300 
 
gggaccaaag tggatatcaa acga                                             324 
 
 
<210>  396 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A2, 5B4, 5C5 - LCVR 
 
<400>  396 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Arg Asn Ile Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Pro Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 



 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Thr Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Phe  
                85                  90                  95       
 
 
Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys Arg  
            100                 105              
 
 
<210>  397 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16H2, 20D3, 23E7 - LCVR 
 
<400>  397 
cagtctgcgc tgactcagcc accctcagcg actgggaccc ccgggcagag ggtcaccatc       60 
 
tcttgttctg gaagcagctc caacatcgga agtaattttg taaactggta caaacaactc      120 
 
ccaggaacgg cccccaaagt cctcatctat actaataatc agcggccctc aggggtccct      180 
 
gaccgattct ctggctccaa gtctggcacc tcagcctccc tggccatcag tgggctccag      240 
 
tctgaggatg agtctgatta ttactgtgca acatgggatg acagcctgaa tggttgggtg      300 
 
ttcggcggag ggaccaagct gaccgtccta ggt                                   333 
 
 
<210>  398 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16H2, 20D3, 23E7 - LCVR 
 
<400>  398 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 



 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  399 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  26F12, 27B3 - LCVR 
 
<400>  399 
cagtctgtgc tgactcagtc accctcagcg tctgggaccc ccgggcagaa ggtcaccatc       60 
 
tcttgttctg gaagccgctc caacatcgga agtaattttg taaactggta ccagcagctc      120 
 
ccaggaacgg cccccaaact cctcatctat actaattatc agcggccctc aggggtccct      180 
 
gaccgattct ctggctccaa gtctggcacc tcagcctccc tggccatcag tgggctccag      240 
 
tctgaggatg aggctgatta ttactgtgca gtatgggatg acagcctgaa tggttgggtg      300 
 
ttcggcggag ggaccaagct gaccgtccta ggt                                   333 
 
 
<210>  400 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26F12, 27B3 - LCVR 
 
<400>  400 
 
Gln Ser Val Leu Thr Gln Ser Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Lys Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Tyr Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Asp Ser Leu  
                85                  90                  95       
 



 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  401 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4B10, 4C2 - LCVR 
 
<400>  401 
gaaattgtat tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc       60 
 
ctctcctgca gggccagtca gagtgttagc aacacctact tagcctggta ccatcagaga      120 
 
cctggccagg ctcccaggct cctcatctat ggtgcatcca gcagggccac tggcatccca      180 
 
gacagattca gtggcagtgg gtctgggaca gacttcgctc tcaccatcag cagtctggag      240 
 
cctgaagatt ttgcagtgta ttactgtcag cagtacagta actcgtggac gttcggccaa      300 
 
gggaccaagg tggaaatcaa acga                                             324 
 
 
<210>  402 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4B10, 4C2 - LCVR 
 
<400>  402 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Asn Thr  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr His Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Ala Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ser Asn Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 



 
<210>  403 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4D3, 4F3 - LCVR 
 
<400>  403 
gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc       60 
 
ctctcctgca gggccagtca gagtgttagc agcagctact tagcctggta ccagcagaaa      120 
 
cctggccagg ctcccaggct cctcatctat ggtgcatcca gcagggccac tggcatccca      180 
 
gacaggttca gtggcagtgg gtctgggaca gacttcactc tcaccatcag cagactggaa      240 
 
cctgaggatt ttgcagtgta ttactgtcag cagtatggta gctcgtggac gttcggccaa      300 
 
gggaccaagg tggaaatcaa acga                                             324 
 
 
<210>  404 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4D3, 4F3 - LCVR 
 
<400>  404 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 
 
<210>  405 
<211>  324 
<212>  ДНК 



<213>  искусственная 
 
<220> 
<223>  16E2, 17E10, 20B12 - LCVR 
 
<400>  405 
gacatccaga tgacccagtc tccatcctca ctgtctgcat ctgtaggaga cagagtcacc       60 
 
atcacttgtc gggcgagtca gggcattagc aattatttag cctggttaca gcagaaacca      120 
 
gggaaagccc ctaagtccct gatctatgct gcatccagtt tgcaaagtgg ggtcccatca      180 
 
aagttcagcg gcagtggatc tgggacagat ttcactctca ccatcagcag cctgcagcct      240 
 
gaagattttg caacttatta ctgccaacac tattttactt accctcggac gttcggccaa      300 
 
gggaccaagg tggaaatcaa acga                                             324 
 
 
<210>  406 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16E2, 17E10, 20B12 - LCVR 
 
<400>  406 
 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Asn Tyr  
            20                  25                  30           
 
 
Leu Ala Trp Leu Gln Gln Lys Pro Gly Lys Ala Pro Lys Ser Leu Ile  
        35                  40                  45               
 
 
Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Lys Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Thr Tyr Tyr Cys Gln His Tyr Phe Thr Tyr Pro Arg  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 
 
<210>  407 
<211>  321 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  1D10, 2C12 - LCVR 



 
<400>  407 
tcctatgcgc tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcctc       60 
 
acctgctctg gagatagatt gggggaaaaa tatacttgct ggtatcagca gaggccaggc      120 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      180 
 
ttctctggct ccacctctgg taacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gacagcagca ctgtggtatt cggcggaggg      300 
 
accaagctga ccgtcctagg t                                                321 
 
 
<210>  408 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  1D10, 2C12 - LCVR 
 
<400>  408 
 
Ser Tyr Ala Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Leu Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Cys Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Thr Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105          
 
 
<210>  409 
<211>  327 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16C1 - LCVR 
 
<400>  409 
gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc       60 
 



ctctcctgca gggccagcca gagtgttagc agcagctact tagcctggta ccagcagaaa      120 
 
cctggccagg ctcccaggct cctcatcttt ggtgcatcca gcagggccac tggcatccca      180 
 
gacaggttca gtggcagtgg gtctgggaca gacttcactc tcaccatcag cggactggag      240 
 
cctgaagatt ttgcagtgta tcactgtcag cagtatggta actcaccgct cactttcggc      300 
 
ggagggacca aggtggagat caaacga                                          327 
 
 
<210>  410 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16C1 - LCVR 
 
<400>  410 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr His Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 
 
Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105                  
 
 
<210>  411 
<211>  327 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  25G10 - LCVR 
 
<400>  411 
gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc       60 
 
ctctcctgca gggccagtca gagtgttagc agcagctact tagcctggta ccagcagaaa      120 
 
cctggccagg ctcccaggct cctcatcttt ggtgcatcca gcagggccac tggcatccca      180 
 



gacaggttca gtggcagtgg gtctgggaca gacttcactc tcaccatcag cagactggag      240 
 
cctgaagatt ttgcagtgta tcactgtcag cagtatggta actcaccgct cactttcggc      300 
 
ggagggacca aggtggagat caaacga                                          327 
 
 
<210>  412 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25G10 
 
<400>  412 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr His Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 
 
Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105                  
 
 
<210>  413 
<211>  327 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16A4 - LCVR 
 
<400>  413 
gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc       60 
 
ctctcctgca gggccagtca gagtgttagc agcagttatt tagcctggta ccagcagaaa      120 
 
cctggccagg ctcccaggct cctcatctat ggtacatcca gcagggccac tggcatccca      180 
 
gacaggttca gtggcagtgg gtctgggaca gacttcactc tcaccatcag cagactggag      240 
 
cctgaagatt ttgcagtgta ttattgtcag cagtacggta gctcaccttt cactttcggc      300 
 



ggagggacca aggtggagat caaacga                                          327 
 
 
<210>  414 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16A4 - LCVR 
 
<400>  414 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Thr Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Pro  
                85                  90                  95       
 
 
Phe Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105                  
 
 
<210>  415 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  1F10 - LCVR 
 
<400>  415 
gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc       60 
 
ctctcctgca gggccagtcg gagtattagc agcagctact tagcctggta ccagcagaaa      120 
 
cctggccagg ctcccaggct cctcatctat ggtccatcca gcagggccac tggcatccca      180 
 
gacaggttca gtggcagtgg gtctgggaca gacttcactc tcaccatcag cagactggag      240 
 
cctgaagatt ttgcagtgta ttactgtcag cagtatggta gctcattcac tttcggccct      300 
 
gggaccaaag tggatatcaa acga                                             324 
 
 
<210>  416 



<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  1F10 - LCVR 
 
<400>  416 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Arg Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Pro Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Phe  
                85                  90                  95       
 
 
Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys Arg  
            100                 105              
 
 
<210>  417 
<211>  336 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4A9 - LCVR 
 
<400>  417 
cagtctgtgc tgacgcagcc gccctcagtg tctggggccc caggacagag ggtcaccatc       60 
 
tcctgcactg ggagcagctc caacatcggg acaggttatg ctgtacactg gtaccagcag      120 
 
tttccaggaa cagcccccaa actcctcatc tatggtaaca acaatcggcc ctcaggggtt      180 
 
cctgaccgat tctctggctc caagtctggc acctcagcct ccctggccat cactgggctc      240 
 
caggctgagg atgaggctga ttattactgc cagtcctatg acagcagact gagtggttgg      300 
 
gtgttcggcg gagggaccaa gctgaccgtc ctaggt                                336 
 
 
<210>  418 
<211>  112 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  4A9 - LCVR 
 
<400>  418 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Ala Val His Trp Tyr Gln Gln Phe Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile Tyr Gly Asn Asn Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Arg  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110          
 
 
<210>  419 
<211>  336 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4F7 - LCVR 
 
<400>  419 
cagtctgtgc tgacgcagcc gccctcagtg tctggggccc cagggcagag ggtcaccatc       60 
 
tcctgcactg ggagcagctc caatatcggg acaggttatg atgtacactg gtatcagcag      120 
 
cttccaggaa cagcccccaa actcctcatc catggtaaca gcaatcggcc ctcaggggtc      180 
 
cctgaccgat tctctggctc caagtctggc acctcagcct ccctggccat cactgggctc      240 
 
caggctgagg atgaggctga ttattactgc cagtcctatg acagcagtct gagtggttgg      300 
 
gtgttcggcg gagggaccag gttgaccgtc ctaggt                                336 
 
 
<210>  420 
<211>  112 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F7 - LCVR 
 
<400>  420 



 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile His Gly Asn Ser Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Ser  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr Val Leu Gly  
            100                 105                 110          
 
 
<210>  421 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  22D1 - LCVR 
 
<400>  421 
cagtctgcgc tgactcagcc accctcagcg actgggaccc ccgggcagag ggtcaccatc       60 
 
tcttgttctg gaagcagctc caacatcgga agcaattttg taaactggta caagcagctc      120 
 
ccaggaacgg cccccaaagt cctcatctat actaataatc agcggccctc aggggtccct      180 
 
gaccgattct ctggctccaa gtctggcacc tcagcctccc tggccatcag tgggctccag      240 
 
tctgaggatg agtctgatta ttactgtgca acatgggatg acagtatgaa tggttgggtg      300 
 
ttcggcggag ggaccaagct gaccgtccta ggt                                   333 
 
 
<210>  422 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22D1 - LCVR 
 
<400>  422 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 



 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  423 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  19B5 - LCVR 
 
<400>  423 
cagtctgcgc tgactcagcc accctcaacg actgggaccc ccgggcagag ggtcaccatc       60 
 
tcttgttctg gaagcaggtc caacatcgga agcaattttg taaactggta caagcagctc      120 
 
ccaggaacgg cccccaaagt cctcatctat actaataatc agcggccctc aggggtccct      180 
 
gaccgattct ctggctccaa gtctggcacc tcagcctccc tggccatcag tgggctccag      240 
 
tctgaggatg agtctgatta ttactgcgca acatgggatg acagtatgaa tggttgggtg      300 
 
ttcggcggag ggaccaaact gaccgtccta ggt                                   333 
 
 
<210>  424 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  19B5 - LCVR 
 
<400>  424 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Thr Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 



 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  425 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  25F8 - LCVR 
 
<400>  425 
cagtctgcgc tgactcagcc accctcagcg actgggaccc ccgggcagag ggtcaccatc       60 
 
tcttgttctg gaagcagctc caacatcgga aggaattttg taaactggta taagcagctc      120 
 
ccaggaacgg cccccaaagt cctcatttat actaataatc agcggccctc aggggtccct      180 
 
gaccgattct ctggctccaa gtctggcacc tcagcctccc tggccatcag tgggctccag      240 
 
tctgaggatg agtctgatta ttactgtgca gcatgggatg acagcctgaa tggttgggtg      300 
 
ttcggcggag ggaccaagct gaccgtccta ggt                                   333 
 
 
<210>  426 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25F8 - LCVR 
 
<400>  426 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Arg Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 



 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  427 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  26D1 - LCVR 
 
<400>  427 
cactctgtgc tgactcagtc accctcagcg tctgggaccc ccggacagag ggtcaccatc       60 
 
tcttgttctg gaagccgctc caacatcgga agtaattttg taaactggta ccagcagctc      120 
 
ccaggaacgg cccccaaact cctcatctat actaataatc agcggccctc aggggtccct      180 
 
gaccgattct ctggctccaa gtctggcacc tcagcctccc tggccatcag tgggctccag      240 
 
tctgaggatg aggctgatta ttactgtgca gtatgggatg acagcctgaa tggttgggtg      300 
 
ttcggcggag ggaccaagct gaccgtccta ggt                                   333 
 
 
<210>  428 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1 - LCVR 
 
<400>  428 
 
His Ser Val Leu Thr Gln Ser Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 



 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  429 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4D2 - LCVR 
 
<400>  429 
gaaattgtat tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc       60 
 
ctctcctgca gggccagtca gagtgttagc aacacctact tagcctggta ccatcagaga      120 
 
cctggccagg ctcccaggct cctcatctat ggtgcatcca gcagggccgc tggcatccca      180 
 
gacaggttca gtggcagtgg gtctgggaca gacttcactc tcaccatcag cagactggag      240 
 
cctgaagatt ttgcagtgta ttactgtcag cagtatagta actcgtggac gttcggccaa      300 
 
gggaccaagg tggaaatcaa acga                                             324 
 
 
<210>  430 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4D2 - LCVR 
 
<400>  430 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Asn Thr  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr His Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Ala Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 



 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ser Asn Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 
 
<210>  431 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4E10 - LCVR 
 
<400>  431 
gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc       60 
 
ctctcctgca gggccagtca gagtgttggc agcagctact tagcctggta ccagcagaaa      120 
 
cctggccagg ctcccaggct cctcatctat ggtgcatcca gcagggtcac tggcatccca      180 
 
gacaggttca gtggcagtgg gtctgggaca gatttcactc tcaccatcag cagactggag      240 
 
cctgaagatt ttgcagtgta ttactgtcag caatatagta actcgtggac gttcggccaa      300 
 
gggaccaagg tggaaatcaa acga                                             324 
 
 
<210>  432 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4E10 - LCVR 
 
<400>  432 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Gly Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Val Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ser Asn Ser Trp  
                85                  90                  95       
 



 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 
 
<210>  433 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  22G10 - LCVR 
 
<400>  433 
gaaatagtga tgacgcagtc tccagtcacc ctgtctctgt ctctagggga aagagccacc       60 
 
ctctcctgca gggccagtca gagtattagc agcaacttag cctggttcca gcagaaacct      120 
 
ggccaggctc ccagactcct catctatggt gcatttacca gggccactgg tatcccagcc      180 
 
agggtcagtg gcagtgggtc tgggacagag ttcactctca ccatcagcag cctgcagtct      240 
 
gaagattttg cagtttatta ctgtcagcag tataattact ggccgctcac tttcggcgga      300 
 
gggaccaagg tggagatcaa gcga                                             324 
 
 
<210>  434 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10 - LCVR 
 
<400>  434 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Val Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 



 
<210>  435 
<211>  339 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2C12_LC#1 - LCVR 
 
<400>  435 
gatgttgtga tgactcagtc tccactctcc ctgcccgtca cccttggaca gccggcctcc       60 
 
atctcctgca ggtctagtca aagcctcgta tacagtgatg gaaacaccta cttgaattgg      120 
 
tttcagcaga ggccaggcca atctccaagg cgcctaattt ataaggtttc taactgggac      180 
 
tctggggtcc cagacagatt cagcggcagt gggtcaggca ctgatttcac actgaaaatc      240 
 
agcagggtgg aggctgagga tgttggggtt tattactgca tgcaaggtat agtgtggccg      300 
 
tgcagttttg gccaggggac caagctggag atcaaacga                             339 
 
 
<210>  436 
<211>  113 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2C12_LC#1 - LCVR 
 
<400>  436 
 
Asp Val Val Met Thr Gln Ser Pro Leu Ser Leu Pro Val Thr Leu Gly  
1               5                   10                  15       
 
 
Gln Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu Val Tyr Ser  
            20                  25                  30           
 
 
Asp Gly Asn Thr Tyr Leu Asn Trp Phe Gln Gln Arg Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Arg Arg Leu Ile Tyr Lys Val Ser Asn Trp Asp Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gln Gly  
                85                  90                  95       
 
 
Ile Val Trp Pro Cys Ser Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys  
            100                 105                 110          
 
 
Arg  
     
 



 
<210>  437 
<211>  339 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2H12_LC#2 - LCVR 
 
<400>  437 
gatgttgtga tgactcagtc tccactctcc ctgcccgtca cccttggaca gccggcctcc       60 
 
atctcctgca ggtctagtca aagcctcgta tacagtgatg gaaacaccta cttgaattgg      120 
 
tttcagcaga ggccaggcca atctccaagg cgcctaattt ataaggtttc taactgggac      180 
 
tctggggtcc cagacagaat cagcggcagt gggtcaggca ccgatttcac actgaaaatc      240 
 
agcagggtgg aggctgagga tgttggggtt tattactgca tgcaagatac actgtggccg      300 
 
tgcagttttg gccaggggac caagctggag atcaaacga                             339 
 
 
<210>  438 
<211>  113 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2H12_LC#2 - LCVR 
 
<400>  438 
 
Asp Val Val Met Thr Gln Ser Pro Leu Ser Leu Pro Val Thr Leu Gly  
1               5                   10                  15       
 
 
Gln Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu Val Tyr Ser  
            20                  25                  30           
 
 
Asp Gly Asn Thr Tyr Leu Asn Trp Phe Gln Gln Arg Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Arg Arg Leu Ile Tyr Lys Val Ser Asn Trp Asp Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Ile Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gln Asp  
                85                  90                  95       
 
 
Thr Leu Trp Pro Cys Ser Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys  
            100                 105                 110          
 
 
Arg  
     
 



 
<210>  439 
<211>  339 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2G6_LC#1 - LCVR 
 
<400>  439 
gatgttgtga tgactcagtc tccactctcc ctgcccgtca cccttggaca gccggcctcc       60 
 
atctcctgca ggtctagtca aagcctcgta tacagtgatg gaaacaccta cttgaattgg      120 
 
tttcagcaga ggccaggcca atctccacgg cgcctaattt atcaggtttc taactgggac      180 
 
tctggggtcc cagacagatt cagcggcagt gggtcaggca ctgatttcac actgaaaatc      240 
 
agcagggtgg aggctgagga tgttgggatt tattactgca tgcaagatac actgtggccg      300 
 
tgcagttttg gccaggggac caagctggag atcaaacga                             339 
 
 
<210>  440 
<211>  113 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2G6_LC#1 - LCVR 
 
<400>  440 
 
Asp Val Val Met Thr Gln Ser Pro Leu Ser Leu Pro Val Thr Leu Gly  
1               5                   10                  15       
 
 
Gln Pro Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu Val Tyr Ser  
            20                  25                  30           
 
 
Asp Gly Asn Thr Tyr Leu Asn Trp Phe Gln Gln Arg Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Arg Arg Leu Ile Tyr Gln Val Ser Asn Trp Asp Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Val Gly Ile Tyr Tyr Cys Met Gln Asp  
                85                  90                  95       
 
 
Thr Leu Trp Pro Cys Ser Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys  
            100                 105                 110          
 
 
Arg  
     
 



 
<210>  441 
<211>  321 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2H12 - LCVR 
 
<400>  441 
tcctatgagc tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagatagatt gggggaaaaa tatacttgct ggtatcagca gaggccaggc      120 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccagcctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gacagcagca ctgtggtatt cggcggaggg      300 
 
accaagctga ccgtcctagg t                                                321 
 
 
<210>  442 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2H12 - LCVR 
 
<400>  442 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Cys Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Pro Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105          
 
 
<210>  443 
<211>  321 
<212>  ДНК 



<213>  искусственная 
 
<220> 
<223>  2G6 - LCVR 
 
<400>  443 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagataggtt gggggaaaaa tatacttgct ggtatcagca gaggccaggc      120 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gacagcagca ctgtggtatt cggcggaggg      300 
 
accaagctga ccgtcctagg t                                                321 
 
 
<210>  444 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2G6 - LCVR 
 
<400>  444 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Cys Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105          
 
 
<210>  445 
<211>  321 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  23A10 - LCVR 



 
<400>  445 
tcctatgagc tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagatagatt gggggagaaa tatgtttgct ggtatcagca gaagccaggc      120 
 
cagtccccta tactggtcat ctatcaagat aataagtggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg gaacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gacagcagca ctgtggtatt cggcgggggg      300 
 
accaagctga ccgtcctagg t                                                321 
 
 
<210>  446 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  23A10 - LCVR 
 
<400>  446 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val  
            20                  25                  30           
 
 
Cys Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Asn Lys Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105          
 
 
<210>  447 
<211>  321 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  5E3 - LCVR 
 
<400>  447 
tcctatgagc tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 



acctgctctg gagataaatt gggggatgaa tatgcttgct ggtatcagca gaagccaggc      120 
 
cagtcccctg tgctggtcat ctatcaagat agcaagcggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg gaacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gacagcagca ctgtggtatt cggcggaggg      300 
 
accaagctga ccgtcctagg t                                                321 
 
 
<210>  448 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  5E3 - LCVR 
 
<400>  448 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Lys Leu Gly Asp Glu Tyr Ala  
            20                  25                  30           
 
 
Cys Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Val Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Ser Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105          
 
 
<210>  449 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F3 VH 
 
<400>  449 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  



            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser  
        115                  
 
 
<210>  450 
<211>  116 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A9 VH 
 
<400>  450 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Phe  
        35                  40                  45               
 
 
Ala Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Leu Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Phe Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 



 
Thr Val Ser Ser  
        115      
 
 
<210>  451 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4B10 VH 
 
<400>  451 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Asp Gly Thr Asn Glu Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser  
        115                  
 
 
<210>  452 
<211>  122 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  17H8.2 VH 
 
<400>  452 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Asn Ser Tyr  
            20                  25                  30           
 



 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Met Val Thr Val Ser Ser  
        115                 120          
 
 
<210>  453 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16C1.1 VH 
 
<400>  453 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Ile Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Thr Leu Ser Ser Leu Thr Ala Ala Asp Thr Ala Val Tyr Phe Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  



        115                 120  
 
 
<210>  454 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16A4.1 VH 
 
<400>  454 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Ala Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Asp Ser Ile Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gln Arg Arg Ile Ala Ala Ala Gly Thr His Phe Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  455 
<211>  121 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10.1 VH 
 
<400>  455 
 
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  



        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Ala Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120      
 
 
<210>  456 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  20D3.1 VH 
 
<400>  456 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 



 
<210>  457 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22D1.1 VH 
 
<400>  457 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Arg Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  458 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25F8.1 VH 
 
<400>  458 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 



 
Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  459 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26F12.1 VH 
 
<400>  459 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  460 



<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1.1 VH 
 
<400>  460 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  461 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25G10.1 VH 
 
<400>  461 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  



    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  462 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  19B5.1 VH 
 
<400>  462 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  463 
<211>  120 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  4A2 VH 
 
<400>  463 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln His Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  464 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A2 (1-472)(Q17E,H47P) VH 
 
<400>  464 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 



 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  465 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A2 VH 
 
<400>  465 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln His Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  466 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  4A2 (1-472)(Q17E,H47P) VH 
 
<400>  466 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  467 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A2 (1-472)(Q17E,H47P,D111E) VH 
 
<400>  467 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  



65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  468 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A2 (1-472)(Q17E,H47P,D111E,W134Y) VH 
 
<400>  468 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  469 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A2 VH 



 
<400>  469 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  470 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F3 (1-471)(R17G) VH 
 
<400>  470 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 



 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  471 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F3 (1-471)(R17G,T47A) VH 
 
<400>  471 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser  
        115                  
 
 
<210>  472 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F3 (1-471)(R17G,T47A,R141Q) VH 
 
<400>  472 



 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser  
        115                  
 
 
<210>  473 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F3 (1-471)(R17G,T47A,D61E,D72E,R141Q) VH 
 
<400>  473 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  



                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser  
        115                  
 
 
<210>  474 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F3 (1-471)(R17G,T47A,D61E,D72E,W134Y,R141Q) VH 
 
<400>  474 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Tyr Tyr Phe Asp Leu Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser  
        115                  
 
 
<210>  475 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2G6 (1-477)(R17G,D61E,D72E,K94N) VH 
 
<400>  475 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  



1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  476 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16C1.1 VH 
 
<400>  476 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Ile Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Thr Leu Ser Ser Leu Thr Ala Ala Asp Thr Ala Val Tyr Phe Cys Ala  
                85                  90                  95       
 



 
Arg Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  477 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16C1.1 (1-469)(T92K) VH 
 
<400>  477 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Ile Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Leu Thr Ala Ala Asp Thr Ala Val Tyr Phe Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  478 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16C1.1 (1-469)(T92K,D109E) VH 
 
<400>  478 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 



 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Ile Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Leu Thr Ala Ala Asp Thr Ala Val Tyr Phe Cys Ala  
                85                  90                  95       
 
 
Arg Glu Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  479 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16C1.1 (1-469)(T92K,W132Y,W135Y) VH 
 
<400>  479 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Ile Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Leu Thr Ala Ala Asp Thr Ala Val Tyr Phe Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Tyr Tyr Arg Tyr Phe Asp Pro Trp Gly Gln  



            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  480 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16C1.1 (1-469)(T92K) VH 
 
<400>  480 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Ile Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Leu Thr Ala Ala Asp Thr Ala Val Tyr Phe Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  481 
<211>  122 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  17H8.2 VH 
 
<400>  481 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Asn Ser Tyr  



            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Met Val Thr Val Ser Ser  
        115                 120          
 
 
<210>  482 
<211>  122 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  17H8.2 (1-471)(D109E) VH 
 
<400>  482 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Asn Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Glu Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile Trp  
            100                 105                 110          
 



 
Gly Gln Gly Thr Met Val Thr Val Ser Ser  
        115                 120          
 
 
<210>  483 
<211>  122 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  17H8.2 (1-471)(D109E,W132Y) VH 
 
<400>  483 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Asn Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Glu Ser Arg Tyr Arg Ser Gly Tyr Tyr Asp Ala Phe Asp Ile Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Met Val Thr Val Ser Ser  
        115                 120          
 
 
<210>  484 
<211>  122 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  17H8.2 (1-471)(D109E) VH 
 
<400>  484 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Asn Ser Tyr  
            20                  25                  30           
 



 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Glu Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Met Val Thr Val Ser Ser  
        115                 120          
 
 
<210>  485 
<211>  116 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F7 VH 
 
<400>  485 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser  



        115      
 
 
<210>  486 
<211>  116 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F7 VH 
 
<400>  486 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser  
        115      
 
 
<210>  487 
<211>  116 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F7 (1-468)(W113Y) VH 
 
<400>  487 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  



        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Tyr Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser  
        115      
 
 
<210>  488 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4B10 (1-471)(R17G,D61E,D72E,W134Y) VH 
 
<400>  488 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Glu Gly Thr Asn Glu Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Tyr Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser  
        115                  
 



 
<210>  489 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4B10 VH 
 
<400>  489 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Asp Gly Thr Asn Glu Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser  
        115                  
 
 
<210>  490 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4B10 (1-471)(R17G) VH 
 
<400>  490 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 



 
Ala Val Ile Ser Tyr Asp Gly Thr Asn Glu Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser  
        115                  
 
 
<210>  491 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4B10 (1-471)(R17G,D61E,D72E) VH 
 
<400>  491 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Glu Gly Thr Asn Glu Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser  
        115                  
 
 
<210>  492 



<211>  116 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A9 VH 
 
<400>  492 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Phe  
        35                  40                  45               
 
 
Ala Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Leu Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Phe Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser  
        115      
 
 
<210>  493 
<211>  116 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A9 (1-468)(F55I,A56G) VH 
 
<400>  493 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  



    50                  55                  60                   
 
 
Ser Arg Val Thr Leu Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Phe Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser  
        115      
 
 
<210>  494 
<211>  116 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A9 (1-468)(F55I,A56G) VH 
 
<400>  494 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Leu Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Phe Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser  
        115      
 
 
<210>  495 
<211>  116 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  4A9 (1-468)(F55I,A56G,W113Y) VH 
 
<400>  495 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Leu Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Tyr Ala Phe His Phe Asp Phe Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser  
        115      
 
 
<210>  496 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  20D3.1 VH 
 
<400>  496 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 



 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  497 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  20D3.1 VH 
 
<400>  497 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  498 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  20D3.1 (1-469)(W133Y) VH 
 
<400>  498 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Tyr Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  499 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  20D3.1 (1-469)(W133Y) VH 
 
<400>  499 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  



65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Tyr Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  500 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  20D3.1 (1-469)(W133Y) VH 
 
<400>  500 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Tyr Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  501 
<211>  121 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10.1 (1-470)(S82R,A99E) VH 



 
<400>  501 
 
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120      
 
 
<210>  502 
<211>  121 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10.1 (1-470)(A99E,H105Y) VH 
 
<400>  502 
 
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 



 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120      
 
 
<210>  503 
<211>  121 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10.1 (1-470)(A99E) VH 
 
<400>  503 
 
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120      
 
 
<210>  504 
<211>  121 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10.1 (1-470)(A99E) VH 
 
<400>  504 



 
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120      
 
 
<210>  505 
<211>  121 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10.1 (1-470)(D72E,A99E) VH 
 
<400>  505 
 
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  



                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120      
 
 
<210>  506 
<211>  121 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10.1 (1-470)(H105Y) VH 
 
<400>  506 
 
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Ala Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120      
 
 
<210>  507 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16A4.1 (1-474)(T144L) VH 
 
<400>  507 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Ala Lys Pro Ser Glu  



1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Asp Ser Ile Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gln Arg Arg Ile Ala Ala Ala Gly Thr His Phe Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  508 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  19B5.1 VH 
 
<400>  508 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 



 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  509 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  19B5.1 (1-469)(W133Y) VH 
 
<400>  509 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Tyr Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  510 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  19B5.1 VH 
 
<400>  510 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 



 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  511 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  19B5.1 VH 
 
<400>  511 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  



            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  512 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  19B5.1 (1-469)(W133Y) VH 
 
<400>  512 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Tyr Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  513 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  23A10.3 (1-474)(L92Q) VH 
 
<400>  513 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  



            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  514 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  23A10.3 (1-474)(R17G,L92Q) VH 
 
<400>  514 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 



 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  515 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  23A10.3 (1-474)(R17G,D61E,D72E,L92Q) VH 
 
<400>  515 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  516 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  23A10.3 VH 
 
<400>  516 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 



 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Leu Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  517 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25G10.1 VH 
 
<400>  517 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  



        115                 120  
 
 
<210>  518 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25G10.1 (1-469)(D109E,W132Y,W135Y) VH 
 
<400>  518 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Glu Gly Ser Ser Gly Tyr Tyr Arg Tyr Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  519 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1.1 VH 
 
<400>  519 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  



        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  520 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1.1 VH 
 
<400>  520 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 



 
<210>  521 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1.1 VH 
 
<400>  521 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  522 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1.1 VH 
 
<400>  522 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 



 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  523 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1.1 (1-469)(W133Y) VH 
 
<400>  523 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Tyr Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  524 



<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1.1 (1-469)(R27G,G82R) VH 
 
<400>  524 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  525 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26F12.1 VH 
 
<400>  525 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  



    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  526 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26F12.1 VH 
 
<400>  526 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  527 
<211>  120 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  26F12.1 (1-469)(W133Y) VH 
 
<400>  527 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Tyr Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  528 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26F12.1 (1-469)(W133Y) VH 
 
<400>  528 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 



 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Tyr Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  529 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25F8.1 VH 
 
<400>  529 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  530 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  25F8.1 VH 
 
<400>  530 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  531 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25F8.1 (1-469)(F90Y) VH 
 
<400>  531 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  



65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  532 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25F8.1 (1-469)(F90Y) VH 
 
<400>  532 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  533 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25F8.1 (1-469)(F90Y,W133Y) VH 



 
<400>  533 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Tyr Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  534 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22D1.1 VH 
 
<400>  534 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Arg Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 



 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  535 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22D1.1 VH 
 
<400>  535 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Arg Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  536 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22D1.1 (1-469)(W133Y) VH 
 
<400>  536 



 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Arg Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Tyr Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  537 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22D1.1 (1-469)(W133Y) VH 
 
<400>  537 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Arg Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  



                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Tyr Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  538 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22D1.1 (1-469)(F90Y) VH 
 
<400>  538 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Arg Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  539 
<211>  116 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F7 VH 
 
<400>  539 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  



1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser  
        115      
 
 
<210>  540 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2G6 VH 
 
<400>  540 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 



 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  541 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2G6 (1-477)(R17G,K94N) VH 
 
<400>  541 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  542 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2G6 (1-477)(D61E,D72E) VH 
 
<400>  542 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 



 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  543 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2G6 (1-477)(R17G) VH 
 
<400>  543 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  



            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  544 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F3 VL 
 
<400>  544 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 
 
<210>  545 
<211>  112 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A9 VL 
 
<400>  545 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Ala Val His Trp Tyr Gln Gln Phe Pro Gly Thr Ala Pro Lys Leu  



        35                  40                  45               
 
 
Leu Ile Tyr Gly Asn Asn Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Arg  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110          
 
 
<210>  546 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4B10 VL 
 
<400>  546 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Asn Thr  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr His Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Ala Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ser Asn Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 
 
<210>  547 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  17H8.2 VL 



 
<400>  547 
 
Asp Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ala Gly Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Ser Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Lys Ser Pro  
                85                  90                  95       
 
 
Ile Thr Phe Gly Gln Gly Thr Arg Leu Glu Met Lys Gly  
            100                 105                  
 
 
<210>  548 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16C1.1 VL 
 
<400>  548 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr His Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 



 
Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105                  
 
 
<210>  549 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16A4.1 VL 
 
<400>  549 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Thr Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Pro  
                85                  90                  95       
 
 
Phe Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105                  
 
 
<210>  550 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10.1 VL 
 
<400>  550 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 



 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Val Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 
 
<210>  551 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  20D3.1 VL 
 
<400>  551 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  552 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22D1.1 VL 
 
<400>  552 



 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  553 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25F8.1 VL 
 
<400>  553 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Arg Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  



            100                 105                 110      
 
 
<210>  554 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26F12.1 VL 
 
<400>  554 
 
Gln Ser Val Leu Thr Gln Ser Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Lys Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Tyr Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  555 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1.1 VL 
 
<400>  555 
 
His Ser Val Leu Thr Gln Ser Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  



    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  556 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25G10.1 VL 
 
<400>  556 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr His Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 
 
Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105                  
 
 
<210>  557 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  19B5.1 VL 
 
<400>  557 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Thr Thr Gly Thr Pro Gly Gln  



1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  558 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A2 (1-236)(N30Q) VL 
 
<400>  558 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Arg Gln Ile Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Pro Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Thr Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Phe  
                85                  90                  95       
 
 
Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys Arg  
            100                 105              
 



 
<210>  559 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A2 (1-236)(N30Q,T102A,P141Q) VL 
 
<400>  559 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Arg Gln Ile Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Pro Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Phe  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Asp Ile Lys Arg  
            100                 105              
 
 
<210>  560 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A2 (1-236)(N30Q,T102A) VL 
 
<400>  560 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Arg Gln Ile Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Pro Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 



 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Phe  
                85                  90                  95       
 
 
Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys Arg  
            100                 105              
 
 
<210>  561 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A2 (1-236)(N30Q,T102A) VL 
 
<400>  561 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Arg Gln Ile Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Pro Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Phe  
                85                  90                  95       
 
 
Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys Arg  
            100                 105              
 
 
<210>  562 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A2 (1-236)(N30Q,T102A,P141Q) VL 
 
<400>  562 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 



 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Arg Gln Ile Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Pro Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Phe  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Asp Ile Lys Arg  
            100                 105              
 
 
<210>  563 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A2 (1-236)(N30Q,T102A,P141Q) VL 
 
<400>  563 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Arg Gln Ile Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Pro Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Phe  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Asp Ile Lys Arg  
            100                 105              
 
 
<210>  564 



<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A2 (1-236)(R29Q,N30S) VL 
 
<400>  564 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Pro Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Thr Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Phe  
                85                  90                  95       
 
 
Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys Arg  
            100                 105              
 
 
<210>  565 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F3 VL 
 
<400>  565 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  



65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 
 
<210>  566 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F3 VL 
 
<400>  566 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 
 
<210>  567 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F3 VL 
 
<400>  567 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  



            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 
 
<210>  568 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F3 VL 
 
<400>  568 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 
 
<210>  569 
<211>  108 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  4F3 VL 
 
<400>  569 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 
 
<210>  570 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2G6 (1-234)(C42S,D110E) VL 
 
<400>  570 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 



 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105          
 
 
<210>  571 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16C1.1 (1-235)(H105Y) VL 
 
<400>  571 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 
 
Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105                  
 
 
<210>  572 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16C1.1 (1-235)(H105Y) VL 
 
<400>  572 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 



 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 
 
Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105                  
 
 
<210>  573 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16C1.1 (1-235)(H105Y) VL 
 
<400>  573 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 
 
Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105                  
 
 
<210>  574 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  16C1.1 (1-235)(H105Y) VL 
 
<400>  574 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 
 
Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105                  
 
 
<210>  575 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16C1.1 (1-235)(G95R,H105Y,G141Q) VL 
 
<400>  575 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Asn Ser Pro  



                85                  90                  95       
 
 
Leu Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105                  
 
 
<210>  576 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  17H8.2 (1-235)(G149R) VL 
 
<400>  576 
 
Asp Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ala Gly Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Ser Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Lys Ser Pro  
                85                  90                  95       
 
 
Ile Thr Phe Gly Gln Gly Thr Arg Leu Glu Met Lys Arg  
            100                 105                  
 
 
<210>  577 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  17H8.2 (1-235)(G149R) VL 
 
<400>  577 
 
Asp Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ala Gly Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  



        35                  40                  45               
 
 
Ile Ser Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Lys Ser Pro  
                85                  90                  95       
 
 
Ile Thr Phe Gly Gln Gly Thr Arg Leu Glu Met Lys Arg  
            100                 105                  
 
 
<210>  578 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  17H8.2 (1-235)(G149R) VL 
 
<400>  578 
 
Asp Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ala Gly Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Ser Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Lys Ser Pro  
                85                  90                  95       
 
 
Ile Thr Phe Gly Gln Gly Thr Arg Leu Glu Met Lys Arg  
            100                 105                  
 
 
<210>  579 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  17H8.2 (1-235)(S57Y,G149R) VL 



 
<400>  579 
 
Asp Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ala Gly Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Lys Ser Pro  
                85                  90                  95       
 
 
Ile Thr Phe Gly Gln Gly Thr Arg Leu Glu Met Lys Arg  
            100                 105                  
 
 
<210>  580 
<211>  112 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F7 (1-239)(H57Y) VL 
 
<400>  580 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile Tyr Gly Asn Ser Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Ser  
                85                  90                  95       
 



 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr Val Leu Gly  
            100                 105                 110          
 
 
<210>  581 
<211>  112 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F7 (1-239)(H57Y,D110E) VL 
 
<400>  581 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile Tyr Gly Asn Ser Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Glu Ser Ser  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr Val Leu Gly  
            100                 105                 110          
 
 
<210>  582 
<211>  112 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F7 (1-239)(D110E) VL 
 
<400>  582 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 



 
Leu Ile His Gly Asn Ser Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Glu Ser Ser  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr Val Leu Gly  
            100                 105                 110          
 
 
<210>  583 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4B10 (1-236)(H45Q,A90T) VL 
 
<400>  583 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Asn Thr  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ser Asn Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 
 
<210>  584 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4B10 (1-236)(H45Q,A90T) VL 
 
<400>  584 



 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Asn Thr  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ser Asn Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 
 
<210>  585 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4B10 (1-236)(H45Q,A90T) VL 
 
<400>  585 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Asn Thr  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ser Asn Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg  



            100                 105              
 
 
<210>  586 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4B10 (1-236)(H45Q,A90T) VL 
 
<400>  586 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Asn Thr  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ser Asn Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 
 
<210>  587 
<211>  112 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A9 (1-239)(F47L) VL 
 
<400>  587 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Ala Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile Tyr Gly Asn Asn Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  



    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Arg  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110          
 
 
<210>  588 
<211>  112 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A9 (1-239)(F47L) VL 
 
<400>  588 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Ala Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile Tyr Gly Asn Asn Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Arg  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110          
 
 
<210>  589 
<211>  112 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A9 (1-239)(F47L,D110E) VL 
 
<400>  589 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  



1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Ala Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile Tyr Gly Asn Asn Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Glu Ser Arg  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110          
 
 
<210>  590 
<211>  112 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A9 (1-239)(F47L,D110E) VL 
 
<400>  590 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Ala Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile Tyr Gly Asn Asn Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Glu Ser Arg  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110          
 



 
<210>  591 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  20D3.1 (1-235)(S102A) VL 
 
<400>  591 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  592 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  20D3.1 (1-235)(K45Q,S102A) VL 
 
<400>  592 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 



 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  593 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  20D3.1 (1-235)(K45Q,S102A) VL 
 
<400>  593 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  594 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  20D3.1 (1-235)(K45Q,S102A,D111E,N135Q) VL 
 
<400>  594 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 



 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Glu Ser Leu  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  595 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  20D3.1 (1-235)(W109Y) VL 
 
<400>  595 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Thr Tyr Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  596 



<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10.1 VL 
 
<400>  596 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Val Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 
 
<210>  597 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10.1 VL 
 
<400>  597 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Val Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser  



65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 
 
<210>  598 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10.1 (1-234)(Q97E,S98P) VL 
 
<400>  598 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Val Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 
 
<210>  599 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10.1 (1-234)(V78F,Q97E,S98P) VL 
 
<400>  599 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  



            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 
 
<210>  600 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10.1 (1-234)(V78F,Q97E,S98P) VL 
 
<400>  600 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 
 
<210>  601 
<211>  108 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  22G10.1 VL 
 
<400>  601 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Val Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105              
 
 
<210>  602 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16A4.1 (1-235)(G141Q) VL 
 
<400>  602 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Thr Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 



 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Pro  
                85                  90                  95       
 
 
Phe Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105                  
 
 
<210>  603 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  19B5.1 (1-235)(K45Q,S102A) VL 
 
<400>  603 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Thr Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  604 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  19B5.1 (1-235)(K45Q,S102A) VL 
 
<400>  604 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Thr Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 



 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  605 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  19B5.1 (1-235)(T11V,K45Q,S102A) VL 
 
<400>  605 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Val Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  606 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  19B5.1 (1-235)(T11V,K45Q,S102A,D111E,N135Q) VL 
 
<400>  606 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Val Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Glu Ser Met  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  607 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  19B5.1 (1-235)(T11V,K45Q,S102A,W109Y,D111E,N135Q) VL 
 
<400>  607 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Val Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Tyr Asp Glu Ser Met  



                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  608 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  23A10.3 (1-231)(C42S) VL 
 
<400>  608 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Asn Lys Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105          
 
 
<210>  609 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  23A10.3 (1-231)(C42S) VL 
 
<400>  609 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr  



        35                  40                  45               
 
 
Gln Asp Asn Lys Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105          
 
 
<210>  610 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  23A10.3 (1-231)(C42S,D110E) VL 
 
<400>  610 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Asn Lys Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105          
 
 
<210>  611 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  23A10.3 (1-231)(C42Y) VL 



 
<400>  611 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val  
            20                  25                  30           
 
 
Tyr Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Asn Lys Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105          
 
 
<210>  612 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25G10.1 (1-235)(H105Y) VL 
 
<400>  612 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 



 
Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105                  
 
 
<210>  613 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25G10.1 (1-235)(H105Y) VL 
 
<400>  613 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 
 
Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg  
            100                 105                  
 
 
<210>  614 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1.1 (1-235)(S7P) VL 
 
<400>  614 
 
His Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 



 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  615 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1.1 (1-235)(H1Q,S7P) VL 
 
<400>  615 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  616 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1.1 (1-235)(H1Q,S7P,W109Y) VL 
 
<400>  616 



 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Tyr Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  617 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1.1 (1-235)(H1Q,S7P,W109Y,D111E,N135Q) VL 
 
<400>  617 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Tyr Asp Glu Ser Leu  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  



            100                 105                 110      
 
 
<210>  618 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1.1 (1-235)(H1Q,S7P,W109Y,D111E,N135Q) VL 
 
<400>  618 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Tyr Asp Glu Ser Leu  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  619 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1.1 (1-235)(H1Q,S7P) VL 
 
<400>  619 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  



    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  620 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26F12.1 (1-235)(S7P) VL 
 
<400>  620 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Lys Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Tyr Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  621 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26F12.1 (1-235)(S7P,D111E) VL 
 
<400>  621 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  



1               5                   10                  15       
 
 
Lys Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Tyr Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Glu Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  622 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26F12.1 (1-235)(S7P,D111E) VL 
 
<400>  622 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Lys Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Tyr Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Glu Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 



 
<210>  623 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26F12.1 (1-235)(S7P,W109Y,D111E,N135Q) VL 
 
<400>  623 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Lys Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Tyr Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Tyr Asp Glu Ser Leu  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  624 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25F8.1 (1-235)(K45Q) VL 
 
<400>  624 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Arg Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 



 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  625 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25F8.1 (1-235)(K45Q,S102A) VL 
 
<400>  625 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Arg Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  626 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25F8.1 (1-235)(K45Q,S102A) VL 
 
<400>  626 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 



 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Arg Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  627 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25F8.1 (1-235)(K45Q,S102A,D111E) VL 
 
<400>  627 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Arg Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Glu Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  628 



<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25F8.1 (1-235)(K45Q,S102A,D111E,N135Q) VL 
 
<400>  628 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Arg Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Glu Ser Leu  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  629 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22D1.1 (1-235)(K45Q,S102A) VL 
 
<400>  629 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  



65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  630 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22D1.1 (1-235)(K45Q,S102A,D111E,N135Q) VL 
 
<400>  630 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Glu Ser Met  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  631 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22D1.1 (1-235)(K45Q,S102A,W109Y,D111E,N135Q) VL 
 
<400>  631 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  



            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Tyr Asp Glu Ser Met  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  632 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22D1.1 (1-235)(K45Q,S102A,W109Y) VL 
 
<400>  632 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Tyr Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  633 
<211>  111 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  22D1.1 (1-235)(K45Q,S102A) VL 
 
<400>  633 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110      
 
 
<210>  634 
<211>  112 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F7 VL 
 
<400>  634 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile His Gly Asn Ser Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 



 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Ser  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr Val Leu Gly  
            100                 105                 110          
 
 
<210>  635 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2G6 (1-234)(D110E) VL 
 
<400>  635 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Cys Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105          
 
 
<210>  636 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2G6 (1-234)(C42S,D110E) VL 
 
<400>  636 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 



 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105          
 
 
<210>  637 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2G6 (1-234)(C42S,D110E) VL 
 
<400>  637 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105          
 
 
<210>  638 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  23A10.3 (1-231)(C42S) VL 
 
<400>  638 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Asn Lys Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105          
 
 
<210>  639 
<211>  1368 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2G6 HC 
 
<400>  639 
caggtgcagt tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcattt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaaggaccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga aaagcctgag agctgaggac acggctgtgt attactgtgc gagaagggcc      300 
 
ggtataatag gaactatagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct ctagtgcctc caccaagggc ccatcggtct tccccctggc accctcctcc      420 
 
aagagcacct ctgggggcac agcggccctg ggctgcctgg tcaaggacta cttccccgaa      480 
 
ccggtgacgg tgtcgtggaa ctcaggcgcc ctgaccagcg gcgtgcacac cttcccggct      540 
 
gtcctacagt cctcaggact ctactccctc agcagcgtgg tgaccgtgcc ctccagcagc      600 
 
ttgggcaccc agacctacat ctgcaacgtg aatcacaagc ccagcaacac caaggtggac      660 
 



aagaaagttg agcccaaatc ttgtgacaaa actcacacat gcccaccgtg cccagcacct      720 
 
gaactcctgg ggggaccgtc agtcttcctc ttccccccaa aacccaagga caccctcatg      780 
 
atctcccgga cccctgaggt cacatgcgtg gtggtggacg tgagccacga agaccctgag      840 
 
gtcaagttca actggtacgt ggacggcgtg gaggtgcata atgccaagac aaagccgcgg      900 
 
gaggagcagt acaacagcac gtaccgtgtg gtcagcgtcc tcaccgtcct gcaccaggac      960 
 
tggctgaatg gcaaggagta caagtgcaag gtctccaaca aagccctccc agcccccatc     1020 
 
gagaaaacca tctccaaagc caaagggcag ccccgagaac cacaggtgta caccctgccc     1080 
 
ccatcccggg aggagatgac caagaaccag gtcagcctga cctgcctggt caaaggcttc     1140 
 
tatcccagcg acatcgccgt ggagtgggag agcaatgggc agccggagaa caactacaag     1200 
 
accacgcctc ccgtgctgga ctccgacggc tccttcttcc tctatagcaa gctcaccgtg     1260 
 
gacaagagca ggtggcagca ggggaacgtc ttctcatgct ccgtgatgca tgaggctctg     1320 
 
cacaaccact acacgcagaa gagcctctcc ctgtctccgg gtaaatga                  1368 
 
 
<210>  640 
<211>  455 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2G6 HC 
 
<400>  640 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr  



        115                 120                 125              
 
 
Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser  
    130                 135                 140                  
 
 
Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu  
145                 150                 155                 160  
 
 
Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His  
                165                 170                 175      
 
 
Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser  
            180                 185                 190          
 
 
Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys  
        195                 200                 205              
 
 
Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu  
    210                 215                 220                  
 
 
Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro  
225                 230                 235                 240  
 
 
Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys  
                245                 250                 255      
 
 
Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val  
            260                 265                 270          
 
 
Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp  
        275                 280                 285              
 
 
Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr  
    290                 295                 300                  
 
 
Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp  
305                 310                 315                 320  
 
 
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu  
                325                 330                 335      
 
 
Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg  
            340                 345                 350          
 
 
Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys  
        355                 360                 365              
 
 
Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp  



    370                 375                 380                  
 
 
Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys  
385                 390                 395                 400  
 
 
Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser  
                405                 410                 415      
 
 
Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser  
            420                 425                 430          
 
 
Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser  
        435                 440                 445              
 
 
Leu Ser Leu Ser Pro Gly Lys  
    450                 455  
 
 
<210>  641 
<211>  1353 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4A2 HC 
 
<400>  641 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcacagac cctgtccctc       60 
 
acctgcactg tctctggtgg ctccatcagc agtagtggtt actactggag ctggatccgc      120 
 
cagcacccag ggaagggcct ggagtggatt gggtacatct attacactgg gagcgcctac      180 
 
tacaacccgt ccctcaagag tcgagttacc atatcagtag acacgtctaa gaaccagttc      240 
 
tccctgaagc tgagctctgt gactgccgcg gacacggccg tgtattactg tgcgagagat      300 
 
ggaagcagtg gctggtactt ccagtattgg ggccagggca ccctggtcac cgtctctagt      360 
 
gcctccacca agggcccatc ggtcttcccc ctggcaccct cctccaagag cacctctggg      420 
 
ggcacagcgg ccctgggctg cctggtcaag gactacttcc ccgaaccggt gacggtgtcg      480 
 
tggaactcag gcgccctgac cagcggcgtg cacaccttcc cggctgtcct acagtcctca      540 
 
ggactctact ccctcagcag cgtggtgacc gtgccctcca gcagcttggg cacccagacc      600 
 
tacatctgca acgtgaatca caagcccagc aacaccaagg tggacaagaa agttgagccc      660 
 
aaatcttgtg acaaaactca cacatgccca ccgtgcccag cacctgaact cctgggggga      720 
 
ccgtcagtct tcctcttccc cccaaaaccc aaggacaccc tcatgatctc ccggacccct      780 
 
gaggtcacat gcgtggtggt ggacgtgagc cacgaagacc ctgaggtcaa gttcaactgg      840 
 
tacgtggacg gcgtggaggt gcataatgcc aagacaaagc cgcgggagga gcagtacaac      900 
 
agcacgtacc gtgtggtcag cgtcctcacc gtcctgcacc aggactggct gaatggcaag      960 
 



gagtacaagt gcaaggtctc caacaaagcc ctcccagccc ccatcgagaa aaccatctcc     1020 
 
aaagccaaag ggcagccccg agaaccacag gtgtacaccc tgcccccatc ccgggaggag     1080 
 
atgaccaaga accaggtcag cctgacctgc ctggtcaaag gcttctatcc cagcgacatc     1140 
 
gccgtggagt gggagagcaa tgggcagccg gagaacaact acaagaccac gcctcccgtg     1200 
 
ctggactccg acggctcctt cttcctctat agcaagctca ccgtggacaa gagcaggtgg     1260 
 
cagcagggga acgtcttctc atgctccgtg atgcatgagg ctctgcacaa ccactacacg     1320 
 
cagaagagcc tctccctgtc tccgggtaaa tga                                  1353 
 
 
<210>  642 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A2 HC 
 
<400>  642 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln His Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 



 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 



 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  643 
<211>  1341 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4A9 HC 
 
<400>  643 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc       60 
 
acctgcactg tctctggtgg ctccatcagt ggttactact ggagctggat ccggcagccc      120 
 
ccaggaaagg gactggagtg gtttgcatat ttctcttaca gtgggagcac caactacaac      180 
 
ccctccctca agagtcgagt caccttatca gtagacacgt ccaagaacca gttctccctg      240 
 
aagctgagct ctgtgaccgc tgcggacacg gccgtgtatt actgtgcgag gaactgggcc      300 
 
ttccactttg acttctgggg ccagggaacc ctggtcaccg tctctagtgc ctccaccaag      360 
 
ggcccatcgg tcttccccct ggcaccctcc tccaagagca cctctggggg cacagcggcc      420 
 
ctgggctgcc tggtcaagga ctacttcccc gaaccggtga cggtgtcgtg gaactcaggc      480 
 
gccctgacca gcggcgtgca caccttcccg gctgtcctac agtcctcagg actctactcc      540 
 
ctcagcagcg tggtgaccgt gccctccagc agcttgggca cccagaccta catctgcaac      600 
 
gtgaatcaca agcccagcaa caccaaggtg gacaagaaag ttgagcccaa atcttgtgac      660 
 
aaaactcaca catgcccacc gtgcccagca cctgaactcc tggggggacc gtcagtcttc      720 
 
ctcttccccc caaaacccaa ggacaccctc atgatctccc ggacccctga ggtcacatgc      780 
 
gtggtggtgg acgtgagcca cgaagaccct gaggtcaagt tcaactggta cgtggacggc      840 
 
gtggaggtgc ataatgccaa gacaaagccg cgggaggagc agtacaacag cacgtaccgt      900 
 
gtggtcagcg tcctcaccgt cctgcaccag gactggctga atggcaagga gtacaagtgc      960 
 
aaggtctcca acaaagccct cccagccccc atcgagaaaa ccatctccaa agccaaaggg     1020 
 
cagccccgag aaccacaggt gtacaccctg cccccatccc gggaggagat gaccaagaac     1080 
 
caggtcagcc tgacctgcct ggtcaaaggc ttctatccca gcgacatcgc cgtggagtgg     1140 
 
gagagcaatg ggcagccgga gaacaactac aagaccacgc ctcccgtgct ggactccgac     1200 
 
ggctccttct tcctctatag caagctcacc gtggacaaga gcaggtggca gcaggggaac     1260 
 



gtcttctcat gctccgtgat gcatgaggct ctgcacaacc actacacgca gaagagcctc     1320 
 
tccctgtctc cgggtaaatg a                                               1341 
 
 
<210>  644 
<211>  446 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A9 HC 
 
<400>  644 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Phe  
        35                  40                  45               
 
 
Ala Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Leu Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Phe Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala  
        115                 120                 125              
 
 
Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu  
    130                 135                 140                  
 
 
Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly  
145                 150                 155                 160  
 
 
Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser  
                165                 170                 175      
 
 
Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu  
            180                 185                 190          
 
 
Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr  



        195                 200                 205              
 
 
Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr  
    210                 215                 220                  
 
 
Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe  
225                 230                 235                 240  
 
 
Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  
                245                 250                 255      
 
 
Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val  
            260                 265                 270          
 
 
Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  
        275                 280                 285              
 
 
Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val  
    290                 295                 300                  
 
 
Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  
305                 310                 315                 320  
 
 
Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser  
                325                 330                 335      
 
 
Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  
            340                 345                 350          
 
 
Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  
        355                 360                 365              
 
 
Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  
    370                 375                 380                  
 
 
Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  
385                 390                 395                 400  
 
 
Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp  
                405                 410                 415      
 
 
Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  
            420                 425                 430          
 
 
Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        435                 440                 445      
 
 
<210>  645 



<211>  1350 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4B10 HC 
 
<400>  645 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cctctggatt caccttcagt agctatgaca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcagtt atatcatatg atggaactaa tgaatactat      180 
 
gcagactccg tgaagggccg attcaccatc tccagagaca cttccaagaa cacgctgtat      240 
 
ttgcaaatga acagcctgag agctgaggac acggctgtat attactgtgc gagagaacga      300 
 
tattttgact ggtcttttga ctactggggc cagggaaccc tggtcagcgt ctctagtgcc      360 
 
tccaccaagg gcccatcggt cttccccctg gcaccctcct ccaagagcac ctctgggggc      420 
 
acagcggccc tgggctgcct ggtcaaggac tacttccccg aaccggtgac ggtgtcgtgg      480 
 
aactcaggcg ccctgaccag cggcgtgcac accttcccgg ctgtcctaca gtcctcagga      540 
 
ctctactccc tcagcagcgt ggtgaccgtg ccctccagca gcttgggcac ccagacctac      600 
 
atctgcaacg tgaatcacaa gcccagcaac accaaggtgg acaagaaagt tgagcccaaa      660 
 
tcttgtgaca aaactcacac atgcccaccg tgcccagcac ctgaactcct ggggggaccg      720 
 
tcagtcttcc tcttcccccc aaaacccaag gacaccctca tgatctcccg gacccctgag      780 
 
gtcacatgcg tggtggtgga cgtgagccac gaagaccctg aggtcaagtt caactggtac      840 
 
gtggacggcg tggaggtgca taatgccaag acaaagccgc gggaggagca gtacaacagc      900 
 
acgtaccgtg tggtcagcgt cctcaccgtc ctgcaccagg actggctgaa tggcaaggag      960 
 
tacaagtgca aggtctccaa caaagccctc ccagccccca tcgagaaaac catctccaaa     1020 
 
gccaaagggc agccccgaga accacaggtg tacaccctgc ccccatcccg ggaggagatg     1080 
 
accaagaacc aggtcagcct gacctgcctg gtcaaaggct tctatcccag cgacatcgcc     1140 
 
gtggagtggg agagcaatgg gcagccggag aacaactaca agaccacgcc tcccgtgctg     1200 
 
gactccgacg gctccttctt cctctatagc aagctcaccg tggacaagag caggtggcag     1260 
 
caggggaacg tcttctcatg ctccgtgatg catgaggctc tgcacaacca ctacacgcag     1320 
 
aagagcctct ccctgtctcc gggtaaatga                                      1350 
 
 
<210>  646 
<211>  449 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4B10 HC 
 
<400>  646 



 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Asp Gly Thr Asn Glu Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe  
        115                 120                 125              
 
 
Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu  
    130                 135                 140                  
 
 
Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp  
145                 150                 155                 160  
 
 
Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu  
                165                 170                 175      
 
 
Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser  
            180                 185                 190          
 
 
Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro  
        195                 200                 205              
 
 
Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys  
    210                 215                 220                  
 
 
Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  
225                 230                 235                 240  
 
 
Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  
                245                 250                 255      
 



 
Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  
            260                 265                 270          
 
 
Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  
        275                 280                 285              
 
 
Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  
    290                 295                 300                  
 
 
Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  
305                 310                 315                 320  
 
 
Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys  
                325                 330                 335      
 
 
Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  
            340                 345                 350          
 
 
Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  
        355                 360                 365              
 
 
Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  
    370                 375                 380                  
 
 
Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  
385                 390                 395                 400  
 
 
Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  
                405                 410                 415      
 
 
Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  
            420                 425                 430          
 
 
Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  
        435                 440                 445              
 
 
Lys  
     
 
 
<210>  647 
<211>  1350 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4F3 HC 
 
<400>  647 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 



tcctgtgcag cgtctggatt ctccttcagt agctatgaca tggactgggt ccgccagact      120 
 
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaggggccg attcaccatc tccagagaca attccaagaa cacgctgttt      240 
 
ctgcaaatga acagcctgag agtcgaggac acggctgtgt attactgtgc gagagaaact      300 
 
ggggagggct ggtacttcga tctctggggc cgtggcaccc tggtcaccgt ctctagtgcc      360 
 
tccaccaagg gcccatcggt cttccccctg gcaccctcct ccaagagcac ctctgggggc      420 
 
acagcggccc tgggctgcct ggtcaaggac tacttccccg aaccggtgac ggtgtcgtgg      480 
 
aactcaggcg ccctgaccag cggcgtgcac accttcccgg ctgtcctaca gtcctcagga      540 
 
ctctactccc tcagcagcgt ggtgaccgtg ccctccagca gcttgggcac ccagacctac      600 
 
atctgcaacg tgaatcacaa gcccagcaac accaaggtgg acaagaaagt tgagcccaaa      660 
 
tcttgtgaca aaactcacac atgcccaccg tgcccagcac ctgaactcct ggggggaccg      720 
 
tcagtcttcc tcttcccccc aaaacccaag gacaccctca tgatctcccg gacccctgag      780 
 
gtcacatgcg tggtggtgga cgtgagccac gaagaccctg aggtcaagtt caactggtac      840 
 
gtggacggcg tggaggtgca taatgccaag acaaagccgc gggaggagca gtacaacagc      900 
 
acgtaccgtg tggtcagcgt cctcaccgtc ctgcaccagg actggctgaa tggcaaggag      960 
 
tacaagtgca aggtctccaa caaagccctc ccagccccca tcgagaaaac catctccaaa     1020 
 
gccaaagggc agccccgaga accacaggtg tacaccctgc ccccatcccg ggaggagatg     1080 
 
accaagaacc aggtcagcct gacctgcctg gtcaaaggct tctatcccag cgacatcgcc     1140 
 
gtggagtggg agagcaatgg gcagccggag aacaactaca agaccacgcc tcccgtgctg     1200 
 
gactccgacg gctccttctt cctctatagc aagctcaccg tggacaagag caggtggcag     1260 
 
caggggaacg tcttctcatg ctccgtgatg catgaggctc tgcacaacca ctacacgcag     1320 
 
aagagcctct ccctgtctcc gggtaaatga                                      1350 
 
 
<210>  648 
<211>  449 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F3 HC 
 
<400>  648 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Val  



        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe  
        115                 120                 125              
 
 
Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu  
    130                 135                 140                  
 
 
Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp  
145                 150                 155                 160  
 
 
Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu  
                165                 170                 175      
 
 
Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser  
            180                 185                 190          
 
 
Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro  
        195                 200                 205              
 
 
Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys  
    210                 215                 220                  
 
 
Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  
225                 230                 235                 240  
 
 
Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  
                245                 250                 255      
 
 
Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  
            260                 265                 270          
 
 
Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  
        275                 280                 285              
 
 
Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  



    290                 295                 300                  
 
 
Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  
305                 310                 315                 320  
 
 
Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys  
                325                 330                 335      
 
 
Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  
            340                 345                 350          
 
 
Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  
        355                 360                 365              
 
 
Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  
    370                 375                 380                  
 
 
Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  
385                 390                 395                 400  
 
 
Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  
                405                 410                 415      
 
 
Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  
            420                 425                 430          
 
 
Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  
        435                 440                 445              
 
 
Lys  
     
 
 
<210>  649 
<211>  1341 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4F7 HC 
 
<400>  649 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc       60 
 
acctgcactg tctctggtgg ctccatcagt agttactcct ggagctggat ccggcagccc      120 
 
ccagggaagg gactggagtg gattgggtat atctattaca gtgggagcac caactacaac      180 
 
ccctccctca agagtcgagt caccatatca ttagacacgt ccaagaacca gttctccctg      240 
 
aagctgagct ctgtgaccgc tgcggacacg gccgtgtatt actgtgcgag gaactgggcc      300 
 
ttccactttg actactgggg ccagggaacc ctggtcaccg tctctagtgc ctccaccaag      360 
 



ggcccatcgg tcttccccct ggcaccctcc tccaagagca cctctggggg cacagcggcc      420 
 
ctgggctgcc tggtcaagga ctacttcccc gaaccggtga cggtgtcgtg gaactcaggc      480 
 
gccctgacca gcggcgtgca caccttcccg gctgtcctac agtcctcagg actctactcc      540 
 
ctcagcagcg tggtgaccgt gccctccagc agcttgggca cccagaccta catctgcaac      600 
 
gtgaatcaca agcccagcaa caccaaggtg gacaagaaag ttgagcccaa atcttgtgac      660 
 
aaaactcaca catgcccacc gtgcccagca cctgaactcc tggggggacc gtcagtcttc      720 
 
ctcttccccc caaaacccaa ggacaccctc atgatctccc ggacccctga ggtcacatgc      780 
 
gtggtggtgg acgtgagcca cgaagaccct gaggtcaagt tcaactggta cgtggacggc      840 
 
gtggaggtgc ataatgccaa gacaaagccg cgggaggagc agtacaacag cacgtaccgt      900 
 
gtggtcagcg tcctcaccgt cctgcaccag gactggctga atggcaagga gtacaagtgc      960 
 
aaggtctcca acaaagccct cccagccccc atcgagaaaa ccatctccaa agccaaaggg     1020 
 
cagccccgag aaccacaggt gtacaccctg cccccatccc gggaggagat gaccaagaac     1080 
 
caggtcagcc tgacctgcct ggtcaaaggc ttctatccca gcgacatcgc cgtggagtgg     1140 
 
gagagcaatg ggcagccgga gaacaactac aagaccacgc ctcccgtgct ggactccgac     1200 
 
ggctccttct tcctctatag caagctcacc gtggacaaga gcaggtggca gcaggggaac     1260 
 
gtcttctcat gctccgtgat gcatgaggct ctgcacaacc actacacgca gaagagcctc     1320 
 
tccctgtctc cgggtaaatg a                                               1341 
 
 
<210>  650 
<211>  446 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>   HC 
 
<400>  650 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 



 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala  
        115                 120                 125              
 
 
Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu  
    130                 135                 140                  
 
 
Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly  
145                 150                 155                 160  
 
 
Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser  
                165                 170                 175      
 
 
Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu  
            180                 185                 190          
 
 
Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr  
        195                 200                 205              
 
 
Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr  
    210                 215                 220                  
 
 
Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe  
225                 230                 235                 240  
 
 
Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  
                245                 250                 255      
 
 
Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val  
            260                 265                 270          
 
 
Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  
        275                 280                 285              
 
 
Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val  
    290                 295                 300                  
 
 
Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  
305                 310                 315                 320  
 
 
Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser  
                325                 330                 335      
 



 
Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  
            340                 345                 350          
 
 
Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  
        355                 360                 365              
 
 
Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  
    370                 375                 380                  
 
 
Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  
385                 390                 395                 400  
 
 
Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp  
                405                 410                 415      
 
 
Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  
            420                 425                 430          
 
 
Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        435                 440                 445      
 
 
<210>  651 
<211>  1368 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16A4 HC 
 
<400>  651 
caggtgcagc tgcaggagtc gggcccagga ctggcgaagc cttcggagac cctgtccctc       60 
 
acctgcactg tctctggtga ctccatcact agttactact ggagctggat ccggcagccc      120 
 
ccagggaagg gactggagtg gattgggtat atctattaca gcgggagcac caattacaac      180 
 
ccctccctca agagtcgagt caccatatca gtagacacgt ccaagaacca gttctccctg      240 
 
aagctgagtt ctgtgaccgc tgcggacacg gccgtgtatt actgtgcgag agatcaaagg      300 
 
cggatagcag cagctggtac ccacttctac ggtatggacg tctggggcca agggaccacg      360 
 
gtcactgtct cctcagcttc caccaagggc ccatccgtct tccccctggc gccctcctcc      420 
 
aagagcacct ctgggggcac agcggccctg ggctgcctgg tcaaggacta cttccccgaa      480 
 
ccggtgacgg tgtcgtggaa ctcaggggcc ctgaccagcg gcgtgcacac cttcccggct      540 
 
gtcctacagt cctcaggact ctactccctc agcagcgtgg tgaccgtgcc ctccagcagc      600 
 
ttgggcaccc agacctacat ctgcaacgtg aatcacaagc ccagcaacac caaggtggac      660 
 
aagaaagttg agcccaaatc ttgtgacaaa actcacacat gcccaccgtg cccagcacct      720 
 
gaactcctgg ggggaccgtc agtcttcctc ttccccccaa aacccaagga caccctcatg      780 
 



atctcccgga cccctgaggt cacatgcgtg gtggtggacg tgagccacga agaccctgag      840 
 
gtcaagttca actggtacgt ggacggcgtg gaggtgcata atgccaagac aaagccgcgg      900 
 
gaggagcagt acaacagcac gtaccgtgtg gtcagcgtcc tcaccgtcct gcaccaggac      960 
 
tggctgaatg gcaaggagta caagtgcaag gtctccaaca aagccctccc agcccccatc     1020 
 
gagaaaacca tctccaaagc caaagggcag ccccgagaac cacaggtgta caccctgccc     1080 
 
ccatcccggg aggagatgac caagaaccag gtcagcctga cctgcctggt caaaggcttc     1140 
 
tatcccagcg acatcgccgt ggagtgggag agcaatgggc agccggagaa caactacaag     1200 
 
accacgcctc ccgtgctgga ctccgacggc tccttcttcc tctatagcaa gctcaccgtg     1260 
 
gacaagagca ggtggcagca ggggaacgtc ttctcatgct ccgtgatgca tgaggctctg     1320 
 
cacaaccact acacgcagaa gagcctctcc ctgtctccgg gtaaatga                  1368 
 
 
<210>  652 
<211>  455 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16A4 HC 
 
<400>  652 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Ala Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Asp Ser Ile Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gln Arg Arg Ile Ala Ala Ala Gly Thr His Phe Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr  
        115                 120                 125              
 
 
Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser  



    130                 135                 140                  
 
 
Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu  
145                 150                 155                 160  
 
 
Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His  
                165                 170                 175      
 
 
Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser  
            180                 185                 190          
 
 
Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys  
        195                 200                 205              
 
 
Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu  
    210                 215                 220                  
 
 
Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro  
225                 230                 235                 240  
 
 
Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys  
                245                 250                 255      
 
 
Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val  
            260                 265                 270          
 
 
Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp  
        275                 280                 285              
 
 
Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr  
    290                 295                 300                  
 
 
Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp  
305                 310                 315                 320  
 
 
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu  
                325                 330                 335      
 
 
Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg  
            340                 345                 350          
 
 
Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys  
        355                 360                 365              
 
 
Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp  
    370                 375                 380                  
 
 
Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys  



385                 390                 395                 400  
 
 
Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser  
                405                 410                 415      
 
 
Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser  
            420                 425                 430          
 
 
Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser  
        435                 440                 445              
 
 
Leu Ser Leu Ser Pro Gly Lys  
    450                 455  
 
 
<210>  653 
<211>  1353 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16C1 HC 
 
<400>  653 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc       60 
 
acttgtactg tctctggtgg ctccatcagt ggttactact ggagctggat ccggcagccc      120 
 
ccagggaagg gactggagtg gattgggtat atctattaca ttgggagcac caactacaac      180 
 
ccctccctca agagtcgagt caccatgtca atagacacgt ccaagaacca gttctccctg      240 
 
acgctgagct ctttgaccgc tgcggacacg gccgtgtatt tctgtgcgag agatgggagc      300 
 
agtggctggt accggtggtt cgacccctgg ggccagggaa ccctggtcac cgtctcctca      360 
 
gcttccacca agggcccatc cgtcttcccc ctggcgccct cctccaagag cacctctggg      420 
 
ggcacagcgg ccctgggctg cctggtcaag gactacttcc ccgaaccggt gacggtgtcg      480 
 
tggaactcag gggccctgac cagcggcgtg cacaccttcc cggctgtcct acagtcctca      540 
 
ggactctact ccctcagcag cgtggtgacc gtgccctcca gcagcttggg cacccagacc      600 
 
tacatctgca acgtgaatca caagcccagc aacaccaagg tggacaagaa agttgagccc      660 
 
aaatcttgtg acaaaactca cacatgccca ccgtgcccag cacctgaact cctgggggga      720 
 
ccgtcagtct tcctcttccc cccaaaaccc aaggacaccc tcatgatctc ccggacccct      780 
 
gaggtcacat gcgtggtggt ggacgtgagc cacgaagacc ctgaggtcaa gttcaactgg      840 
 
tacgtggacg gcgtggaggt gcataatgcc aagacaaagc cgcgggagga gcagtacaac      900 
 
agcacgtacc gtgtggtcag cgtcctcacc gtcctgcacc aggactggct gaatggcaag      960 
 
gagtacaagt gcaaggtctc caacaaagcc ctcccagccc ccatcgagaa aaccatctcc     1020 
 
aaagccaaag ggcagccccg agaaccacag gtgtacaccc tgcccccatc ccgggaggag     1080 
 



atgaccaaga accaggtcag cctgacctgc ctggtcaaag gcttctatcc cagcgacatc     1140 
 
gccgtggagt gggagagcaa tgggcagccg gagaacaact acaagaccac gcctcccgtg     1200 
 
ctggactccg acggctcctt cttcctctat agcaagctca ccgtggacaa gagcaggtgg     1260 
 
cagcagggga acgtcttctc atgctccgtg atgcatgagg ctctgcacaa ccactacacg     1320 
 
cagaagagcc tctccctgtc tccgggtaaa tga                                  1353 
 
 
<210>  654 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16C1 HC 
 
<400>  654 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Ile Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Thr Leu Ser Ser Leu Thr Ala Ala Asp Thr Ala Val Tyr Phe Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 



 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 



 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  655 
<211>  1359 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  17H8 HC 
 
<400>  655 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc       60 
 
acgtgcactg tctctggtgg ctccatcaat agttactact ggagctggat ccggcagccc      120 
 
ccagggaagg gactggagtg gattgggtat atctattaca ttgggagcac caactacaac      180 
 
ccctccctca agagtcgcgt caccatatca gtagacacgt ccaagaacca gttctccctg      240 
 
aagctgagct ctgtgaccgc tgcggacacg gccctgtatt actgtgcgag agattcccgg      300 
 
tatagaagtg gctggtacga tgcttttgat atctggggcc aagggacaat ggtcaccgtc      360 
 
tcttcagctt ccaccaaggg cccatccgtc ttccccctgg cgccctcctc caagagcacc      420 
 
tctgggggca cagcggccct gggctgcctg gtcaaggact acttccccga accggtgacg      480 
 
gtgtcgtgga actcaggggc cctgaccagc ggcgtgcaca ccttcccggc tgtcctacag      540 
 
tcctcaggac tctactccct cagcagcgtg gtgaccgtgc cctccagcag cttgggcacc      600 
 
cagacctaca tctgcaacgt gaatcacaag cccagcaaca ccaaggtgga caagaaagtt      660 
 
gagcccaaat cttgtgacaa aactcacaca tgcccaccgt gcccagcacc tgaactcctg      720 
 
gggggaccgt cagtcttcct cttcccccca aaacccaagg acaccctcat gatctcccgg      780 
 
acccctgagg tcacatgcgt ggtggtggac gtgagccacg aagaccctga ggtcaagttc      840 
 
aactggtacg tggacggcgt ggaggtgcat aatgccaaga caaagccgcg ggaggagcag      900 
 
tacaacagca cgtaccgtgt ggtcagcgtc ctcaccgtcc tgcaccagga ctggctgaat      960 
 
ggcaaggagt acaagtgcaa ggtctccaac aaagccctcc cagcccccat cgagaaaacc     1020 
 
atctccaaag ccaaagggca gccccgagaa ccacaggtgt acaccctgcc cccatcccgg     1080 
 
gaggagatga ccaagaacca ggtcagcctg acctgcctgg tcaaaggctt ctatcccagc     1140 
 
gacatcgccg tggagtggga gagcaatggg cagccggaga acaactacaa gaccacgcct     1200 
 
cccgtgctgg actccgacgg ctccttcttc ctctatagca agctcaccgt ggacaagagc     1260 
 
aggtggcagc aggggaacgt cttctcatgc tccgtgatgc atgaggctct gcacaaccac     1320 
 
tacacgcaga agagcctctc cctgtctccg ggtaaatga                            1359 
 



 
<210>  656 
<211>  452 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  17H8 HC 
 
<400>  656 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Asn Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Met Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  
        115                 120                 125              
 
 
Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr  
    130                 135                 140                  
 
 
Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  
145                 150                 155                 160  
 
 
Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  
                165                 170                 175      
 
 
Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  
            180                 185                 190          
 
 
Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn  
        195                 200                 205              
 
 
His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser  



    210                 215                 220                  
 
 
Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu  
225                 230                 235                 240  
 
 
Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu  
                245                 250                 255      
 
 
Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser  
            260                 265                 270          
 
 
His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu  
        275                 280                 285              
 
 
Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr  
    290                 295                 300                  
 
 
Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn  
305                 310                 315                 320  
 
 
Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro  
                325                 330                 335      
 
 
Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln  
            340                 345                 350          
 
 
Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val  
        355                 360                 365              
 
 
Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val  
    370                 375                 380                  
 
 
Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro  
385                 390                 395                 400  
 
 
Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr  
                405                 410                 415      
 
 
Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val  
            420                 425                 430          
 
 
Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu  
        435                 440                 445              
 
 
Ser Pro Gly Lys  
    450          
 
 
<210>  657 



<211>  1353 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  19B5 HC 
 
<400>  657 
caggtgcagt tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt       60 
 
tcctgcaagg tttctggata caccttcacc agctacttta ttcactgggt gcgccaggcc      120 
 
cctggacaag ggcttgaatg gatgggaatt atcaacccta ttagtgttag cacaagctac      180 
 
gcacagaagt tccagggcag agtcaccatg accagggaca cgtccacgag cacagtcttc      240 
 
atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gcgagggggg      300 
 
atacagctat ggttacattt ggactactgg ggccagggaa ccctggtcac cgtctcctca      360 
 
gcttccacca agggcccatc cgtcttcccc ctggcgccct cctccaagag cacctctggg      420 
 
ggcacagcgg ccctgggctg cctggtcaag gactacttcc ccgaaccggt gacggtgtcg      480 
 
tggaactcag gggccctgac cagcggcgtg cacaccttcc cggctgtcct acagtcctca      540 
 
ggactctact ccctcagcag cgtggtgacc gtgccctcca gcagcttggg cacccagacc      600 
 
tacatctgca acgtgaatca caagcccagc aacaccaagg tggacaagaa agttgagccc      660 
 
aaatcttgtg acaaaactca cacatgccca ccgtgcccag cacctgaact cctgggggga      720 
 
ccgtcagtct tcctcttccc cccaaaaccc aaggacaccc tcatgatctc ccggacccct      780 
 
gaggtcacat gcgtggtggt ggacgtgagc cacgaagacc ctgaggtcaa gttcaactgg      840 
 
tacgtggacg gcgtggaggt gcataatgcc aagacaaagc cgcgggagga gcagtacaac      900 
 
agcacgtacc gtgtggtcag cgtcctcacc gtcctgcacc aggactggct gaatggcaag      960 
 
gagtacaagt gcaaggtctc caacaaagcc ctcccagccc ccatcgagaa aaccatctcc     1020 
 
aaagccaaag ggcagccccg agaaccacag gtgtacaccc tgcccccatc ccgggaggag     1080 
 
atgaccaaga accaggtcag cctgacctgc ctggtcaaag gcttctatcc cagcgacatc     1140 
 
gccgtggagt gggagagcaa tgggcagccg gagaacaact acaagaccac gcctcccgtg     1200 
 
ctggactccg acggctcctt cttcctctat agcaagctca ccgtggacaa gagcaggtgg     1260 
 
cagcagggga acgtcttctc atgctccgtg atgcatgagg ctctgcacaa ccactacacg     1320 
 
cagaagagcc tctccctgtc tccgggtaaa tga                                  1353 
 
 
<210>  658 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  19B5 HC 
 
<400>  658 



 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 



 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  659 
<211>  1353 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  20D3 HC 
 
<400>  659 
caggtgcagc tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt       60 
 



tcctgcaagg tttctggata caccttcacc agctacttta ttcactgggt gcgccaggcc      120 
 
cctggacaag ggcttgagtg gatgggaata atcaacccta ttagtgttag cacaagctac      180 
 
gcacagaagt tccagggcag agtcaccatg accagggaca cgtccacgag cacagtcttc      240 
 
atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gcgagggggg      300 
 
atacagctat ggttacattt tgactactgg ggccagggaa ccctggtcac cgtctcctca      360 
 
gcttccacca agggcccatc cgtcttcccc ctggcgccct cctccaagag cacctctggg      420 
 
ggcacagcgg ccctgggctg cctggtcaag gactacttcc ccgaaccggt gacggtgtcg      480 
 
tggaactcag gggccctgac cagcggcgtg cacaccttcc cggctgtcct acagtcctca      540 
 
ggactctact ccctcagcag cgtggtgacc gtgccctcca gcagcttggg cacccagacc      600 
 
tacatctgca acgtgaatca caagcccagc aacaccaagg tggacaagaa agttgagccc      660 
 
aaatcttgtg acaaaactca cacatgccca ccgtgcccag cacctgaact cctgggggga      720 
 
ccgtcagtct tcctcttccc cccaaaaccc aaggacaccc tcatgatctc ccggacccct      780 
 
gaggtcacat gcgtggtggt ggacgtgagc cacgaagacc ctgaggtcaa gttcaactgg      840 
 
tacgtggacg gcgtggaggt gcataatgcc aagacaaagc cgcgggagga gcagtacaac      900 
 
agcacgtacc gtgtggtcag cgtcctcacc gtcctgcacc aggactggct gaatggcaag      960 
 
gagtacaagt gcaaggtctc caacaaagcc ctcccagccc ccatcgagaa aaccatctcc     1020 
 
aaagccaaag ggcagccccg agaaccacag gtgtacaccc tgcccccatc ccgggaggag     1080 
 
atgaccaaga accaggtcag cctgacctgc ctggtcaaag gcttctatcc cagcgacatc     1140 
 
gccgtggagt gggagagcaa tgggcagccg gagaacaact acaagaccac gcctcccgtg     1200 
 
ctggactccg acggctcctt cttcctctat agcaagctca ccgtggacaa gagcaggtgg     1260 
 
cagcagggga acgtcttctc atgctccgtg atgcatgagg ctctgcacaa ccactacacg     1320 
 
cagaagagcc tctccctgtc tccgggtaaa tga                                  1353 
 
 
<210>  660 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  20D3 HC 
 
<400>  660 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  



        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  



    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  661 
<211>  1353 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  22D1 HC 
 
<400>  661 
caggtgcagc tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgagggtt       60 
 
tcctgcaagg tttctggata caccttcacc agctacttta ttcactgggt acgccaggcc      120 
 
cctggacaag ggcttgagtg gatgggaata atcaacccta ttagtgttag cacaagctac      180 
 
gcacagaagt tccagggcag agtcaccatg accagggaca cgtccacgag cacagtcttc      240 
 
atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gcgagggggg      300 
 
atacagctat ggttacattt ggactactgg ggccagggaa ccctggtcac cgtctcctca      360 
 



gcttccacca agggcccatc cgtcttcccc ctggcgccct cctccaagag cacctctggg      420 
 
ggcacagcgg ccctgggctg cctggtcaag gactacttcc ccgaaccggt gacggtgtcg      480 
 
tggaactcag gggccctgac cagcggcgtg cacaccttcc cggctgtcct acagtcctca      540 
 
ggactctact ccctcagcag cgtggtgacc gtgccctcca gcagcttggg cacccagacc      600 
 
tacatctgca acgtgaatca caagcccagc aacaccaagg tggacaagaa agttgagccc      660 
 
aaatcttgtg acaaaactca cacatgccca ccgtgcccag cacctgaact cctgggggga      720 
 
ccgtcagtct tcctcttccc cccaaaaccc aaggacaccc tcatgatctc ccggacccct      780 
 
gaggtcacat gcgtggtggt ggacgtgagc cacgaagacc ctgaggtcaa gttcaactgg      840 
 
tacgtggacg gcgtggaggt gcataatgcc aagacaaagc cgcgggagga gcagtacaac      900 
 
agcacgtacc gtgtggtcag cgtcctcacc gtcctgcacc aggactggct gaatggcaag      960 
 
gagtacaagt gcaaggtctc caacaaagcc ctcccagccc ccatcgagaa aaccatctcc     1020 
 
aaagccaaag ggcagccccg agaaccacag gtgtacaccc tgcccccatc ccgggaggag     1080 
 
atgaccaaga accaggtcag cctgacctgc ctggtcaaag gcttctatcc cagcgacatc     1140 
 
gccgtggagt gggagagcaa tgggcagccg gagaacaact acaagaccac gcctcccgtg     1200 
 
ctggactccg acggctcctt cttcctctat agcaagctca ccgtggacaa gagcaggtgg     1260 
 
cagcagggga acgtcttctc atgctccgtg atgcatgagg ctctgcacaa ccactacacg     1320 
 
cagaagagcc tctccctgtc tccgggtaaa tga                                  1353 
 
 
<210>  662 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22D1 HC 
 
<400>  662 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Arg Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 



 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 



 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  663 
<211>  1356 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  22G10 HC 
 
<400>  663 
gaggtgcaac tgttggagtc tgggggaggc ttggtacagc ctggggggtc cctgagactc       60 
 
tcctgtgcag cctctggatt cacctttagc agttatgcca tgaactgggt ccgccaggct      120 
 
ccagggaagg ggctggagtg ggtctcaact attagtggtg gtggtgctaa cacatactac      180 
 
gcagactccg tgaagggccg gttcaccatc tccagtgaca attccaagag cacgctgtat      240 
 
ctgcaaatga acagcctgag agccgcggac acggccgtat atcactgtgc gaaaggggga      300 
 
atggggggat actactacgg tatggacgtc tggggccaag ggaccacggt caccgtctcc      360 
 
tcagcttcca ccaagggccc atccgtcttc cccctggcgc cctcctccaa gagcacctct      420 
 
gggggcacag cggccctggg ctgcctggtc aaggactact tccccgaacc ggtgacggtg      480 
 
tcgtggaact caggggccct gaccagcggc gtgcacacct tcccggctgt cctacagtcc      540 
 
tcaggactct actccctcag cagcgtggtg accgtgccct ccagcagctt gggcacccag      600 
 
acctacatct gcaacgtgaa tcacaagccc agcaacacca aggtggacaa gaaagttgag      660 
 



cccaaatctt gtgacaaaac tcacacatgc ccaccgtgcc cagcacctga actcctgggg      720 
 
ggaccgtcag tcttcctctt ccccccaaaa cccaaggaca ccctcatgat ctcccggacc      780 
 
cctgaggtca catgcgtggt ggtggacgtg agccacgaag accctgaggt caagttcaac      840 
 
tggtacgtgg acggcgtgga ggtgcataat gccaagacaa agccgcggga ggagcagtac      900 
 
aacagcacgt accgtgtggt cagcgtcctc accgtcctgc accaggactg gctgaatggc      960 
 
aaggagtaca agtgcaaggt ctccaacaaa gccctcccag cccccatcga gaaaaccatc     1020 
 
tccaaagcca aagggcagcc ccgagaacca caggtgtaca ccctgccccc atcccgggag     1080 
 
gagatgacca agaaccaggt cagcctgacc tgcctggtca aaggcttcta tcccagcgac     1140 
 
atcgccgtgg agtgggagag caatgggcag ccggagaaca actacaagac cacgcctccc     1200 
 
gtgctggact ccgacggctc cttcttcctc tatagcaagc tcaccgtgga caagagcagg     1260 
 
tggcagcagg ggaacgtctt ctcatgctcc gtgatgcatg aggctctgca caaccactac     1320 
 
acgcagaaga gcctctccct gtctccgggt aaatga                               1356 
 
 
<210>  664 
<211>  451 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10 HC 
 
<400>  664 
 
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Ala Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser  



        115                 120                 125              
 
 
Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala  
    130                 135                 140                  
 
 
Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val  
145                 150                 155                 160  
 
 
Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala  
                165                 170                 175      
 
 
Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val  
            180                 185                 190          
 
 
Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His  
        195                 200                 205              
 
 
Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys  
    210                 215                 220                  
 
 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly  
225                 230                 235                 240  
 
 
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  
                245                 250                 255      
 
 
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His  
            260                 265                 270          
 
 
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val  
        275                 280                 285              
 
 
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr  
    290                 295                 300                  
 
 
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  
305                 310                 315                 320  
 
 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile  
                325                 330                 335      
 
 
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  
            340                 345                 350          
 
 
Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser  
        355                 360                 365              
 
 
Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  



    370                 375                 380                  
 
 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  
385                 390                 395                 400  
 
 
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val  
                405                 410                 415      
 
 
Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met  
            420                 425                 430          
 
 
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  
        435                 440                 445              
 
 
Pro Gly Lys  
    450      
 
 
<210>  665 
<211>  1368 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  23A10 HC 
 
<400>  665 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt cgctatggca tacactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgctaatga acagcctgag agccgaggac tcggctgtgt attactgtgc gagaagggcc      300 
 
ggtatacctg gaactacggg ctactactat ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct cctcagcttc caccaagggc ccatccgtct tccccctggc gccctcctcc      420 
 
aagagcacct ctgggggcac agcggccctg ggctgcctgg tcaaggacta cttccccgaa      480 
 
ccggtgacgg tgtcgtggaa ctcaggggcc ctgaccagcg gcgtgcacac cttcccggct      540 
 
gtcctacagt cctcaggact ctactccctc agcagcgtgg tgaccgtgcc ctccagcagc      600 
 
ttgggcaccc agacctacat ctgcaacgtg aatcacaagc ccagcaacac caaggtggac      660 
 
aagaaagttg agcccaaatc ttgtgacaaa actcacacat gcccaccgtg cccagcacct      720 
 
gaactcctgg ggggaccgtc agtcttcctc ttccccccaa aacccaagga caccctcatg      780 
 
atctcccgga cccctgaggt cacatgcgtg gtggtggacg tgagccacga agaccctgag      840 
 
gtcaagttca actggtacgt ggacggcgtg gaggtgcata atgccaagac aaagccgcgg      900 
 
gaggagcagt acaacagcac gtaccgtgtg gtcagcgtcc tcaccgtcct gcaccaggac      960 
 



tggctgaatg gcaaggagta caagtgcaag gtctccaaca aagccctccc agcccccatc     1020 
 
gagaaaacca tctccaaagc caaagggcag ccccgagaac cacaggtgta caccctgccc     1080 
 
ccatcccggg aggagatgac caagaaccag gtcagcctga cctgcctggt caaaggcttc     1140 
 
tatcccagcg acatcgccgt ggagtgggag agcaatgggc agccggagaa caactacaag     1200 
 
accacgcctc ccgtgctgga ctccgacggc tccttcttcc tctatagcaa gctcaccgtg     1260 
 
gacaagagca ggtggcagca ggggaacgtc ttctcatgct ccgtgatgca tgaggctctg     1320 
 
cacaaccact acacgcagaa gagcctctcc ctgtctccgg gtaaatga                  1368 
 
 
<210>  666 
<211>  455 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  23A10 HC 
 
<400>  666 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Leu Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr  
        115                 120                 125              
 
 
Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser  
    130                 135                 140                  
 
 
Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu  
145                 150                 155                 160  
 



 
Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His  
                165                 170                 175      
 
 
Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser  
            180                 185                 190          
 
 
Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys  
        195                 200                 205              
 
 
Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu  
    210                 215                 220                  
 
 
Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro  
225                 230                 235                 240  
 
 
Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys  
                245                 250                 255      
 
 
Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val  
            260                 265                 270          
 
 
Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp  
        275                 280                 285              
 
 
Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr  
    290                 295                 300                  
 
 
Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp  
305                 310                 315                 320  
 
 
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu  
                325                 330                 335      
 
 
Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg  
            340                 345                 350          
 
 
Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys  
        355                 360                 365              
 
 
Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp  
    370                 375                 380                  
 
 
Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys  
385                 390                 395                 400  
 
 
Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser  
                405                 410                 415      
 



 
Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser  
            420                 425                 430          
 
 
Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser  
        435                 440                 445              
 
 
Leu Ser Leu Ser Pro Gly Lys  
    450                 455  
 
 
<210>  667 
<211>  1353 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  25F8 HC 
 
<400>  667 
caggtgcagc tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt       60 
 
tcctgcaagg catctggata caccttcacc agctactata ttcactgggt gcgccaggcc      120 
 
cctggacaag gacttgagtg gatgggaata atcaacccca gtggtggtag cacaaggtac      180 
 
gcacagaagt tccagggcag agtcaccatg accagggaca cgtccacgag cacagtcttc      240 
 
atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gcgaggggga      300 
 
atacagctat ggttacattt tgactactgg ggccagggaa ccctggtcac cgtctcctca      360 
 
gcttccacca agggcccatc cgtcttcccc ctggcgccct cctccaagag cacctctggg      420 
 
ggcacagcgg ccctgggctg cctggtcaag gactacttcc ccgaaccggt gacggtgtcg      480 
 
tggaactcag gggccctgac cagcggcgtg cacaccttcc cggctgtcct acagtcctca      540 
 
ggactctact ccctcagcag cgtggtgacc gtgccctcca gcagcttggg cacccagacc      600 
 
tacatctgca acgtgaatca caagcccagc aacaccaagg tggacaagaa agttgagccc      660 
 
aaatcttgtg acaaaactca cacatgccca ccgtgcccag cacctgaact cctgggggga      720 
 
ccgtcagtct tcctcttccc cccaaaaccc aaggacaccc tcatgatctc ccggacccct      780 
 
gaggtcacat gcgtggtggt ggacgtgagc cacgaagacc ctgaggtcaa gttcaactgg      840 
 
tacgtggacg gcgtggaggt gcataatgcc aagacaaagc cgcgggagga gcagtacaac      900 
 
agcacgtacc gtgtggtcag cgtcctcacc gtcctgcacc aggactggct gaatggcaag      960 
 
gagtacaagt gcaaggtctc caacaaagcc ctcccagccc ccatcgagaa aaccatctcc     1020 
 
aaagccaaag ggcagccccg agaaccacag gtgtacaccc tgcccccatc ccgggaggag     1080 
 
atgaccaaga accaggtcag cctgacctgc ctggtcaaag gcttctatcc cagcgacatc     1140 
 
gccgtggagt gggagagcaa tgggcagccg gagaacaact acaagaccac gcctcccgtg     1200 
 
ctggactccg acggctcctt cttcctctat agcaagctca ccgtggacaa gagcaggtgg     1260 
 



cagcagggga acgtcttctc atgctccgtg atgcatgagg ctctgcacaa ccactacacg     1320 
 
cagaagagcc tctccctgtc tccgggtaaa tga                                  1353 
 
 
<210>  668 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25F8 HC 
 
<400>  668 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  



        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  



    450  
 
 
<210>  669 
<211>  1353 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  25G10 HC 
 
<400>  669 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc       60 
 
acctgcactg tctctggtgg ctccatcagt ggttactact ggagctggat ccggcagccc      120 
 
ccagggaagg gactggagtg gattgggtat atctattaca ttgggagcac caactacaac      180 
 
ccctccctca agagtcgagt caccatgtca gtagacacgt ccaagaacca gttctccctg      240 
 
aagctgagct ctgtgaccgc tgcggacacg gccgtgtatt actgtgcgag agatgggagc      300 
 
agtggctggt accggtggtt cgacccctgg ggccagggaa ccctggtcac cgtctcctca      360 
 
gcttccacca agggcccatc cgtcttcccc ctggcgccct cctccaagag cacctctggg      420 
 
ggcacagcgg ccctgggctg cctggtcaag gactacttcc ccgaaccggt gacggtgtcg      480 
 
tggaactcag gggccctgac cagcggcgtg cacaccttcc cggctgtcct acagtcctca      540 
 
ggactctact ccctcagcag cgtggtgacc gtgccctcca gcagcttggg cacccagacc      600 
 
tacatctgca acgtgaatca caagcccagc aacaccaagg tggacaagaa agttgagccc      660 
 
aaatcttgtg acaaaactca cacatgccca ccgtgcccag cacctgaact cctgggggga      720 
 
ccgtcagtct tcctcttccc cccaaaaccc aaggacaccc tcatgatctc ccggacccct      780 
 
gaggtcacat gcgtggtggt ggacgtgagc cacgaagacc ctgaggtcaa gttcaactgg      840 
 
tacgtggacg gcgtggaggt gcataatgcc aagacaaagc cgcgggagga gcagtacaac      900 
 
agcacgtacc gtgtggtcag cgtcctcacc gtcctgcacc aggactggct gaatggcaag      960 
 
gagtacaagt gcaaggtctc caacaaagcc ctcccagccc ccatcgagaa aaccatctcc     1020 
 
aaagccaaag ggcagccccg agaaccacag gtgtacaccc tgcccccatc ccgggaggag     1080 
 
atgaccaaga accaggtcag cctgacctgc ctggtcaaag gcttctatcc cagcgacatc     1140 
 
gccgtggagt gggagagcaa tgggcagccg gagaacaact acaagaccac gcctcccgtg     1200 
 
ctggactccg acggctcctt cttcctctat agcaagctca ccgtggacaa gagcaggtgg     1260 
 
cagcagggga acgtcttctc atgctccgtg atgcatgagg ctctgcacaa ccactacacg     1320 
 
cagaagagcc tctccctgtc tccgggtaaa tga                                  1353 
 
 
<210>  670 
<211>  449 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  25G10 HC 
 
<400>  670 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 



 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly  
     
 
 
<210>  671 
<211>  1353 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  26D1 HC 



 
<400>  671 
caggtgcagt tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt       60 
 
tcctgtaagg catctagata caccttcacc agctactata tgtcctgggt gcgacaggcc      120 
 
cctggacaag ggcttgagtg gatgggaata atccacccta gtggtggtga cacaacctac      180 
 
gcacagaagt tccagggcag agtcaccatg accggggaca cgtccacgag cacagtctac      240 
 
atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gagagggggg      300 
 
ataaaactat ggttacattt tgactattgg ggccagggaa ccctggtcac cgtctcctca      360 
 
gcttccacca agggcccatc cgtcttcccc ctggcgccct cctccaagag cacctctggg      420 
 
ggcacagcgg ccctgggctg cctggtcaag gactacttcc ccgaaccggt gacggtgtcg      480 
 
tggaactcag gggccctgac cagcggcgtg cacaccttcc cggctgtcct acagtcctca      540 
 
ggactctact ccctcagcag cgtggtgacc gtgccctcca gcagcttggg cacccagacc      600 
 
tacatctgca acgtgaatca caagcccagc aacaccaagg tggacaagaa agttgagccc      660 
 
aaatcttgtg acaaaactca cacatgccca ccgtgcccag cacctgaact cctgggggga      720 
 
ccgtcagtct tcctcttccc cccaaaaccc aaggacaccc tcatgatctc ccggacccct      780 
 
gaggtcacat gcgtggtggt ggacgtgagc cacgaagacc ctgaggtcaa gttcaactgg      840 
 
tacgtggacg gcgtggaggt gcataatgcc aagacaaagc cgcgggagga gcagtacaac      900 
 
agcacgtacc gtgtggtcag cgtcctcacc gtcctgcacc aggactggct gaatggcaag      960 
 
gagtacaagt gcaaggtctc caacaaagcc ctcccagccc ccatcgagaa aaccatctcc     1020 
 
aaagccaaag ggcagccccg agaaccacag gtgtacaccc tgcccccatc ccgggaggag     1080 
 
atgaccaaga accaggtcag cctgacctgc ctggtcaaag gcttctatcc cagcgacatc     1140 
 
gccgtggagt gggagagcaa tgggcagccg gagaacaact acaagaccac gcctcccgtg     1200 
 
ctggactccg acggctcctt cttcctctat agcaagctca ccgtggacaa gagcaggtgg     1260 
 
cagcagggga acgtcttctc atgctccgtg atgcatgagg ctctgcacaa ccactacacg     1320 
 
cagaagagcc tctccctgtc tccgggtaaa tga                                  1353 
 
 
<210>  672 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1 HC 
 
<400>  672 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  



            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  



        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  673 
<211>  1353 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  26F12 HC 
 
<400>  673 
caggtgcagt tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt       60 
 
tcctgcaagg catctagata caccttcacc aactactata tgtcctgggt gcgacaggcc      120 
 
cctggacaag ggcttgagtg gatgggaata atcaacccta gtggtggtga ctcaacctac      180 
 
gcacagaagt tccagggcag actcaccatg accggggaca cgtccacgag cacagtctac      240 
 



atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gagagggggg      300 
 
atacaactat ggttacattt tgactactgg ggccagggaa ccctggtcac cgtctcctca      360 
 
gcttccacca agggcccatc cgtcttcccc ctggcgccct cctccaagag cacctctggg      420 
 
ggcacagcgg ccctgggctg cctggtcaag gactacttcc ccgaaccggt gacggtgtcg      480 
 
tggaactcag gggccctgac cagcggcgtg cacaccttcc cggctgtcct acagtcctca      540 
 
ggactctact ccctcagcag cgtggtgacc gtgccctcca gcagcttggg cacccagacc      600 
 
tacatctgca acgtgaatca caagcccagc aacaccaagg tggacaagaa agttgagccc      660 
 
aaatcttgtg acaaaactca cacatgccca ccgtgcccag cacctgaact cctgggggga      720 
 
ccgtcagtct tcctcttccc cccaaaaccc aaggacaccc tcatgatctc ccggacccct      780 
 
gaggtcacat gcgtggtggt ggacgtgagc cacgaagacc ctgaggtcaa gttcaactgg      840 
 
tacgtggacg gcgtggaggt gcataatgcc aagacaaagc cgcgggagga gcagtacaac      900 
 
agcacgtacc gtgtggtcag cgtcctcacc gtcctgcacc aggactggct gaatggcaag      960 
 
gagtacaagt gcaaggtctc caacaaagcc ctcccagccc ccatcgagaa aaccatctcc     1020 
 
aaagccaaag ggcagccccg agaaccacag gtgtacaccc tgcccccatc ccgggaggag     1080 
 
atgaccaaga accaggtcag cctgacctgc ctggtcaaag gcttctatcc cagcgacatc     1140 
 
gccgtggagt gggagagcaa tgggcagccg gagaacaact acaagaccac gcctcccgtg     1200 
 
ctggactccg acggctcctt cttcctctat agcaagctca ccgtggacaa gagcaggtgg     1260 
 
cagcagggga acgtcttctc atgctccgtg atgcatgagg ctctgcacaa ccactacacg     1320 
 
cagaagagcc tctccctgtc tccgggtaaa tga                                  1353 
 
 
<210>  674 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26F12 HC 
 
<400>  674 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 



 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 



 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  675 
<211>  639 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  2G6 LC 
 
<400>  675 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagataggtt gggggaaaaa tatacttgct ggtatcagca gaggccaggc      120 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gacagcagca ctgtggtatt cggcggaggg      300 
 
accaagctga ccgtcctagg tcagcccaag gccaacccca ctgtcactct gttcccgccc      360 
 
tcctctgagg agctccaagc caacaaggcc acactagtgt gtctgatcag tgacttctac      420 
 
ccgggagctg tgacagtggc ctggaaggca gatggcagcc ccgtcaaggc gggagtggag      480 
 
accaccaaac cctccaaaca gagcaacaac aagtacgcgg ccagcagcta cctgagcctg      540 
 



acgcccgagc agtggaagtc ccacagaagc tacagctgcc aggtcacgca tgaagggagc      600 
 
accgtggaga agacagtggc ccctacagaa tgttcatga                             639 
 
 
<210>  676 
<211>  212 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  2G6 LC 
 
<400>  676 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Cys Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Lys Ala Asn  
            100                 105                 110          
 
 
Pro Thr Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala Asn  
        115                 120                 125              
 
 
Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala Val  
    130                 135                 140                  
 
 
Thr Val Ala Trp Lys Ala Asp Gly Ser Pro Val Lys Ala Gly Val Glu  
145                 150                 155                 160  
 
 
Thr Thr Lys Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser Ser  
                165                 170                 175      
 
 
Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr Ser  
            180                 185                 190          
 
 
Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro  



        195                 200                 205              
 
 
Thr Glu Cys Ser  
    210          
 
 
<210>  677 
<211>  645 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4A2 LC 
 
<400>  677 
gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc       60 
 
ctctcctgca gggccagtcg gaatattagc agcagctact tagcctggta ccagcagaaa      120 
 
cctggccagg ctcccaggct cctcatctat ggtccatcca gcagggccac tggcatccca      180 
 
gacaggttca gtggcagtgg gtctgggaca gacttcactc tcaccatcag cagactggag      240 
 
cctgaagatt ttacagtgta ttactgtcag cagtatggta gctcattcac tttcggccct      300 
 
gggaccaaag tggatatcaa acgtacggtg gctgcaccat ctgtcttcat cttcccgcca      360 
 
tctgatgagc agttgaaatc tggaactgcc tctgttgtgt gcctgctgaa taacttctat      420 
 
cccagagagg ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag      480 
 
gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcagcag caccctgacg      540 
 
ctgagcaaag cagactacga gaaacacaaa gtctacgcct gcgaagtcac ccatcagggc      600 
 
ctgagctcgc ccgtcacaaa gagcttcaac aggggagagt gttga                      645 
 
 
<210>  678 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A2 LC 
 
<400>  678 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Arg Asn Ile Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Pro Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 



 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Thr Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Phe  
                85                  90                  95       
 
 
Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  679 
<211>  654 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4A9 LC 
 
<400>  679 
cagtctgtgc tgacgcagcc gccctcagtg tctggggccc caggacagag ggtcaccatc       60 
 
tcctgcactg ggagcagctc caacatcggg acaggttatg ctgtacactg gtaccagcag      120 
 
tttccaggaa cagcccccaa actcctcatc tatggtaaca acaatcggcc ctcaggggtt      180 
 
cctgaccgat tctctggctc caagtctggc acctcagcct ccctggccat cactgggctc      240 
 
caggctgagg atgaggctga ttattactgc cagtcctatg acagcagact gagtggttgg      300 
 
gtgttcggcg gagggaccaa gctgaccgtc ctaggtcagc ccaaggccaa ccccactgtc      360 
 
actctgttcc cgccctcctc tgaggagctc caagccaaca aggccacact agtgtgtctg      420 
 



atcagtgact tctacccggg agctgtgaca gtggcctgga aggcagatgg cagccccgtc      480 
 
aaggcgggag tggagaccac caaaccctcc aaacagagca acaacaagta cgcggccagc      540 
 
agctacctga gcctgacgcc cgagcagtgg aagtcccaca gaagctacag ctgccaggtc      600 
 
acgcatgaag ggagcaccgt ggagaagaca gtggccccta cagaatgttc atga            654 
 
 
<210>  680 
<211>  217 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4A9 LC 
 
<400>  680 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Ala Val His Trp Tyr Gln Gln Phe Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile Tyr Gly Asn Asn Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Arg  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110          
 
 
Gln Pro Lys Ala Asn Pro Thr Val Thr Leu Phe Pro Pro Ser Ser Glu  
        115                 120                 125              
 
 
Glu Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe  
    130                 135                 140                  
 
 
Tyr Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Gly Ser Pro Val  
145                 150                 155                 160  
 
 
Lys Ala Gly Val Glu Thr Thr Lys Pro Ser Lys Gln Ser Asn Asn Lys  
                165                 170                 175      
 
 
Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser  



            180                 185                 190          
 
 
His Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu  
        195                 200                 205              
 
 
Lys Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215          
 
 
<210>  681 
<211>  645 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4B10 LC 
 
<400>  681 
gaaattgtat tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc       60 
 
ctctcctgca gggccagtca gagtgttagc aacacctact tagcctggta ccatcagaga      120 
 
cctggccagg ctcccaggct cctcatctat ggtgcatcca gcagggccac tggcatccca      180 
 
gacagattca gtggcagtgg gtctgggaca gacttcgctc tcaccatcag cagtctggag      240 
 
cctgaagatt ttgcagtgta ttactgtcag cagtacagta actcgtggac gttcggccaa      300 
 
gggaccaagg tggaaatcaa acgaactgtg gctgcaccat ctgtcttcat cttcccgcca      360 
 
tctgatgagc agttgaaatc tggaactgcc tctgttgtgt gcctgctgaa taacttctat      420 
 
cccagagagg ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag      480 
 
gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcagcag caccctgacg      540 
 
ctgagcaaag cagactacga gaaacacaaa gtctacgcct gcgaagtcac ccatcagggc      600 
 
ctgagctcgc ccgtcacaaa gagcttcaac aggggagagt gttga                      645 
 
 
<210>  682 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4B10 LC 
 
<400>  682 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Asn Thr  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr His Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 



 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Ala Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ser Asn Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  683 
<211>  645 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4F3 LC 
 
<400>  683 
gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc       60 
 
ctctcctgca gggccagtca gagtgttagc agcagctact tagcctggta ccagcagaaa      120 
 
cctggccagg ctcccaggct cctcatctat ggtgcatcca gcagggccac tggcatccca      180 
 
gacaggttca gtggcagtgg gtctgggaca gacttcactc tcaccatcag cagactggaa      240 
 
cctgaggatt ttgcagtgta ttactgtcag cagtatggta gctcgtggac gttcggccaa      300 
 



gggaccaagg tggaaatcaa acgtacggtg gctgcaccat ctgtcttcat cttcccgcca      360 
 
tctgatgagc agttgaaatc tggaactgcc tctgttgtgt gcctgctgaa taacttctat      420 
 
cccagagagg ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag      480 
 
gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcagcag caccctgacg      540 
 
ctgagcaaag cagactacga gaaacacaaa gtctacgcct gcgaagtcac ccatcagggc      600 
 
ctgagctcgc ccgtcacaaa gagcttcaac aggggagagt gttga                      645 
 
 
<210>  684 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F3 LC 
 
<400>  684 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  



                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  685 
<211>  654 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  4F7 LC 
 
<400>  685 
cagtctgtgc tgacgcagcc gccctcagtg tctggggccc cagggcagag ggtcaccatc       60 
 
tcctgcactg ggagcagctc caatatcggg acaggttatg atgtacactg gtatcagcag      120 
 
cttccaggaa cagcccccaa actcctcatc catggtaaca gcaatcggcc ctcaggggtc      180 
 
cctgaccgat tctctggctc caagtctggc acctcagcct ccctggccat cactgggctc      240 
 
caggctgagg atgaggctga ttattactgc cagtcctatg acagcagtct gagtggttgg      300 
 
gtgttcggcg gagggaccag gttgaccgtc ctaggtcagc ccaaggccaa ccccactgtc      360 
 
actctgttcc cgccctcctc tgaggagctc caagccaaca aggccacact agtgtgtctg      420 
 
atcagtgact tctacccggg agctgtgaca gtggcctgga aggcagatgg cagccccgtc      480 
 
aaggcgggag tggagaccac caaaccctcc aaacagagca acaacaagta cgcggccagc      540 
 
agctacctga gcctgacgcc cgagcagtgg aagtcccaca gaagctacag ctgccaggtc      600 
 
acgcatgaag ggagcaccgt ggagaagaca gtggccccta cagaatgttc atga            654 
 
 
<210>  686 
<211>  217 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  4F7 LC 
 
<400>  686 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 



 
Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile His Gly Asn Ser Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Ser  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr Val Leu Gly  
            100                 105                 110          
 
 
Gln Pro Lys Ala Asn Pro Thr Val Thr Leu Phe Pro Pro Ser Ser Glu  
        115                 120                 125              
 
 
Glu Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe  
    130                 135                 140                  
 
 
Tyr Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Gly Ser Pro Val  
145                 150                 155                 160  
 
 
Lys Ala Gly Val Glu Thr Thr Lys Pro Ser Lys Gln Ser Asn Asn Lys  
                165                 170                 175      
 
 
Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser  
            180                 185                 190          
 
 
His Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu  
        195                 200                 205              
 
 
Lys Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215          
 
 
<210>  687 
<211>  648 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16A4 LC 
 
<400>  687 
gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc       60 
 
ctctcctgca gggccagtca gagtgttagc agcagttatt tagcctggta ccagcagaaa      120 
 
cctggccagg ctcccaggct cctcatctat ggtacatcca gcagggccac tggcatccca      180 
 



gacaggttca gtggcagtgg gtctgggaca gacttcactc tcaccatcag cagactggag      240 
 
cctgaagatt ttgcagtgta ttattgtcag cagtacggta gctcaccttt cactttcggc      300 
 
ggagggacca aggtggagat caaacgaact gtggctgcac catctgtctt catcttcccg      360 
 
ccatctgatg agcagttgaa atctggtacc gcctctgttg tgtgcctgct gaataacttc      420 
 
tatcccagag aggccaaagt acagtggaag gtggataacg ccctccaatc gggtaactcc      480 
 
caggagagtg tcacagagca ggacagcaag gacagcacct acagcctcag cagcaccctg      540 
 
acgctgagca aagcagacta cgagaaacac aaagtctacg cctgcgaagt cacccatcag      600 
 
ggcctgagct cgcccgtcac aaagagcttc aacaggggag agtgttga                   648 
 
 
<210>  688 
<211>  215 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16A4 LC 
 
<400>  688 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Thr Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Pro  
                85                  90                  95       
 
 
Phe Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala  
            100                 105                 110          
 
 
Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  
        115                 120                 125              
 
 
Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  
    130                 135                 140                  
 
 
Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  



145                 150                 155                 160  
 
 
Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  
                165                 170                 175      
 
 
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  
            180                 185                 190          
 
 
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  
        195                 200                 205              
 
 
Ser Phe Asn Arg Gly Glu Cys  
    210                 215  
 
 
<210>  689 
<211>  648 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  16C1 LC 
 
<400>  689 
gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc       60 
 
ctctcctgca gggccagcca gagtgttagc agcagctact tagcctggta ccagcagaaa      120 
 
cctggccagg ctcccaggct cctcatcttt ggtgcatcca gcagggccac tggcatccca      180 
 
gacaggttca gtggcagtgg gtctgggaca gacttcactc tcaccatcag cggactggag      240 
 
cctgaagatt ttgcagtgta tcactgtcag cagtatggta actcaccgct cactttcggc      300 
 
ggagggacca aggtggagat caaacgaact gtggctgcac catctgtctt catcttcccg      360 
 
ccatctgatg agcagttgaa atctggtacc gcctctgttg tgtgcctgct gaataacttc      420 
 
tatcccagag aggccaaagt acagtggaag gtggataacg ccctccaatc gggtaactcc      480 
 
caggagagtg tcacagagca ggacagcaag gacagcacct acagcctcag cagcaccctg      540 
 
acgctgagca aagcagacta cgagaaacac aaagtctacg cctgcgaagt cacccatcag      600 
 
ggcctgagct cgcccgtcac aaagagcttc aacaggggag agtgttga                   648 
 
 
<210>  690 
<211>  215 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  16C1 LC 
 
<400>  690 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 



 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr His Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 
 
Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala  
            100                 105                 110          
 
 
Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  
        115                 120                 125              
 
 
Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  
    130                 135                 140                  
 
 
Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  
145                 150                 155                 160  
 
 
Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  
                165                 170                 175      
 
 
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  
            180                 185                 190          
 
 
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  
        195                 200                 205              
 
 
Ser Phe Asn Arg Gly Glu Cys  
    210                 215  
 
 
<210>  691 
<211>  648 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  17H8 LC 
 
<400>  691 
gacattgtat tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc       60 
 



ctctcctgca gggccagtca gagtgttgcc ggcagctacc tagcctggta ccagcagaaa      120 
 
cctggccagg ctcccaggct cctcatctct ggtgcatcca gcagggccac tggcatccca      180 
 
gacaggttca gtggcagtgg gtctgggaca gacttcactc tcaccatcag cagactggag      240 
 
cctgaagatt ttgcagtgta ttactgtcag cagtatggta aatcaccgat caccttcggc      300 
 
caagggacac gactggagat gaaaggaact gtggctgcac catctgtctt catcttcccg      360 
 
ccatctgatg agcagttgaa atctggtacc gcctctgttg tgtgcctgct gaataacttc      420 
 
tatcccagag aggccaaagt acagtggaag gtggataacg ccctccaatc gggtaactcc      480 
 
caggagagtg tcacagagca ggacagcaag gacagcacct acagcctcag cagcaccctg      540 
 
acgctgagca aagcagacta cgagaaacac aaagtctacg cctgcgaagt cacccatcag      600 
 
ggcctgagct cgcccgtcac aaagagcttc aacaggggag agtgttga                   648 
 
 
<210>  692 
<211>  215 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  17H8 LC 
 
<400>  692 
 
Asp Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ala Gly Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Ser Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Lys Ser Pro  
                85                  90                  95       
 
 
Ile Thr Phe Gly Gln Gly Thr Arg Leu Glu Met Lys Gly Thr Val Ala  
            100                 105                 110          
 
 
Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  
        115                 120                 125              
 
 
Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  



    130                 135                 140                  
 
 
Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  
145                 150                 155                 160  
 
 
Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  
                165                 170                 175      
 
 
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  
            180                 185                 190          
 
 
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  
        195                 200                 205              
 
 
Ser Phe Asn Arg Gly Glu Cys  
    210                 215  
 
 
<210>  693 
<211>  651 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  19B5 LC 
 
<400>  693 
cagtctgcgc tgactcagcc accctcaacg actgggaccc ccgggcagag ggtcaccatc       60 
 
tcttgttctg gaagcaggtc caacatcgga agcaattttg taaactggta caagcagctc      120 
 
ccaggaacgg cccccaaagt cctcatctat actaataatc agcggccctc aggggtccct      180 
 
gaccgattct ctggctccaa gtctggcacc tcagcctccc tggccatcag tgggctccag      240 
 
tctgaggatg agtctgatta ttactgcgca acatgggatg acagtatgaa tggttgggtg      300 
 
ttcggcggag ggaccaaact gaccgtccta ggtcagccca aggctgcccc ctcggtcact      360 
 
ctgttcccac cctcctctga ggagcttcaa gccaacaagg ccacactggt gtgtctcata      420 
 
agtgacttct acccgggagc cgtgacagtg gcctggaagg cagatagcag ccccgtcaag      480 
 
gcgggagtgg agaccaccac accctccaaa caaagcaaca acaagtacgc ggccagcagc      540 
 
tatctgagcc tgacgcctga gcagtggaag tcccacagaa gctacagctg ccaggtcacg      600 
 
catgaaggga gcaccgtgga gaagacagtg gcccctacag aatgttcatg a               651 
 
 
<210>  694 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  19B5 LC 
 
<400>  694 



 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Thr Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  695 
<211>  651 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  20D3 LC 



 
<400>  695 
cagtctgcgc tgactcagcc accctcagcg actgggaccc ccgggcagag ggtcaccatc       60 
 
tcttgttctg gaagcagctc caacatcgga agcaattttg taaactggta caagcagctc      120 
 
ccaggaacgg cccccaaagt cctcatctat actaataatc agcggccctc aggggtccct      180 
 
gaccgattct ctggctccaa gtctggcacc tcagcctccc tggccatcag tgggctccag      240 
 
tctgaggatg agtctgatta ttactgtgca acatgggatg acagcctgaa tggttgggtg      300 
 
ttcggcggag ggaccaagct gaccgtccta ggtcagccca aggctgcccc ctcggtcact      360 
 
ctgttcccac cctcctctga ggagcttcaa gccaacaagg ccacactggt gtgtctcata      420 
 
agtgacttct acccgggagc cgtgacagtg gcctggaagg cagatagcag ccccgtcaag      480 
 
gcgggagtgg agaccaccac accctccaaa caaagcaaca acaagtacgc ggccagcagc      540 
 
tatctgagcc tgacgcctga gcagtggaag tcccacagaa gctacagctg ccaggtcacg      600 
 
catgaaggga gcaccgtgga gaagacagtg gcccctacag aatgttcatg a               651 
 
 
<210>  696 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  20D3 LC 
 
<400>  696 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  



        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  697 
<211>  651 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  22D1 LC 
 
<400>  697 
cagtctgcgc tgactcagcc accctcagcg actgggaccc ccgggcagag ggtcaccatc       60 
 
tcttgttctg gaagcagctc caacatcgga agcaattttg taaactggta caagcagctc      120 
 
ccaggaacgg cccccaaagt cctcatctat actaataatc agcggccctc aggggtccct      180 
 
gaccgattct ctggctccaa gtctggcacc tcagcctccc tggccatcag tgggctccag      240 
 
tctgaggatg agtctgatta ttactgtgca acatgggatg acagtatgaa tggttgggtg      300 
 
ttcggcggag ggaccaagct gaccgtccta ggtcagccca aggctgcccc ctcggtcact      360 
 
ctgttcccac cctcctctga ggagcttcaa gccaacaagg ccacactggt gtgtctcata      420 
 
agtgacttct acccgggagc cgtgacagtg gcctggaagg cagatagcag ccccgtcaag      480 
 
gcgggagtgg agaccaccac accctccaaa caaagcaaca acaagtacgc ggccagcagc      540 
 
tatctgagcc tgacgcctga gcagtggaag tcccacagaa gctacagctg ccaggtcacg      600 
 
catgaaggga gcaccgtgga gaagacagtg gcccctacag aatgttcatg a               651 
 
 
<210>  698 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  22D1 LC 
 
<400>  698 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  699 
<211>  645 
<212>  ДНК 



<213>  искусственная 
 
<220> 
<223>  22G10 LC 
 
<400>  699 
gaaatagtga tgacgcagtc tccagtcacc ctgtctctgt ctctagggga aagagccacc       60 
 
ctctcctgca gggccagtca gagtattagc agcaacttag cctggttcca gcagaaacct      120 
 
ggccaggctc ccagactcct catctatggt gcatttacca gggccactgg tatcccagcc      180 
 
agggtcagtg gcagtgggtc tgggacagag ttcactctca ccatcagcag cctgcagtct      240 
 
gaagattttg cagtttatta ctgtcagcag tataattact ggccgctcac tttcggcgga      300 
 
gggaccaagg tggagatcaa gcgaactgtg gctgcaccat ctgtcttcat cttcccgcca      360 
 
tctgatgagc agttgaaatc tggtaccgcc tctgttgtgt gcctgctgaa taacttctat      420 
 
cccagagagg ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag      480 
 
gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcagcag caccctgacg      540 
 
ctgagcaaag cagactacga gaaacacaaa gtctacgcct gcgaagtcac ccatcagggc      600 
 
ctgagctcgc ccgtcacaaa gagcttcaac aggggagagt gttga                      645 
 
 
<210>  700 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  22G10 LC 
 
<400>  700 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Val Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  



            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  701 
<211>  639 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  23A10 LC 
 
<400>  701 
tcctatgagc tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagatagatt gggggagaaa tatgtttgct ggtatcagca gaagccaggc      120 
 
cagtccccta tactggtcat ctatcaagat aataagtggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg gaacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gacagcagca ctgtggtatt cggcgggggg      300 
 
accaagctga ccgtcctagg tcagcccaag gctgccccct cggtcactct gttcccaccc      360 
 
tcctctgagg agcttcaagc caacaaggcc acactggtgt gtctcataag tgacttctac      420 
 
ccgggagccg tgacagtggc ctggaaggca gatagcagcc ccgtcaaggc gggagtggag      480 
 
accaccacac cctccaaaca aagcaacaac aagtacgcgg ccagcagcta tctgagcctg      540 
 
acgcctgagc agtggaagtc ccacagaagc tacagctgcc aggtcacgca tgaagggagc      600 
 
accgtggaga agacagtggc ccctacagaa tgttcatga                             639 
 
 
<210>  702 



<211>  212 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  23A10 LC 
 
<400>  702 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val  
            20                  25                  30           
 
 
Cys Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Asn Lys Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Lys Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala Asn  
        115                 120                 125              
 
 
Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala Val  
    130                 135                 140                  
 
 
Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly Val Glu  
145                 150                 155                 160  
 
 
Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser Ser  
                165                 170                 175      
 
 
Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr Ser  
            180                 185                 190          
 
 
Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro  
        195                 200                 205              
 
 
Thr Glu Cys Ser  
    210          
 



 
<210>  703 
<211>  651 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  25F8 LC 
 
<400>  703 
cagtctgcgc tgactcagcc accctcagcg actgggaccc ccgggcagag ggtcaccatc       60 
 
tcttgttctg gaagcagctc caacatcgga aggaattttg taaactggta taagcagctc      120 
 
ccaggaacgg cccccaaagt cctcatttat actaataatc agcggccctc aggggtccct      180 
 
gaccgattct ctggctccaa gtctggcacc tcagcctccc tggccatcag tgggctccag      240 
 
tctgaggatg agtctgatta ttactgtgca gcatgggatg acagcctgaa tggttgggtg      300 
 
ttcggcggag ggaccaagct gaccgtccta ggtcagccca aggctgcccc ctcggtcact      360 
 
ctgttcccac cctcctctga ggagcttcaa gccaacaagg ccacactggt gtgtctcata      420 
 
agtgacttct acccgggagc cgtgacagtg gcctggaagg cagatagcag ccccgtcaag      480 
 
gcgggagtgg agaccaccac accctccaaa caaagcaaca acaagtacgc ggccagcagc      540 
 
tatctgagcc tgacgcctga gcagtggaag tcccacagaa gctacagctg ccaggtcacg      600 
 
catgaaggga gcaccgtgga gaagacagtg gcccctacag aatgttcatg a               651 
 
 
<210>  704 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25F8 LC 
 
<400>  704 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Arg Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu  



                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  705 
<211>  648 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  25G10 LC 
 
<400>  705 
gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc       60 
 
ctctcctgca gggccagtca gagtgttagc agcagctact tagcctggta ccagcagaaa      120 
 
cctggccagg ctcccaggct cctcatcttt ggtgcatcca gcagggccac tggcatccca      180 
 
gacaggttca gtggcagtgg gtctgggaca gacttcactc tcaccatcag cagactggag      240 
 
cctgaagatt ttgcagtgta tcactgtcag cagtatggta actcaccgct cactttcggc      300 
 
ggagggacca aggtggagat caaacgaact gtggctgcac catctgtctt catcttcccg      360 
 
ccatctgatg agcagttgaa atctggtacc gcctctgttg tgtgcctgct gaataacttc      420 
 
tatcccagag aggccaaagt acagtggaag gtggataacg ccctccaatc gggtaactcc      480 
 
caggagagtg tcacagagca ggacagcaag gacagcacct acagcctcag cagcaccctg      540 
 
acgctgagca aagcagacta cgagaaacac aaagtctacg cctgcgaagt cacccatcag      600 
 



ggcctgagct cgcccgtcac aaagagcttc aacaggggag agtgttga                   648 
 
 
<210>  706 
<211>  215 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  25G10 LC 
 
<400>  706 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr His Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 
 
Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala  
            100                 105                 110          
 
 
Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  
        115                 120                 125              
 
 
Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  
    130                 135                 140                  
 
 
Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  
145                 150                 155                 160  
 
 
Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  
                165                 170                 175      
 
 
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  
            180                 185                 190          
 
 
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  
        195                 200                 205              
 



 
Ser Phe Asn Arg Gly Glu Cys  
    210                 215  
 
 
<210>  707 
<211>  651 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  26D1 LC 
 
<400>  707 
cactctgtgc tgactcagtc accctcagcg tctgggaccc ccggacagag ggtcaccatc       60 
 
tcttgttctg gaagccgctc caacatcgga agtaattttg taaactggta ccagcagctc      120 
 
ccaggaacgg cccccaaact cctcatctat actaataatc agcggccctc aggggtccct      180 
 
gaccgattct ctggctccaa gtctggcacc tcagcctccc tggccatcag tgggctccag      240 
 
tctgaggatg aggctgatta ttactgtgca gtatgggatg acagcctgaa tggttgggtg      300 
 
ttcggcggag ggaccaagct gaccgtccta ggtcagccca aggctgcccc ctcggtcact      360 
 
ctgttcccac cctcctctga ggagcttcaa gccaacaagg ccacactggt gtgtctcata      420 
 
agtgacttct acccgggagc cgtgacagtg gcctggaagg cagatagcag ccccgtcaag      480 
 
gcgggagtgg agaccaccac accctccaaa caaagcaaca acaagtacgc ggccagcagc      540 
 
tatctgagcc tgacgcctga gcagtggaag tcccacagaa gctacagctg ccaggtcacg      600 
 
catgaaggga gcaccgtgga gaagacagtg gcccctacag aatgttcatg a               651 
 
 
<210>  708 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26D1 LC 
 
<400>  708 
 
His Ser Val Leu Thr Gln Ser Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  



65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  709 
<211>  651 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  26F12 LC 
 
<400>  709 
cagtctgtgc tgactcagtc accctcagcg tctgggaccc ccgggcagaa ggtcaccatc       60 
 
tcttgttctg gaagccgctc caacatcgga agtaattttg taaactggta ccagcagctc      120 
 
ccaggaacgg cccccaaact cctcatctat actaattatc agcggccctc aggggtccct      180 
 
gaccgattct ctggctccaa gtctggcacc tcagcctccc tggccatcag tgggctccag      240 
 
tctgaggatg aggctgatta ttactgtgca gtatgggatg acagcctgaa tggttgggtg      300 
 
ttcggcggag ggaccaagct gaccgtccta ggtcagccca aggctgcccc ctcggtcact      360 
 
ctgttcccac cctcctctga ggagcttcaa gccaacaagg ccacactggt gtgtctcata      420 
 
agtgacttct acccgggagc cgtgacagtg gcctggaagg cagatagcag ccccgtcaag      480 
 



gcgggagtgg agaccaccac accctccaaa caaagcaaca acaagtacgc ggccagcagc      540 
 
tatctgagcc tgacgcctga gcagtggaag tcccacagaa gctacagctg ccaggtcacg      600 
 
catgaaggga gcaccgtgga gaagacagtg gcccctacag aatgttcatg a               651 
 
 
<210>  710 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  26F12 LC 
 
<400>  710 
 
Gln Ser Val Leu Thr Gln Ser Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Lys Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Tyr Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 



 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  711 
<211>  449 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  [hu anti-<huCDH19> 4F3 VH]::huIgG1z 
 
<400>  711 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe  
        115                 120                 125              
 
 
Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu  
    130                 135                 140                  
 
 
Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp  
145                 150                 155                 160  
 
 
Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu  
                165                 170                 175      
 
 
Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser  



            180                 185                 190          
 
 
Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro  
        195                 200                 205              
 
 
Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys  
    210                 215                 220                  
 
 
Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  
225                 230                 235                 240  
 
 
Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  
                245                 250                 255      
 
 
Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  
            260                 265                 270          
 
 
Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  
        275                 280                 285              
 
 
Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  
    290                 295                 300                  
 
 
Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  
305                 310                 315                 320  
 
 
Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys  
                325                 330                 335      
 
 
Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  
            340                 345                 350          
 
 
Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  
        355                 360                 365              
 
 
Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  
    370                 375                 380                  
 
 
Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  
385                 390                 395                 400  
 
 
Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  
                405                 410                 415      
 
 
Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  
            420                 425                 430          
 
 
Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  



        435                 440                 445              
 
 
Lys  
     
 
 
<210>  712 
<211>  446 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4A9 VH]::huIgG1z 
 
<400>  712 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Phe  
        35                  40                  45               
 
 
Ala Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Leu Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Phe Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala  
        115                 120                 125              
 
 
Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu  
    130                 135                 140                  
 
 
Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly  
145                 150                 155                 160  
 
 
Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser  
                165                 170                 175      
 
 
Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu  
            180                 185                 190          
 



 
Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr  
        195                 200                 205              
 
 
Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr  
    210                 215                 220                  
 
 
Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe  
225                 230                 235                 240  
 
 
Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  
                245                 250                 255      
 
 
Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val  
            260                 265                 270          
 
 
Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  
        275                 280                 285              
 
 
Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val  
    290                 295                 300                  
 
 
Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  
305                 310                 315                 320  
 
 
Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser  
                325                 330                 335      
 
 
Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  
            340                 345                 350          
 
 
Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  
        355                 360                 365              
 
 
Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  
    370                 375                 380                  
 
 
Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  
385                 390                 395                 400  
 
 
Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp  
                405                 410                 415      
 
 
Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  
            420                 425                 430          
 
 
Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        435                 440                 445      
 



 
<210>  713 
<211>  449 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4B10 VH]::huIgG1z 
 
<400>  713 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Asp Gly Thr Asn Glu Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe  
        115                 120                 125              
 
 
Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu  
    130                 135                 140                  
 
 
Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp  
145                 150                 155                 160  
 
 
Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu  
                165                 170                 175      
 
 
Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser  
            180                 185                 190          
 
 
Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro  
        195                 200                 205              
 
 
Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys  



    210                 215                 220                  
 
 
Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  
225                 230                 235                 240  
 
 
Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  
                245                 250                 255      
 
 
Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  
            260                 265                 270          
 
 
Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  
        275                 280                 285              
 
 
Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  
    290                 295                 300                  
 
 
Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  
305                 310                 315                 320  
 
 
Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys  
                325                 330                 335      
 
 
Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  
            340                 345                 350          
 
 
Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  
        355                 360                 365              
 
 
Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  
    370                 375                 380                  
 
 
Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  
385                 390                 395                 400  
 
 
Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  
                405                 410                 415      
 
 
Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  
            420                 425                 430          
 
 
Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  
        435                 440                 445              
 
 
Lys  
     
 
 
<210>  714 



<211>  452 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 17H8.2 VH]::huIgG1z 
 
<400>  714 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Asn Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Met Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  
        115                 120                 125              
 
 
Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr  
    130                 135                 140                  
 
 
Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  
145                 150                 155                 160  
 
 
Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  
                165                 170                 175      
 
 
Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  
            180                 185                 190          
 
 
Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn  
        195                 200                 205              
 
 
His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser  
    210                 215                 220                  
 



 
Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu  
225                 230                 235                 240  
 
 
Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu  
                245                 250                 255      
 
 
Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser  
            260                 265                 270          
 
 
His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu  
        275                 280                 285              
 
 
Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr  
    290                 295                 300                  
 
 
Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn  
305                 310                 315                 320  
 
 
Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro  
                325                 330                 335      
 
 
Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln  
            340                 345                 350          
 
 
Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val  
        355                 360                 365              
 
 
Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val  
    370                 375                 380                  
 
 
Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro  
385                 390                 395                 400  
 
 
Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr  
                405                 410                 415      
 
 
Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val  
            420                 425                 430          
 
 
Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu  
        435                 440                 445              
 
 
Ser Pro Gly Lys  
    450          
 
 
<210>  715 
<211>  450 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 16C1.1 VH]::huIgG1z 
 
<400>  715 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Ile Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Thr Leu Ser Ser Leu Thr Ala Ala Asp Thr Ala Val Tyr Phe Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  



225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  716 
<211>  455 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  HC [hu anti-<huCDH19> 16A4.1 VH]::huIgG1z 
 
<400>  716 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Ala Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Asp Ser Ile Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gln Arg Arg Ile Ala Ala Ala Gly Thr His Phe Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr  
        115                 120                 125              
 
 
Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser  
    130                 135                 140                  
 
 
Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu  
145                 150                 155                 160  
 
 
Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His  
                165                 170                 175      
 
 
Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser  
            180                 185                 190          
 
 
Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys  
        195                 200                 205              
 
 
Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu  
    210                 215                 220                  
 
 
Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro  
225                 230                 235                 240  
 



 
Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys  
                245                 250                 255      
 
 
Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val  
            260                 265                 270          
 
 
Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp  
        275                 280                 285              
 
 
Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr  
    290                 295                 300                  
 
 
Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp  
305                 310                 315                 320  
 
 
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu  
                325                 330                 335      
 
 
Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg  
            340                 345                 350          
 
 
Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys  
        355                 360                 365              
 
 
Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp  
    370                 375                 380                  
 
 
Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys  
385                 390                 395                 400  
 
 
Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser  
                405                 410                 415      
 
 
Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser  
            420                 425                 430          
 
 
Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser  
        435                 440                 445              
 
 
Leu Ser Leu Ser Pro Gly Lys  
    450                 455  
 
 
<210>  717 
<211>  451 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 22G10.1 VH]::huIgG1z 



 
<400>  717 
 
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Ala Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser  
        115                 120                 125              
 
 
Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala  
    130                 135                 140                  
 
 
Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val  
145                 150                 155                 160  
 
 
Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala  
                165                 170                 175      
 
 
Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val  
            180                 185                 190          
 
 
Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His  
        195                 200                 205              
 
 
Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys  
    210                 215                 220                  
 
 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly  
225                 230                 235                 240  
 
 
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  



                245                 250                 255      
 
 
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His  
            260                 265                 270          
 
 
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val  
        275                 280                 285              
 
 
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr  
    290                 295                 300                  
 
 
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  
305                 310                 315                 320  
 
 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile  
                325                 330                 335      
 
 
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  
            340                 345                 350          
 
 
Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser  
        355                 360                 365              
 
 
Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  
    370                 375                 380                  
 
 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  
385                 390                 395                 400  
 
 
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val  
                405                 410                 415      
 
 
Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met  
            420                 425                 430          
 
 
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  
        435                 440                 445              
 
 
Pro Gly Lys  
    450      
 
 
<210>  718 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 20D3.1 VH]::huIgG1z 
 
<400>  718 



 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 



 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  719 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 22D1.1 VH]::huIgG1z 
 
<400>  719 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  



1               5                   10                  15       
 
 
Ser Val Arg Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  



            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  720 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 25F8.1 VH]::huIgG1z 
 
<400>  720 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 



 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 



 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  721 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 26F12.1 VH]::huIgG1z 
 
<400>  721 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  



            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  



        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  722 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 26D1.1 VH]::huIgG1z 
 
<400>  722 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 



 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 



 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  723 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 25G10.1 VH]::huIgG1z 
 
<400>  723 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  



        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  



    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  724 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 19B5.1 VH]::huIgG1z 
 
<400>  724 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 



 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 



 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  725 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4A2 VH]::huIgG1z 
 
<400>  725 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln His Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  



    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  



305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  726 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4A2 (1-472)(Q17E,H47P) VH]::huIgG1z 
 
<400>  726 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 



 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 



 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  727 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4A2 VH]::huIgG1z 
 
<400>  727 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln His Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  



65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  



                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  728 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4A2 (1-472)(Q17E,H47P) VH]::huIgG1z 
 
<400>  728 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 



 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 



 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  729 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4A2 (1-472)(Q17E,H47P,D111E) VH]::huIgG1z 
 
<400>  729 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  



                85                  90                  95       
 
 
Cys Ala Arg Glu Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  



            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  730 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4A2 (1-472)(Q17E,H47P,D111E,W134Y)  
       VH]::huIgG1z 
 
<400>  730 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       



 
 
Cys Ala Arg Glu Gly Ser Ser Gly Tyr Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          



 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  731 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4A2 VH]::huIgG1z 
 
<400>  731 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln His Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 



Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 



Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  732 
<211>  449 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4F3 (1-471)(R17G) VH]::huIgG1z 
 
<400>  732 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  
            100                 105                 110          



 
 
Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe  
        115                 120                 125              
 
 
Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu  
    130                 135                 140                  
 
 
Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp  
145                 150                 155                 160  
 
 
Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu  
                165                 170                 175      
 
 
Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser  
            180                 185                 190          
 
 
Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro  
        195                 200                 205              
 
 
Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys  
    210                 215                 220                  
 
 
Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  
225                 230                 235                 240  
 
 
Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  
                245                 250                 255      
 
 
Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  
            260                 265                 270          
 
 
Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  
        275                 280                 285              
 
 
Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  
    290                 295                 300                  
 
 
Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  
305                 310                 315                 320  
 
 
Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys  
                325                 330                 335      
 
 
Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  
            340                 345                 350          
 
 
Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  
        355                 360                 365              



 
 
Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  
    370                 375                 380                  
 
 
Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  
385                 390                 395                 400  
 
 
Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  
                405                 410                 415      
 
 
Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  
            420                 425                 430          
 
 
Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  
        435                 440                 445              
 
 
Lys  
     
 
 
<210>  733 
<211>  449 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4F3 (1-471)(R17G,T47A) VH]::huIgG1z 
 
<400>  733 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  
            100                 105                 110          
 
 



Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe  
        115                 120                 125              
 
 
Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu  
    130                 135                 140                  
 
 
Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp  
145                 150                 155                 160  
 
 
Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu  
                165                 170                 175      
 
 
Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser  
            180                 185                 190          
 
 
Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro  
        195                 200                 205              
 
 
Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys  
    210                 215                 220                  
 
 
Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  
225                 230                 235                 240  
 
 
Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  
                245                 250                 255      
 
 
Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  
            260                 265                 270          
 
 
Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  
        275                 280                 285              
 
 
Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  
    290                 295                 300                  
 
 
Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  
305                 310                 315                 320  
 
 
Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys  
                325                 330                 335      
 
 
Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  
            340                 345                 350          
 
 
Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  
        355                 360                 365              
 
 



Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  
    370                 375                 380                  
 
 
Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  
385                 390                 395                 400  
 
 
Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  
                405                 410                 415      
 
 
Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  
            420                 425                 430          
 
 
Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  
        435                 440                 445              
 
 
Lys  
     
 
 
<210>  734 
<211>  449 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4F3 (1-471)(R17G,T47A,R141Q) VH]::huIgG1z 
 
<400>  734 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe  
        115                 120                 125              



 
 
Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu  
    130                 135                 140                  
 
 
Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp  
145                 150                 155                 160  
 
 
Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu  
                165                 170                 175      
 
 
Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser  
            180                 185                 190          
 
 
Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro  
        195                 200                 205              
 
 
Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys  
    210                 215                 220                  
 
 
Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  
225                 230                 235                 240  
 
 
Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  
                245                 250                 255      
 
 
Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  
            260                 265                 270          
 
 
Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  
        275                 280                 285              
 
 
Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  
    290                 295                 300                  
 
 
Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  
305                 310                 315                 320  
 
 
Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys  
                325                 330                 335      
 
 
Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  
            340                 345                 350          
 
 
Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  
        355                 360                 365              
 
 
Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  
    370                 375                 380                  



 
 
Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  
385                 390                 395                 400  
 
 
Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  
                405                 410                 415      
 
 
Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  
            420                 425                 430          
 
 
Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  
        435                 440                 445              
 
 
Lys  
     
 
 
<210>  735 
<211>  449 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4F3 (1-471)(R17G,T47A,D61E,D72E,R141Q)  
       VH]::huIgG1z 
 
<400>  735 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe  
        115                 120                 125              
 



 
Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu  
    130                 135                 140                  
 
 
Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp  
145                 150                 155                 160  
 
 
Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu  
                165                 170                 175      
 
 
Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser  
            180                 185                 190          
 
 
Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro  
        195                 200                 205              
 
 
Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys  
    210                 215                 220                  
 
 
Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  
225                 230                 235                 240  
 
 
Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  
                245                 250                 255      
 
 
Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  
            260                 265                 270          
 
 
Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  
        275                 280                 285              
 
 
Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  
    290                 295                 300                  
 
 
Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  
305                 310                 315                 320  
 
 
Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys  
                325                 330                 335      
 
 
Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  
            340                 345                 350          
 
 
Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  
        355                 360                 365              
 
 
Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  
    370                 375                 380                  
 



 
Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  
385                 390                 395                 400  
 
 
Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  
                405                 410                 415      
 
 
Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  
            420                 425                 430          
 
 
Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  
        435                 440                 445              
 
 
Lys  
     
 
 
<210>  736 
<211>  449 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4F3  
       (1-471)(R17G,T47A,D61E,D72E,W134Y,R141Q) VH]::huIgG1z 
 
<400>  736 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Tyr Tyr Phe Asp Leu Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe  
        115                 120                 125              
 
 



Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu  
    130                 135                 140                  
 
 
Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp  
145                 150                 155                 160  
 
 
Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu  
                165                 170                 175      
 
 
Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser  
            180                 185                 190          
 
 
Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro  
        195                 200                 205              
 
 
Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys  
    210                 215                 220                  
 
 
Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  
225                 230                 235                 240  
 
 
Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  
                245                 250                 255      
 
 
Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  
            260                 265                 270          
 
 
Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  
        275                 280                 285              
 
 
Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  
    290                 295                 300                  
 
 
Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  
305                 310                 315                 320  
 
 
Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys  
                325                 330                 335      
 
 
Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  
            340                 345                 350          
 
 
Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  
        355                 360                 365              
 
 
Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  
    370                 375                 380                  
 
 



Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  
385                 390                 395                 400  
 
 
Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  
                405                 410                 415      
 
 
Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  
            420                 425                 430          
 
 
Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  
        435                 440                 445              
 
 
Lys  
     
 
 
<210>  737 
<211>  455 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 2G6 (1-477)(R17G,D61E,D72E,K94N)  
       VH]::huIgG1z 
 
<400>  737 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr  
        115                 120                 125              
 
 
Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser  



    130                 135                 140                  
 
 
Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu  
145                 150                 155                 160  
 
 
Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His  
                165                 170                 175      
 
 
Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser  
            180                 185                 190          
 
 
Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys  
        195                 200                 205              
 
 
Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu  
    210                 215                 220                  
 
 
Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro  
225                 230                 235                 240  
 
 
Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys  
                245                 250                 255      
 
 
Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val  
            260                 265                 270          
 
 
Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp  
        275                 280                 285              
 
 
Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr  
    290                 295                 300                  
 
 
Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp  
305                 310                 315                 320  
 
 
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu  
                325                 330                 335      
 
 
Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg  
            340                 345                 350          
 
 
Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys  
        355                 360                 365              
 
 
Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp  
    370                 375                 380                  
 
 
Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys  



385                 390                 395                 400  
 
 
Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser  
                405                 410                 415      
 
 
Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser  
            420                 425                 430          
 
 
Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser  
        435                 440                 445              
 
 
Leu Ser Leu Ser Pro Gly Lys  
    450                 455  
 
 
<210>  738 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 16C1.1 VH]::huIgG1z 
 
<400>  738 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Ile Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Thr Leu Ser Ser Leu Thr Ala Ala Asp Thr Ala Val Tyr Phe Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 



 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 



 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  739 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 16C1.1 (1-469)(T92K) VH]::huIgG1z 
 
<400>  739 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Ile Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Leu Thr Ala Ala Asp Thr Ala Val Tyr Phe Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  



145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  



                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  740 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 16C1.1 (1-469)(T92K,D109E) VH]::huIgG1z 
 
<400>  740 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Ile Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Leu Thr Ala Ala Asp Thr Ala Val Tyr Phe Cys Ala  
                85                  90                  95       
 
 
Arg Glu Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 



 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 



 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  741 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 16C1.1 (1-469)(T92K,W132Y,W135Y)  
       VH]::huIgG1z 
 
<400>  741 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Ile Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Leu Thr Ala Ala Asp Thr Ala Val Tyr Phe Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Tyr Tyr Arg Tyr Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 



Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 



Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  742 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 16C1.1 (1-469)(T92K) VH]::huIgG1z 
 
<400>  742 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Ile Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Leu Thr Ala Ala Asp Thr Ala Val Tyr Phe Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      



 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          



 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  743 
<211>  452 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 17H8.2 VH]::huIgG1z 
 
<400>  743 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Asn Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Met Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  
        115                 120                 125              
 
 
Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr  
    130                 135                 140                  
 
 
Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  
145                 150                 155                 160  
 
 
Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  
                165                 170                 175      
 
 



Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  
            180                 185                 190          
 
 
Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn  
        195                 200                 205              
 
 
His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser  
    210                 215                 220                  
 
 
Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu  
225                 230                 235                 240  
 
 
Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu  
                245                 250                 255      
 
 
Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser  
            260                 265                 270          
 
 
His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu  
        275                 280                 285              
 
 
Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr  
    290                 295                 300                  
 
 
Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn  
305                 310                 315                 320  
 
 
Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro  
                325                 330                 335      
 
 
Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln  
            340                 345                 350          
 
 
Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val  
        355                 360                 365              
 
 
Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val  
    370                 375                 380                  
 
 
Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro  
385                 390                 395                 400  
 
 
Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr  
                405                 410                 415      
 
 
Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val  
            420                 425                 430          
 
 



Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu  
        435                 440                 445              
 
 
Ser Pro Gly Lys  
    450          
 
 
<210>  744 
<211>  452 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 17H8.2 (1-471)(D109E) VH]::huIgG1z 
 
<400>  744 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Asn Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Glu Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Met Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  
        115                 120                 125              
 
 
Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr  
    130                 135                 140                  
 
 
Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  
145                 150                 155                 160  
 
 
Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  
                165                 170                 175      
 
 
Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  
            180                 185                 190          



 
 
Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn  
        195                 200                 205              
 
 
His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser  
    210                 215                 220                  
 
 
Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu  
225                 230                 235                 240  
 
 
Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu  
                245                 250                 255      
 
 
Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser  
            260                 265                 270          
 
 
His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu  
        275                 280                 285              
 
 
Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr  
    290                 295                 300                  
 
 
Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn  
305                 310                 315                 320  
 
 
Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro  
                325                 330                 335      
 
 
Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln  
            340                 345                 350          
 
 
Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val  
        355                 360                 365              
 
 
Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val  
    370                 375                 380                  
 
 
Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro  
385                 390                 395                 400  
 
 
Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr  
                405                 410                 415      
 
 
Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val  
            420                 425                 430          
 
 
Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu  
        435                 440                 445              



 
 
Ser Pro Gly Lys  
    450          
 
 
<210>  745 
<211>  452 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 17H8.2 (1-471)(D109E,W132Y) VH]::huIgG1z 
 
<400>  745 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Asn Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Glu Ser Arg Tyr Arg Ser Gly Tyr Tyr Asp Ala Phe Asp Ile Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Met Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  
        115                 120                 125              
 
 
Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr  
    130                 135                 140                  
 
 
Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  
145                 150                 155                 160  
 
 
Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  
                165                 170                 175      
 
 
Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  
            180                 185                 190          
 
 



Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn  
        195                 200                 205              
 
 
His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser  
    210                 215                 220                  
 
 
Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu  
225                 230                 235                 240  
 
 
Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu  
                245                 250                 255      
 
 
Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser  
            260                 265                 270          
 
 
His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu  
        275                 280                 285              
 
 
Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr  
    290                 295                 300                  
 
 
Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn  
305                 310                 315                 320  
 
 
Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro  
                325                 330                 335      
 
 
Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln  
            340                 345                 350          
 
 
Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val  
        355                 360                 365              
 
 
Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val  
    370                 375                 380                  
 
 
Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro  
385                 390                 395                 400  
 
 
Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr  
                405                 410                 415      
 
 
Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val  
            420                 425                 430          
 
 
Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu  
        435                 440                 445              
 
 



Ser Pro Gly Lys  
    450          
 
 
<210>  746 
<211>  452 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 17H8.2 (1-471)(D109E) VH]::huIgG1z 
 
<400>  746 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Asn Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Glu Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Met Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro  
        115                 120                 125              
 
 
Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr  
    130                 135                 140                  
 
 
Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr  
145                 150                 155                 160  
 
 
Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro  
                165                 170                 175      
 
 
Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr  
            180                 185                 190          
 
 
Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn  
        195                 200                 205              



 
 
His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser  
    210                 215                 220                  
 
 
Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu  
225                 230                 235                 240  
 
 
Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu  
                245                 250                 255      
 
 
Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser  
            260                 265                 270          
 
 
His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu  
        275                 280                 285              
 
 
Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr  
    290                 295                 300                  
 
 
Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn  
305                 310                 315                 320  
 
 
Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro  
                325                 330                 335      
 
 
Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln  
            340                 345                 350          
 
 
Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val  
        355                 360                 365              
 
 
Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val  
    370                 375                 380                  
 
 
Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro  
385                 390                 395                 400  
 
 
Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr  
                405                 410                 415      
 
 
Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val  
            420                 425                 430          
 
 
Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu  
        435                 440                 445              
 
 
Ser Pro Gly Lys  
    450          



 
 
<210>  747 
<211>  446 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4F7 VH]::huIgG1z 
 
<400>  747 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala  
        115                 120                 125              
 
 
Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu  
    130                 135                 140                  
 
 
Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly  
145                 150                 155                 160  
 
 
Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser  
                165                 170                 175      
 
 
Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu  
            180                 185                 190          
 
 
Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr  
        195                 200                 205              
 
 



Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr  
    210                 215                 220                  
 
 
Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe  
225                 230                 235                 240  
 
 
Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  
                245                 250                 255      
 
 
Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val  
            260                 265                 270          
 
 
Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  
        275                 280                 285              
 
 
Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val  
    290                 295                 300                  
 
 
Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  
305                 310                 315                 320  
 
 
Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser  
                325                 330                 335      
 
 
Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  
            340                 345                 350          
 
 
Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  
        355                 360                 365              
 
 
Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  
    370                 375                 380                  
 
 
Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  
385                 390                 395                 400  
 
 
Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp  
                405                 410                 415      
 
 
Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  
            420                 425                 430          
 
 
Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        435                 440                 445      
 
 
<210>  748 
<211>  446 
<212>  БЕЛОК 
<213>  искусственная 



 
<220> 
<223>  HC [hu anti-<huCDH19> 4F7 VH]::huIgG1z 
 
<400>  748 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala  
        115                 120                 125              
 
 
Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu  
    130                 135                 140                  
 
 
Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly  
145                 150                 155                 160  
 
 
Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser  
                165                 170                 175      
 
 
Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu  
            180                 185                 190          
 
 
Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr  
        195                 200                 205              
 
 
Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr  
    210                 215                 220                  
 
 
Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe  
225                 230                 235                 240  



 
 
Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  
                245                 250                 255      
 
 
Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val  
            260                 265                 270          
 
 
Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  
        275                 280                 285              
 
 
Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val  
    290                 295                 300                  
 
 
Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  
305                 310                 315                 320  
 
 
Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser  
                325                 330                 335      
 
 
Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  
            340                 345                 350          
 
 
Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  
        355                 360                 365              
 
 
Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  
    370                 375                 380                  
 
 
Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  
385                 390                 395                 400  
 
 
Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp  
                405                 410                 415      
 
 
Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  
            420                 425                 430          
 
 
Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        435                 440                 445      
 
 
<210>  749 
<211>  446 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4F7 (1-468)(W113Y) VH]::huIgG1z 
 
<400>  749 
 



Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Tyr Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala  
        115                 120                 125              
 
 
Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu  
    130                 135                 140                  
 
 
Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly  
145                 150                 155                 160  
 
 
Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser  
                165                 170                 175      
 
 
Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu  
            180                 185                 190          
 
 
Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr  
        195                 200                 205              
 
 
Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr  
    210                 215                 220                  
 
 
Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe  
225                 230                 235                 240  
 
 
Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  
                245                 250                 255      
 
 



Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val  
            260                 265                 270          
 
 
Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  
        275                 280                 285              
 
 
Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val  
    290                 295                 300                  
 
 
Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  
305                 310                 315                 320  
 
 
Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser  
                325                 330                 335      
 
 
Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  
            340                 345                 350          
 
 
Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  
        355                 360                 365              
 
 
Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  
    370                 375                 380                  
 
 
Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  
385                 390                 395                 400  
 
 
Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp  
                405                 410                 415      
 
 
Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  
            420                 425                 430          
 
 
Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        435                 440                 445      
 
 
<210>  750 
<211>  449 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4B10 (1-471)(R17G,D61E,D72E,W134Y)  
       VH]::huIgG1z 
 
<400>  750 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  



            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Glu Gly Thr Asn Glu Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Tyr Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe  
        115                 120                 125              
 
 
Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu  
    130                 135                 140                  
 
 
Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp  
145                 150                 155                 160  
 
 
Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu  
                165                 170                 175      
 
 
Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser  
            180                 185                 190          
 
 
Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro  
        195                 200                 205              
 
 
Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys  
    210                 215                 220                  
 
 
Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  
225                 230                 235                 240  
 
 
Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  
                245                 250                 255      
 
 
Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  
            260                 265                 270          
 
 
Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  



        275                 280                 285              
 
 
Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  
    290                 295                 300                  
 
 
Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  
305                 310                 315                 320  
 
 
Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys  
                325                 330                 335      
 
 
Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  
            340                 345                 350          
 
 
Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  
        355                 360                 365              
 
 
Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  
    370                 375                 380                  
 
 
Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  
385                 390                 395                 400  
 
 
Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  
                405                 410                 415      
 
 
Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  
            420                 425                 430          
 
 
Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  
        435                 440                 445              
 
 
Lys  
     
 
 
<210>  751 
<211>  449 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4B10 VH]::huIgG1z 
 
<400>  751 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 



 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Asp Gly Thr Asn Glu Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe  
        115                 120                 125              
 
 
Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu  
    130                 135                 140                  
 
 
Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp  
145                 150                 155                 160  
 
 
Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu  
                165                 170                 175      
 
 
Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser  
            180                 185                 190          
 
 
Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro  
        195                 200                 205              
 
 
Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys  
    210                 215                 220                  
 
 
Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  
225                 230                 235                 240  
 
 
Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  
                245                 250                 255      
 
 
Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  
            260                 265                 270          
 
 
Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  
        275                 280                 285              
 



 
Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  
    290                 295                 300                  
 
 
Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  
305                 310                 315                 320  
 
 
Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys  
                325                 330                 335      
 
 
Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  
            340                 345                 350          
 
 
Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  
        355                 360                 365              
 
 
Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  
    370                 375                 380                  
 
 
Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  
385                 390                 395                 400  
 
 
Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  
                405                 410                 415      
 
 
Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  
            420                 425                 430          
 
 
Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  
        435                 440                 445              
 
 
Lys  
     
 
 
<210>  752 
<211>  449 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4B10 (1-471)(R17G) VH]::huIgG1z 
 
<400>  752 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  



        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Asp Gly Thr Asn Glu Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe  
        115                 120                 125              
 
 
Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu  
    130                 135                 140                  
 
 
Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp  
145                 150                 155                 160  
 
 
Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu  
                165                 170                 175      
 
 
Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser  
            180                 185                 190          
 
 
Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro  
        195                 200                 205              
 
 
Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys  
    210                 215                 220                  
 
 
Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  
225                 230                 235                 240  
 
 
Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  
                245                 250                 255      
 
 
Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  
            260                 265                 270          
 
 
Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  
        275                 280                 285              
 
 
Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  



    290                 295                 300                  
 
 
Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  
305                 310                 315                 320  
 
 
Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys  
                325                 330                 335      
 
 
Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  
            340                 345                 350          
 
 
Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  
        355                 360                 365              
 
 
Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  
    370                 375                 380                  
 
 
Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  
385                 390                 395                 400  
 
 
Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  
                405                 410                 415      
 
 
Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  
            420                 425                 430          
 
 
Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  
        435                 440                 445              
 
 
Lys  
     
 
 
<210>  753 
<211>  449 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4B10 (1-471)(R17G,D61E,D72E) VH]::huIgG1z 
 
<400>  753 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 



 
Ala Val Ile Ser Tyr Glu Gly Thr Asn Glu Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe  
        115                 120                 125              
 
 
Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu  
    130                 135                 140                  
 
 
Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp  
145                 150                 155                 160  
 
 
Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu  
                165                 170                 175      
 
 
Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser  
            180                 185                 190          
 
 
Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro  
        195                 200                 205              
 
 
Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys  
    210                 215                 220                  
 
 
Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro  
225                 230                 235                 240  
 
 
Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser  
                245                 250                 255      
 
 
Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp  
            260                 265                 270          
 
 
Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn  
        275                 280                 285              
 
 
Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val  
    290                 295                 300                  
 



 
Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu  
305                 310                 315                 320  
 
 
Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys  
                325                 330                 335      
 
 
Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr  
            340                 345                 350          
 
 
Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr  
        355                 360                 365              
 
 
Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu  
    370                 375                 380                  
 
 
Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu  
385                 390                 395                 400  
 
 
Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys  
                405                 410                 415      
 
 
Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu  
            420                 425                 430          
 
 
Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  
        435                 440                 445              
 
 
Lys  
     
 
 
<210>  754 
<211>  446 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4A9 VH]::huIgG1z 
 
<400>  754 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Phe  
        35                  40                  45               
 
 
Ala Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  



    50                  55                  60                   
 
 
Ser Arg Val Thr Leu Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Phe Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala  
        115                 120                 125              
 
 
Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu  
    130                 135                 140                  
 
 
Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly  
145                 150                 155                 160  
 
 
Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser  
                165                 170                 175      
 
 
Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu  
            180                 185                 190          
 
 
Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr  
        195                 200                 205              
 
 
Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr  
    210                 215                 220                  
 
 
Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe  
225                 230                 235                 240  
 
 
Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  
                245                 250                 255      
 
 
Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val  
            260                 265                 270          
 
 
Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  
        275                 280                 285              
 
 
Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val  
    290                 295                 300                  
 
 
Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  



305                 310                 315                 320  
 
 
Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser  
                325                 330                 335      
 
 
Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  
            340                 345                 350          
 
 
Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  
        355                 360                 365              
 
 
Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  
    370                 375                 380                  
 
 
Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  
385                 390                 395                 400  
 
 
Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp  
                405                 410                 415      
 
 
Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  
            420                 425                 430          
 
 
Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        435                 440                 445      
 
 
<210>  755 
<211>  446 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4A9 (1-468)(F55I,A56G) VH]::huIgG1z 
 
<400>  755 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Leu Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 



 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Phe Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala  
        115                 120                 125              
 
 
Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu  
    130                 135                 140                  
 
 
Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly  
145                 150                 155                 160  
 
 
Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser  
                165                 170                 175      
 
 
Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu  
            180                 185                 190          
 
 
Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr  
        195                 200                 205              
 
 
Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr  
    210                 215                 220                  
 
 
Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe  
225                 230                 235                 240  
 
 
Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  
                245                 250                 255      
 
 
Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val  
            260                 265                 270          
 
 
Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  
        275                 280                 285              
 
 
Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val  
    290                 295                 300                  
 
 
Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  
305                 310                 315                 320  
 
 
Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser  
                325                 330                 335      
 



 
Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  
            340                 345                 350          
 
 
Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  
        355                 360                 365              
 
 
Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  
    370                 375                 380                  
 
 
Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  
385                 390                 395                 400  
 
 
Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp  
                405                 410                 415      
 
 
Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  
            420                 425                 430          
 
 
Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        435                 440                 445      
 
 
<210>  756 
<211>  446 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4A9 (1-468)(F55I,A56G) VH]::huIgG1z 
 
<400>  756 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Leu Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Phe Trp Gly Gln Gly Thr Leu Val  



            100                 105                 110          
 
 
Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala  
        115                 120                 125              
 
 
Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu  
    130                 135                 140                  
 
 
Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly  
145                 150                 155                 160  
 
 
Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser  
                165                 170                 175      
 
 
Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu  
            180                 185                 190          
 
 
Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr  
        195                 200                 205              
 
 
Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr  
    210                 215                 220                  
 
 
Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe  
225                 230                 235                 240  
 
 
Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  
                245                 250                 255      
 
 
Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val  
            260                 265                 270          
 
 
Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  
        275                 280                 285              
 
 
Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val  
    290                 295                 300                  
 
 
Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  
305                 310                 315                 320  
 
 
Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser  
                325                 330                 335      
 
 
Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  
            340                 345                 350          
 
 
Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  



        355                 360                 365              
 
 
Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  
    370                 375                 380                  
 
 
Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  
385                 390                 395                 400  
 
 
Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp  
                405                 410                 415      
 
 
Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  
            420                 425                 430          
 
 
Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        435                 440                 445      
 
 
<210>  757 
<211>  446 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4A9 (1-468)(F55I,A56G,W113Y) VH]::huIgG1z 
 
<400>  757 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Leu Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Tyr Ala Phe His Phe Asp Phe Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala  
        115                 120                 125              
 



 
Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu  
    130                 135                 140                  
 
 
Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly  
145                 150                 155                 160  
 
 
Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser  
                165                 170                 175      
 
 
Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu  
            180                 185                 190          
 
 
Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr  
        195                 200                 205              
 
 
Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr  
    210                 215                 220                  
 
 
Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe  
225                 230                 235                 240  
 
 
Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  
                245                 250                 255      
 
 
Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val  
            260                 265                 270          
 
 
Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  
        275                 280                 285              
 
 
Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val  
    290                 295                 300                  
 
 
Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  
305                 310                 315                 320  
 
 
Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser  
                325                 330                 335      
 
 
Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  
            340                 345                 350          
 
 
Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  
        355                 360                 365              
 
 
Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  
    370                 375                 380                  
 



 
Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  
385                 390                 395                 400  
 
 
Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp  
                405                 410                 415      
 
 
Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  
            420                 425                 430          
 
 
Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        435                 440                 445      
 
 
<210>  758 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 20D3.1 VH]::huIgG1z 
 
<400>  758 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  



145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  



                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  759 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 20D3.1 VH]::huIgG1z 
 
<400>  759 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 



 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 



 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  760 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 20D3.1 (1-469)(W133Y) VH]::huIgG1z 
 
<400>  760 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Tyr Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  



                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  



            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  761 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 20D3.1 (1-469)(W133Y) VH]::huIgG1z 
 
<400>  761 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Tyr Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 



 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 



 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  762 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 20D3.1 (1-469)(W133Y) VH]::huIgG1z 
 
<400>  762 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Tyr Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  



            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  



        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  763 
<211>  451 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 22G10.1 (1-470)(S82R,A99E) VH]::huIgG1z 
 
<400>  763 
 
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser  
        115                 120                 125              
 
 
Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala  
    130                 135                 140                  
 
 
Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val  
145                 150                 155                 160  
 
 
Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala  
                165                 170                 175      
 
 
Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val  
            180                 185                 190          
 



 
Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His  
        195                 200                 205              
 
 
Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys  
    210                 215                 220                  
 
 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly  
225                 230                 235                 240  
 
 
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  
                245                 250                 255      
 
 
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His  
            260                 265                 270          
 
 
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val  
        275                 280                 285              
 
 
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr  
    290                 295                 300                  
 
 
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  
305                 310                 315                 320  
 
 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile  
                325                 330                 335      
 
 
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  
            340                 345                 350          
 
 
Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser  
        355                 360                 365              
 
 
Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  
    370                 375                 380                  
 
 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  
385                 390                 395                 400  
 
 
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val  
                405                 410                 415      
 
 
Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met  
            420                 425                 430          
 
 
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  
        435                 440                 445              
 



 
Pro Gly Lys  
    450      
 
 
<210>  764 
<211>  451 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 22G10.1 (1-470)(A99E,H105Y) VH]::huIgG1z 
 
<400>  764 
 
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser  
        115                 120                 125              
 
 
Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala  
    130                 135                 140                  
 
 
Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val  
145                 150                 155                 160  
 
 
Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala  
                165                 170                 175      
 
 
Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val  
            180                 185                 190          
 
 
Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His  



        195                 200                 205              
 
 
Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys  
    210                 215                 220                  
 
 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly  
225                 230                 235                 240  
 
 
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  
                245                 250                 255      
 
 
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His  
            260                 265                 270          
 
 
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val  
        275                 280                 285              
 
 
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr  
    290                 295                 300                  
 
 
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  
305                 310                 315                 320  
 
 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile  
                325                 330                 335      
 
 
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  
            340                 345                 350          
 
 
Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser  
        355                 360                 365              
 
 
Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  
    370                 375                 380                  
 
 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  
385                 390                 395                 400  
 
 
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val  
                405                 410                 415      
 
 
Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met  
            420                 425                 430          
 
 
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  
        435                 440                 445              
 
 
Pro Gly Lys  



    450      
 
 
<210>  765 
<211>  451 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 22G10.1 (1-470)(A99E) VH]::huIgG1z 
 
<400>  765 
 
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser  
        115                 120                 125              
 
 
Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala  
    130                 135                 140                  
 
 
Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val  
145                 150                 155                 160  
 
 
Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala  
                165                 170                 175      
 
 
Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val  
            180                 185                 190          
 
 
Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His  
        195                 200                 205              
 



 
Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys  
    210                 215                 220                  
 
 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly  
225                 230                 235                 240  
 
 
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  
                245                 250                 255      
 
 
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His  
            260                 265                 270          
 
 
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val  
        275                 280                 285              
 
 
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr  
    290                 295                 300                  
 
 
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  
305                 310                 315                 320  
 
 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile  
                325                 330                 335      
 
 
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  
            340                 345                 350          
 
 
Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser  
        355                 360                 365              
 
 
Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  
    370                 375                 380                  
 
 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  
385                 390                 395                 400  
 
 
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val  
                405                 410                 415      
 
 
Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met  
            420                 425                 430          
 
 
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  
        435                 440                 445              
 
 
Pro Gly Lys  
    450      
 



 
<210>  766 
<211>  451 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 22G10.1 (1-470)(A99E) VH]::huIgG1z 
 
<400>  766 
 
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser  
        115                 120                 125              
 
 
Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala  
    130                 135                 140                  
 
 
Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val  
145                 150                 155                 160  
 
 
Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala  
                165                 170                 175      
 
 
Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val  
            180                 185                 190          
 
 
Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His  
        195                 200                 205              
 
 
Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys  



    210                 215                 220                  
 
 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly  
225                 230                 235                 240  
 
 
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  
                245                 250                 255      
 
 
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His  
            260                 265                 270          
 
 
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val  
        275                 280                 285              
 
 
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr  
    290                 295                 300                  
 
 
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  
305                 310                 315                 320  
 
 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile  
                325                 330                 335      
 
 
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  
            340                 345                 350          
 
 
Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser  
        355                 360                 365              
 
 
Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  
    370                 375                 380                  
 
 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  
385                 390                 395                 400  
 
 
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val  
                405                 410                 415      
 
 
Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met  
            420                 425                 430          
 
 
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  
        435                 440                 445              
 
 
Pro Gly Lys  
    450      
 
 
<210>  767 



<211>  451 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 22G10.1 (1-470)(D72E,A99E) VH]::huIgG1z 
 
<400>  767 
 
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser  
        115                 120                 125              
 
 
Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala  
    130                 135                 140                  
 
 
Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val  
145                 150                 155                 160  
 
 
Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala  
                165                 170                 175      
 
 
Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val  
            180                 185                 190          
 
 
Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His  
        195                 200                 205              
 
 
Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys  
    210                 215                 220                  
 



 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly  
225                 230                 235                 240  
 
 
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  
                245                 250                 255      
 
 
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His  
            260                 265                 270          
 
 
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val  
        275                 280                 285              
 
 
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr  
    290                 295                 300                  
 
 
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  
305                 310                 315                 320  
 
 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile  
                325                 330                 335      
 
 
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  
            340                 345                 350          
 
 
Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser  
        355                 360                 365              
 
 
Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  
    370                 375                 380                  
 
 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  
385                 390                 395                 400  
 
 
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val  
                405                 410                 415      
 
 
Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met  
            420                 425                 430          
 
 
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  
        435                 440                 445              
 
 
Pro Gly Lys  
    450      
 
 
<210>  768 
<211>  451 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 22G10.1 (1-470)(H105Y) VH]::huIgG1z 
 
<400>  768 
 
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Ala Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser  
        115                 120                 125              
 
 
Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala  
    130                 135                 140                  
 
 
Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val  
145                 150                 155                 160  
 
 
Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala  
                165                 170                 175      
 
 
Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val  
            180                 185                 190          
 
 
Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His  
        195                 200                 205              
 
 
Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys  
    210                 215                 220                  
 
 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly  



225                 230                 235                 240  
 
 
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  
                245                 250                 255      
 
 
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His  
            260                 265                 270          
 
 
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val  
        275                 280                 285              
 
 
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr  
    290                 295                 300                  
 
 
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  
305                 310                 315                 320  
 
 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile  
                325                 330                 335      
 
 
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  
            340                 345                 350          
 
 
Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser  
        355                 360                 365              
 
 
Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  
    370                 375                 380                  
 
 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  
385                 390                 395                 400  
 
 
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val  
                405                 410                 415      
 
 
Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met  
            420                 425                 430          
 
 
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  
        435                 440                 445              
 
 
Pro Gly Lys  
    450      
 
 
<210>  769 
<211>  455 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  HC [hu anti-<huCDH19> 16A4.1 (1-474)(T144L) VH]::huIgG1z 
 
<400>  769 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Ala Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Asp Ser Ile Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gln Arg Arg Ile Ala Ala Ala Gly Thr His Phe Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr  
        115                 120                 125              
 
 
Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser  
    130                 135                 140                  
 
 
Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu  
145                 150                 155                 160  
 
 
Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His  
                165                 170                 175      
 
 
Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser  
            180                 185                 190          
 
 
Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys  
        195                 200                 205              
 
 
Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu  
    210                 215                 220                  
 
 
Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro  
225                 230                 235                 240  
 



 
Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys  
                245                 250                 255      
 
 
Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val  
            260                 265                 270          
 
 
Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp  
        275                 280                 285              
 
 
Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr  
    290                 295                 300                  
 
 
Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp  
305                 310                 315                 320  
 
 
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu  
                325                 330                 335      
 
 
Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg  
            340                 345                 350          
 
 
Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys  
        355                 360                 365              
 
 
Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp  
    370                 375                 380                  
 
 
Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys  
385                 390                 395                 400  
 
 
Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser  
                405                 410                 415      
 
 
Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser  
            420                 425                 430          
 
 
Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser  
        435                 440                 445              
 
 
Leu Ser Leu Ser Pro Gly Lys  
    450                 455  
 
 
<210>  770 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 19B5.1 VH]::huIgG1z 



 
<400>  770 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  



                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  771 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 19B5.1 (1-469)(W133Y) VH]::huIgG1z 
 
<400>  771 



 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Tyr Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 



 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  772 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 19B5.1 VH]::huIgG1z 
 
<400>  772 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  



1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  



            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  773 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 19B5.1 VH]::huIgG1z 
 
<400>  773 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 



 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 



 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  774 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 19B5.1 (1-469)(W133Y) VH]::huIgG1z 
 
<400>  774 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  



            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Tyr Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  



        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  775 
<211>  455 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 23A10.3 (1-474)(L92Q) VH]::huIgG1z 
 
<400>  775 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 



 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr  
        115                 120                 125              
 
 
Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser  
    130                 135                 140                  
 
 
Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu  
145                 150                 155                 160  
 
 
Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His  
                165                 170                 175      
 
 
Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser  
            180                 185                 190          
 
 
Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys  
        195                 200                 205              
 
 
Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu  
    210                 215                 220                  
 
 
Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro  
225                 230                 235                 240  
 
 
Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys  
                245                 250                 255      
 
 
Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val  
            260                 265                 270          
 
 
Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp  
        275                 280                 285              
 



 
Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr  
    290                 295                 300                  
 
 
Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp  
305                 310                 315                 320  
 
 
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu  
                325                 330                 335      
 
 
Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg  
            340                 345                 350          
 
 
Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys  
        355                 360                 365              
 
 
Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp  
    370                 375                 380                  
 
 
Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys  
385                 390                 395                 400  
 
 
Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser  
                405                 410                 415      
 
 
Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser  
            420                 425                 430          
 
 
Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser  
        435                 440                 445              
 
 
Leu Ser Leu Ser Pro Gly Lys  
    450                 455  
 
 
<210>  776 
<211>  455 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 23A10.3 (1-474)(R17G,L92Q) VH]::huIgG1z 
 
<400>  776 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  



        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr  
        115                 120                 125              
 
 
Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser  
    130                 135                 140                  
 
 
Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu  
145                 150                 155                 160  
 
 
Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His  
                165                 170                 175      
 
 
Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser  
            180                 185                 190          
 
 
Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys  
        195                 200                 205              
 
 
Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu  
    210                 215                 220                  
 
 
Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro  
225                 230                 235                 240  
 
 
Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys  
                245                 250                 255      
 
 
Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val  
            260                 265                 270          
 
 
Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp  
        275                 280                 285              
 
 
Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr  



    290                 295                 300                  
 
 
Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp  
305                 310                 315                 320  
 
 
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu  
                325                 330                 335      
 
 
Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg  
            340                 345                 350          
 
 
Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys  
        355                 360                 365              
 
 
Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp  
    370                 375                 380                  
 
 
Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys  
385                 390                 395                 400  
 
 
Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser  
                405                 410                 415      
 
 
Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser  
            420                 425                 430          
 
 
Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser  
        435                 440                 445              
 
 
Leu Ser Leu Ser Pro Gly Lys  
    450                 455  
 
 
<210>  777 
<211>  455 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 23A10.3 (1-474)(R17G,D61E,D72E,L92Q)  
       VH]::huIgG1z 
 
<400>  777 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               



 
 
Ala Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr  
        115                 120                 125              
 
 
Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser  
    130                 135                 140                  
 
 
Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu  
145                 150                 155                 160  
 
 
Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His  
                165                 170                 175      
 
 
Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser  
            180                 185                 190          
 
 
Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys  
        195                 200                 205              
 
 
Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu  
    210                 215                 220                  
 
 
Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro  
225                 230                 235                 240  
 
 
Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys  
                245                 250                 255      
 
 
Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val  
            260                 265                 270          
 
 
Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp  
        275                 280                 285              
 
 
Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr  
    290                 295                 300                  



 
 
Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp  
305                 310                 315                 320  
 
 
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu  
                325                 330                 335      
 
 
Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg  
            340                 345                 350          
 
 
Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys  
        355                 360                 365              
 
 
Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp  
    370                 375                 380                  
 
 
Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys  
385                 390                 395                 400  
 
 
Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser  
                405                 410                 415      
 
 
Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser  
            420                 425                 430          
 
 
Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser  
        435                 440                 445              
 
 
Leu Ser Leu Ser Pro Gly Lys  
    450                 455  
 
 
<210>  778 
<211>  455 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 23A10.3 VH]::huIgG1z 
 
<400>  778 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 



Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Leu Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr  
        115                 120                 125              
 
 
Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser  
    130                 135                 140                  
 
 
Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu  
145                 150                 155                 160  
 
 
Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His  
                165                 170                 175      
 
 
Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser  
            180                 185                 190          
 
 
Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys  
        195                 200                 205              
 
 
Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu  
    210                 215                 220                  
 
 
Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro  
225                 230                 235                 240  
 
 
Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys  
                245                 250                 255      
 
 
Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val  
            260                 265                 270          
 
 
Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp  
        275                 280                 285              
 
 
Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr  
    290                 295                 300                  
 
 



Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp  
305                 310                 315                 320  
 
 
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu  
                325                 330                 335      
 
 
Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg  
            340                 345                 350          
 
 
Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys  
        355                 360                 365              
 
 
Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp  
    370                 375                 380                  
 
 
Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys  
385                 390                 395                 400  
 
 
Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser  
                405                 410                 415      
 
 
Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser  
            420                 425                 430          
 
 
Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser  
        435                 440                 445              
 
 
Leu Ser Leu Ser Pro Gly Lys  
    450                 455  
 
 
<210>  779 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 25G10.1 VH]::huIgG1z 
 
<400>  779 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   



 
 
Ser Arg Val Thr Met Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  



 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  780 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 25G10.1 (1-469)(D109E,W132Y,W135Y)  
       VH]::huIgG1z 
 
<400>  780 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 



 
Ser Arg Val Thr Met Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Glu Gly Ser Ser Gly Tyr Tyr Arg Tyr Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 



 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  781 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 26D1.1 VH]::huIgG1z 
 
<400>  781 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  



65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  



                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  782 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 26D1.1 VH]::huIgG1z 
 
<400>  782 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 



 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 



 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  783 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 26D1.1 VH]::huIgG1z 
 
<400>  783 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  



                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  



            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  784 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 26D1.1 VH]::huIgG1z 
 
<400>  784 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 



 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 



 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  785 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 26D1.1 (1-469)(W133Y) VH]::huIgG1z 
 
<400>  785 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Tyr Leu His Phe Asp Tyr Trp Gly Gln  



            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  



        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  786 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 26D1.1 (1-469)(R27G,G82R) VH]::huIgG1z 
 
<400>  786 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 



 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 



 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  787 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 26F12.1 VH]::huIgG1z 
 
<400>  787 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  



        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  



    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  788 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 26F12.1 VH]::huIgG1z 
 
<400>  788 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 



 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 



 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  789 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 26F12.1 (1-469)(W133Y) VH]::huIgG1z 
 
<400>  789 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Tyr Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  



    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  



385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  790 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 26F12.1 (1-469)(W133Y) VH]::huIgG1z 
 
<400>  790 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Tyr Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 



 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 



 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  791 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 25F8.1 VH]::huIgG1z 
 
<400>  791 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  



145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  



                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  792 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 25F8.1 VH]::huIgG1z 
 
<400>  792 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 



 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 



 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  793 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 25F8.1 (1-469)(F90Y) VH]::huIgG1z 
 
<400>  793 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  



                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  



            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  794 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 25F8.1 (1-469)(F90Y) VH]::huIgG1z 
 
<400>  794 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 



 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 



 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  795 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 25F8.1 (1-469)(F90Y,W133Y) VH]::huIgG1z 
 
<400>  795 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Tyr Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  



            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  



        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  796 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 22D1.1 VH]::huIgG1z 
 
<400>  796 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Arg Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 



 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 



 
Gly Lys  
    450  
 
 
<210>  797 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 22D1.1 VH]::huIgG1z 
 
<400>  797 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Arg Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  



        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  



    450  
 
 
<210>  798 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  hu anti-<huCDH19> 22D1.1 (1-469)(W133Y) VH]::huIgG1z 
 
<400>  798 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Arg Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Tyr Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 



 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 



 
<210>  799 
<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 22D1.1 (1-469)(W133Y) VH]::huIgG1z 
 
<400>  799 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Arg Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Tyr Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  



    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  800 



<211>  450 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 22D1.1 (1-469)(F90Y) VH]::huIgG1z 
 
<400>  800 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Arg Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 
Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 



 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  801 
<211>  446 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 4F7 VH]::huIgG1z 
 
<400>  801 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala  
        115                 120                 125              
 
 
Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu  
    130                 135                 140                  
 
 
Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly  
145                 150                 155                 160  
 
 
Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser  
                165                 170                 175      
 
 
Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu  
            180                 185                 190          
 
 
Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr  
        195                 200                 205              
 
 
Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr  
    210                 215                 220                  
 
 
Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe  



225                 230                 235                 240  
 
 
Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  
                245                 250                 255      
 
 
Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val  
            260                 265                 270          
 
 
Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  
        275                 280                 285              
 
 
Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val  
    290                 295                 300                  
 
 
Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  
305                 310                 315                 320  
 
 
Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser  
                325                 330                 335      
 
 
Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  
            340                 345                 350          
 
 
Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val  
        355                 360                 365              
 
 
Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  
    370                 375                 380                  
 
 
Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  
385                 390                 395                 400  
 
 
Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp  
                405                 410                 415      
 
 
Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  
            420                 425                 430          
 
 
Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        435                 440                 445      
 
 
<210>  802 
<211>  455 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 2G6 VH]::huIgG1z 
 
<400>  802 



 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr  
        115                 120                 125              
 
 
Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser  
    130                 135                 140                  
 
 
Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu  
145                 150                 155                 160  
 
 
Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His  
                165                 170                 175      
 
 
Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser  
            180                 185                 190          
 
 
Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys  
        195                 200                 205              
 
 
Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu  
    210                 215                 220                  
 
 
Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro  
225                 230                 235                 240  
 
 
Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys  
                245                 250                 255      
 



 
Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val  
            260                 265                 270          
 
 
Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp  
        275                 280                 285              
 
 
Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr  
    290                 295                 300                  
 
 
Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp  
305                 310                 315                 320  
 
 
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu  
                325                 330                 335      
 
 
Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg  
            340                 345                 350          
 
 
Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys  
        355                 360                 365              
 
 
Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp  
    370                 375                 380                  
 
 
Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys  
385                 390                 395                 400  
 
 
Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser  
                405                 410                 415      
 
 
Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser  
            420                 425                 430          
 
 
Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser  
        435                 440                 445              
 
 
Leu Ser Leu Ser Pro Gly Lys  
    450                 455  
 
 
<210>  803 
<211>  455 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 2G6 (1-477)(R17G,K94N) VH]::huIgG1z 
 
<400>  803 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  



1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr  
        115                 120                 125              
 
 
Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser  
    130                 135                 140                  
 
 
Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu  
145                 150                 155                 160  
 
 
Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His  
                165                 170                 175      
 
 
Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser  
            180                 185                 190          
 
 
Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys  
        195                 200                 205              
 
 
Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu  
    210                 215                 220                  
 
 
Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro  
225                 230                 235                 240  
 
 
Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys  
                245                 250                 255      
 
 
Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val  



            260                 265                 270          
 
 
Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp  
        275                 280                 285              
 
 
Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr  
    290                 295                 300                  
 
 
Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp  
305                 310                 315                 320  
 
 
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu  
                325                 330                 335      
 
 
Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg  
            340                 345                 350          
 
 
Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys  
        355                 360                 365              
 
 
Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp  
    370                 375                 380                  
 
 
Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys  
385                 390                 395                 400  
 
 
Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser  
                405                 410                 415      
 
 
Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser  
            420                 425                 430          
 
 
Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser  
        435                 440                 445              
 
 
Leu Ser Leu Ser Pro Gly Lys  
    450                 455  
 
 
<210>  804 
<211>  455 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 2G6 (1-477)(D61E,D72E) VH]::huIgG1z 
 
<400>  804 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 



 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr  
        115                 120                 125              
 
 
Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser  
    130                 135                 140                  
 
 
Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu  
145                 150                 155                 160  
 
 
Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His  
                165                 170                 175      
 
 
Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser  
            180                 185                 190          
 
 
Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys  
        195                 200                 205              
 
 
Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu  
    210                 215                 220                  
 
 
Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro  
225                 230                 235                 240  
 
 
Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys  
                245                 250                 255      
 
 
Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val  
            260                 265                 270          
 



 
Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp  
        275                 280                 285              
 
 
Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr  
    290                 295                 300                  
 
 
Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp  
305                 310                 315                 320  
 
 
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu  
                325                 330                 335      
 
 
Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg  
            340                 345                 350          
 
 
Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys  
        355                 360                 365              
 
 
Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp  
    370                 375                 380                  
 
 
Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys  
385                 390                 395                 400  
 
 
Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser  
                405                 410                 415      
 
 
Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser  
            420                 425                 430          
 
 
Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser  
        435                 440                 445              
 
 
Leu Ser Leu Ser Pro Gly Lys  
    450                 455  
 
 
<210>  805 
<211>  455 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  HC [hu anti-<huCDH19> 2G6 (1-477)(R17G) VH]::huIgG1z 
 
<400>  805 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  



            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr  
        115                 120                 125              
 
 
Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser  
    130                 135                 140                  
 
 
Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu  
145                 150                 155                 160  
 
 
Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His  
                165                 170                 175      
 
 
Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser  
            180                 185                 190          
 
 
Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys  
        195                 200                 205              
 
 
Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu  
    210                 215                 220                  
 
 
Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro  
225                 230                 235                 240  
 
 
Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys  
                245                 250                 255      
 
 
Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val  
            260                 265                 270          
 
 
Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp  



        275                 280                 285              
 
 
Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr  
    290                 295                 300                  
 
 
Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp  
305                 310                 315                 320  
 
 
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu  
                325                 330                 335      
 
 
Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg  
            340                 345                 350          
 
 
Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys  
        355                 360                 365              
 
 
Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp  
    370                 375                 380                  
 
 
Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys  
385                 390                 395                 400  
 
 
Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser  
                405                 410                 415      
 
 
Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser  
            420                 425                 430          
 
 
Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser  
        435                 440                 445              
 
 
Leu Ser Leu Ser Pro Gly Lys  
    450                 455  
 
 
<210>  806 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4F3 VL]::huKLC 
 
<400>  806 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 



 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  807 
<211>  217 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4A9 VL]::huLLC-C1 
 
<400>  807 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  



            20                  25                  30           
 
 
Tyr Ala Val His Trp Tyr Gln Gln Phe Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile Tyr Gly Asn Asn Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Arg  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110          
 
 
Gln Pro Lys Ala Asn Pro Thr Val Thr Leu Phe Pro Pro Ser Ser Glu  
        115                 120                 125              
 
 
Glu Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe  
    130                 135                 140                  
 
 
Tyr Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Gly Ser Pro Val  
145                 150                 155                 160  
 
 
Lys Ala Gly Val Glu Thr Thr Lys Pro Ser Lys Gln Ser Asn Asn Lys  
                165                 170                 175      
 
 
Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser  
            180                 185                 190          
 
 
His Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu  
        195                 200                 205              
 
 
Lys Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215          
 
 
<210>  808 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4B10 VL]::huKLC 
 
<400>  808 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 



 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Asn Thr  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr His Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Ala Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ser Asn Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  809 
<211>  215 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 17H8.2 VL]::huKLC 
 
<400>  809 
 
Asp Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  



1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ala Gly Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Ser Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Lys Ser Pro  
                85                  90                  95       
 
 
Ile Thr Phe Gly Gln Gly Thr Arg Leu Glu Met Lys Gly Thr Val Ala  
            100                 105                 110          
 
 
Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  
        115                 120                 125              
 
 
Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  
    130                 135                 140                  
 
 
Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  
145                 150                 155                 160  
 
 
Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  
                165                 170                 175      
 
 
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  
            180                 185                 190          
 
 
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  
        195                 200                 205              
 
 
Ser Phe Asn Arg Gly Glu Cys  
    210                 215  
 
 
<210>  810 
<211>  215 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 16C1.1 VL]::huKLC 
 
<400>  810 



 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr His Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 
 
Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala  
            100                 105                 110          
 
 
Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  
        115                 120                 125              
 
 
Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  
    130                 135                 140                  
 
 
Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  
145                 150                 155                 160  
 
 
Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  
                165                 170                 175      
 
 
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  
            180                 185                 190          
 
 
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  
        195                 200                 205              
 
 
Ser Phe Asn Arg Gly Glu Cys  
    210                 215  
 
 
<210>  811 
<211>  215 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 16A4.1 VL]::huKLC 



 
<400>  811 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Thr Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Pro  
                85                  90                  95       
 
 
Phe Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala  
            100                 105                 110          
 
 
Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  
        115                 120                 125              
 
 
Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  
    130                 135                 140                  
 
 
Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  
145                 150                 155                 160  
 
 
Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  
                165                 170                 175      
 
 
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  
            180                 185                 190          
 
 
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  
        195                 200                 205              
 
 
Ser Phe Asn Arg Gly Glu Cys  
    210                 215  
 
 
<210>  812 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  LC [hu anti-<huCDH19> 22G10.1 VL]::huKLC 
 
<400>  812 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Val Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  813 
<211>  216 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 20D3.1 VL]::huLLC-C2 
 
<400>  813 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  814 



<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 22D1.1 VL]::huLLC-C2 
 
<400>  814 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 



 
<210>  815 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 25F8.1 VL]::huLLC-C2 
 
<400>  815 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Arg Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  



    210                 215      
 
 
<210>  816 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 26F12.1 VL]::huLLC-C2 
 
<400>  816 
 
Gln Ser Val Leu Thr Gln Ser Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Lys Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Tyr Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 



 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  817 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 26D1.1 VL]::huLLC-C2 
 
<400>  817 
 
His Ser Val Leu Thr Gln Ser Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  



        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  818 
<211>  215 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 25G10.1 VL]::huKLC 
 
<400>  818 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr His Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 
 
Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala  
            100                 105                 110          
 
 
Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  
        115                 120                 125              
 
 
Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  
    130                 135                 140                  
 
 
Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  
145                 150                 155                 160  
 
 
Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  
                165                 170                 175      
 
 
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  
            180                 185                 190          
 



 
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  
        195                 200                 205              
 
 
Ser Phe Asn Arg Gly Glu Cys  
    210                 215  
 
 
<210>  819 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 19B5.1 VL]::huLLC-C2 
 
<400>  819 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Thr Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  



            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  820 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4A2 (1-236)(N30Q) VL]::huKLC 
 
<400>  820 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Arg Gln Ile Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Pro Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Thr Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Phe  
                85                  90                  95       
 
 
Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 



 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  821 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4A2 (1-236)(N30Q,T102A,P141Q) VL]::huKLC 
 
<400>  821 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Arg Gln Ile Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Pro Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Phe  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Asp Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  



                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  822 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4A2 (1-236)(N30Q,T102A) VL]::huKLC 
 
<400>  822 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Arg Gln Ile Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Pro Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Phe  
                85                  90                  95       
 
 
Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 



 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  823 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4A2 (1-236)(N30Q,T102A) VL]::huKLC 
 
<400>  823 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Arg Gln Ile Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Pro Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Phe  
                85                  90                  95       
 
 
Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  



145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  824 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4A2 (1-236)(N30Q,T102A,P141Q) VL]::huKLC 
 
<400>  824 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Arg Gln Ile Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Pro Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Phe  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Asp Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 



 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  825 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4A2 (1-236)(N30Q,T102A,P141Q) VL]::huKLC 
 
<400>  825 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Arg Gln Ile Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Pro Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Phe  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Asp Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  



    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  826 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4A2 (1-236)(R29Q,N30S) VL]::huKLC 
 
<400>  826 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Pro Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Thr Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Phe  
                85                  90                  95       
 
 
Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 



 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  827 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4F3 VL]::huKLC 
 
<400>  827 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  



        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  828 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4F3 VL]::huKLC 
 
<400>  828 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 



 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  829 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4F3 VL]::huKLC 
 
<400>  829 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  



            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  830 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4F3 VL]::huKLC 
 
<400>  830 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 



 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  831 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4F3 VL]::huKLC 
 
<400>  831 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  



                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  832 
<211>  212 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 2G6 (1-234)(C42S,D110E) VL]::huLLC-C1 
 
<400>  832 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 



 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Lys Ala Asn  
            100                 105                 110          
 
 
Pro Thr Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala Asn  
        115                 120                 125              
 
 
Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala Val  
    130                 135                 140                  
 
 
Thr Val Ala Trp Lys Ala Asp Gly Ser Pro Val Lys Ala Gly Val Glu  
145                 150                 155                 160  
 
 
Thr Thr Lys Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser Ser  
                165                 170                 175      
 
 
Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr Ser  
            180                 185                 190          
 
 
Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro  
        195                 200                 205              
 
 
Thr Glu Cys Ser  
    210          
 
 
<210>  833 
<211>  215 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 16C1.1 (1-235)(H105Y) VL]::huKLC 
 
<400>  833 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu  



65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 
 
Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala  
            100                 105                 110          
 
 
Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  
        115                 120                 125              
 
 
Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  
    130                 135                 140                  
 
 
Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  
145                 150                 155                 160  
 
 
Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  
                165                 170                 175      
 
 
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  
            180                 185                 190          
 
 
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  
        195                 200                 205              
 
 
Ser Phe Asn Arg Gly Glu Cys  
    210                 215  
 
 
<210>  834 
<211>  215 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 16C1.1 (1-235)(H105Y) VL]::huKLC 
 
<400>  834 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 



 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 
 
Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala  
            100                 105                 110          
 
 
Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  
        115                 120                 125              
 
 
Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  
    130                 135                 140                  
 
 
Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  
145                 150                 155                 160  
 
 
Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  
                165                 170                 175      
 
 
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  
            180                 185                 190          
 
 
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  
        195                 200                 205              
 
 
Ser Phe Asn Arg Gly Glu Cys  
    210                 215  
 
 
<210>  835 
<211>  215 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 16C1.1 (1-235)(H105Y) VL]::huKLC 
 
<400>  835 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  



    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 
 
Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala  
            100                 105                 110          
 
 
Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  
        115                 120                 125              
 
 
Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  
    130                 135                 140                  
 
 
Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  
145                 150                 155                 160  
 
 
Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  
                165                 170                 175      
 
 
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  
            180                 185                 190          
 
 
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  
        195                 200                 205              
 
 
Ser Phe Asn Arg Gly Glu Cys  
    210                 215  
 
 
<210>  836 
<211>  215 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 16C1.1 (1-235)(H105Y) VL]::huKLC 
 
<400>  836 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 



 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 
 
Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala  
            100                 105                 110          
 
 
Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  
        115                 120                 125              
 
 
Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  
    130                 135                 140                  
 
 
Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  
145                 150                 155                 160  
 
 
Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  
                165                 170                 175      
 
 
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  
            180                 185                 190          
 
 
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  
        195                 200                 205              
 
 
Ser Phe Asn Arg Gly Glu Cys  
    210                 215  
 
 
<210>  837 
<211>  215 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 16C1.1 (1-235)(G95R,H105Y,G141Q) VL]::huKLC 
 
<400>  837 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  



        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 
 
Leu Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala  
            100                 105                 110          
 
 
Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  
        115                 120                 125              
 
 
Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  
    130                 135                 140                  
 
 
Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  
145                 150                 155                 160  
 
 
Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  
                165                 170                 175      
 
 
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  
            180                 185                 190          
 
 
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  
        195                 200                 205              
 
 
Ser Phe Asn Arg Gly Glu Cys  
    210                 215  
 
 
<210>  838 
<211>  215 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 17H8.2 (1-235)(G149R) VL]::huKLC 
 
<400>  838 
 
Asp Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ala Gly Ser  
            20                  25                  30           
 



 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Ser Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Lys Ser Pro  
                85                  90                  95       
 
 
Ile Thr Phe Gly Gln Gly Thr Arg Leu Glu Met Lys Arg Thr Val Ala  
            100                 105                 110          
 
 
Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  
        115                 120                 125              
 
 
Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  
    130                 135                 140                  
 
 
Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  
145                 150                 155                 160  
 
 
Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  
                165                 170                 175      
 
 
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  
            180                 185                 190          
 
 
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  
        195                 200                 205              
 
 
Ser Phe Asn Arg Gly Glu Cys  
    210                 215  
 
 
<210>  839 
<211>  215 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 17H8.2 (1-235)(G149R) VL]::huKLC 
 
<400>  839 
 
Asp Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ala Gly Ser  



            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Ser Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Lys Ser Pro  
                85                  90                  95       
 
 
Ile Thr Phe Gly Gln Gly Thr Arg Leu Glu Met Lys Arg Thr Val Ala  
            100                 105                 110          
 
 
Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  
        115                 120                 125              
 
 
Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  
    130                 135                 140                  
 
 
Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  
145                 150                 155                 160  
 
 
Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  
                165                 170                 175      
 
 
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  
            180                 185                 190          
 
 
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  
        195                 200                 205              
 
 
Ser Phe Asn Arg Gly Glu Cys  
    210                 215  
 
 
<210>  840 
<211>  215 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 17H8.2 (1-235)(G149R) VL]::huKLC 
 
<400>  840 
 
Asp Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 



 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ala Gly Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Ser Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Lys Ser Pro  
                85                  90                  95       
 
 
Ile Thr Phe Gly Gln Gly Thr Arg Leu Glu Met Lys Arg Thr Val Ala  
            100                 105                 110          
 
 
Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  
        115                 120                 125              
 
 
Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  
    130                 135                 140                  
 
 
Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  
145                 150                 155                 160  
 
 
Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  
                165                 170                 175      
 
 
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  
            180                 185                 190          
 
 
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  
        195                 200                 205              
 
 
Ser Phe Asn Arg Gly Glu Cys  
    210                 215  
 
 
<210>  841 
<211>  215 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 17H8.2 (1-235)(S57Y,G149R) VL]::huKLC 
 
<400>  841 
 
Asp Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  



1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ala Gly Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Lys Ser Pro  
                85                  90                  95       
 
 
Ile Thr Phe Gly Gln Gly Thr Arg Leu Glu Met Lys Arg Thr Val Ala  
            100                 105                 110          
 
 
Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  
        115                 120                 125              
 
 
Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  
    130                 135                 140                  
 
 
Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  
145                 150                 155                 160  
 
 
Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  
                165                 170                 175      
 
 
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  
            180                 185                 190          
 
 
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  
        195                 200                 205              
 
 
Ser Phe Asn Arg Gly Glu Cys  
    210                 215  
 
 
<210>  842 
<211>  217 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4F7 (1-239)(H57Y) VL]::huLLC-C2 
 
<400>  842 



 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile Tyr Gly Asn Ser Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Ser  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr Val Leu Gly  
            100                 105                 110          
 
 
Gln Pro Lys Ala Asn Pro Thr Val Thr Leu Phe Pro Pro Ser Ser Glu  
        115                 120                 125              
 
 
Glu Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe  
    130                 135                 140                  
 
 
Tyr Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Gly Ser Pro Val  
145                 150                 155                 160  
 
 
Lys Ala Gly Val Glu Thr Thr Lys Pro Ser Lys Gln Ser Asn Asn Lys  
                165                 170                 175      
 
 
Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser  
            180                 185                 190          
 
 
His Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu  
        195                 200                 205              
 
 
Lys Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215          
 
 
<210>  843 
<211>  217 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4F7 (1-239)(H57Y,D110E) VL]::huLLC-C2 



 
<400>  843 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile Tyr Gly Asn Ser Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Glu Ser Ser  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr Val Leu Gly  
            100                 105                 110          
 
 
Gln Pro Lys Ala Asn Pro Thr Val Thr Leu Phe Pro Pro Ser Ser Glu  
        115                 120                 125              
 
 
Glu Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe  
    130                 135                 140                  
 
 
Tyr Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Gly Ser Pro Val  
145                 150                 155                 160  
 
 
Lys Ala Gly Val Glu Thr Thr Lys Pro Ser Lys Gln Ser Asn Asn Lys  
                165                 170                 175      
 
 
Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser  
            180                 185                 190          
 
 
His Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu  
        195                 200                 205              
 
 
Lys Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215          
 
 
<210>  844 
<211>  217 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  LC [hu anti-<huCDH19> 4F7 (1-239)(D110E) VL]::huLLC-C2 
 
<400>  844 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile His Gly Asn Ser Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Glu Ser Ser  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr Val Leu Gly  
            100                 105                 110          
 
 
Gln Pro Lys Ala Asn Pro Thr Val Thr Leu Phe Pro Pro Ser Ser Glu  
        115                 120                 125              
 
 
Glu Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe  
    130                 135                 140                  
 
 
Tyr Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Gly Ser Pro Val  
145                 150                 155                 160  
 
 
Lys Ala Gly Val Glu Thr Thr Lys Pro Ser Lys Gln Ser Asn Asn Lys  
                165                 170                 175      
 
 
Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser  
            180                 185                 190          
 
 
His Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu  
        195                 200                 205              
 
 
Lys Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215          
 
 
<210>  845 
<211>  214 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4B10 (1-236)(H45Q,A90T) VL]::huKLC 
 
<400>  845 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Asn Thr  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ser Asn Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  846 



<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4B10 (1-236)(H45Q,A90T) VL]::huKLC 
 
<400>  846 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Asn Thr  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ser Asn Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 



 
<210>  847 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4B10 (1-236)(H45Q,A90T) VL]::huKLC 
 
<400>  847 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Asn Thr  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ser Asn Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  



    210                  
 
 
<210>  848 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4B10 (1-236)(H45Q,A90T) VL]::huKLC 
 
<400>  848 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Asn Thr  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ser Asn Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 



 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  849 
<211>  217 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4A9 (1-239)(F47L) VL]::huLLC-C1 
 
<400>  849 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Ala Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile Tyr Gly Asn Asn Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Arg  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110          
 
 
Gln Pro Lys Ala Asn Pro Thr Val Thr Leu Phe Pro Pro Ser Ser Glu  
        115                 120                 125              
 
 
Glu Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe  
    130                 135                 140                  
 
 
Tyr Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Gly Ser Pro Val  
145                 150                 155                 160  
 
 
Lys Ala Gly Val Glu Thr Thr Lys Pro Ser Lys Gln Ser Asn Asn Lys  
                165                 170                 175      
 
 
Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser  
            180                 185                 190          
 
 
His Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu  



        195                 200                 205              
 
 
Lys Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215          
 
 
<210>  850 
<211>  217 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4A9 (1-239)(F47L) VL]::huLLC-C1 
 
<400>  850 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Ala Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile Tyr Gly Asn Asn Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Arg  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110          
 
 
Gln Pro Lys Ala Asn Pro Thr Val Thr Leu Phe Pro Pro Ser Ser Glu  
        115                 120                 125              
 
 
Glu Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe  
    130                 135                 140                  
 
 
Tyr Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Gly Ser Pro Val  
145                 150                 155                 160  
 
 
Lys Ala Gly Val Glu Thr Thr Lys Pro Ser Lys Gln Ser Asn Asn Lys  
                165                 170                 175      
 
 
Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser  
            180                 185                 190          
 



 
His Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu  
        195                 200                 205              
 
 
Lys Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215          
 
 
<210>  851 
<211>  217 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4A9 (1-239)(F47L,D110E) VL]::huLLC-C1 
 
<400>  851 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Ala Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile Tyr Gly Asn Asn Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Glu Ser Arg  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110          
 
 
Gln Pro Lys Ala Asn Pro Thr Val Thr Leu Phe Pro Pro Ser Ser Glu  
        115                 120                 125              
 
 
Glu Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe  
    130                 135                 140                  
 
 
Tyr Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Gly Ser Pro Val  
145                 150                 155                 160  
 
 
Lys Ala Gly Val Glu Thr Thr Lys Pro Ser Lys Gln Ser Asn Asn Lys  
                165                 170                 175      
 
 
Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser  



            180                 185                 190          
 
 
His Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu  
        195                 200                 205              
 
 
Lys Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215          
 
 
<210>  852 
<211>  217 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4A9 (1-239)(F47L,D110E) VL]::huLLC-C1 
 
<400>  852 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Ala Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile Tyr Gly Asn Asn Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Glu Ser Arg  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110          
 
 
Gln Pro Lys Ala Asn Pro Thr Val Thr Leu Phe Pro Pro Ser Ser Glu  
        115                 120                 125              
 
 
Glu Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe  
    130                 135                 140                  
 
 
Tyr Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Gly Ser Pro Val  
145                 150                 155                 160  
 
 
Lys Ala Gly Val Glu Thr Thr Lys Pro Ser Lys Gln Ser Asn Asn Lys  
                165                 170                 175      
 



 
Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser  
            180                 185                 190          
 
 
His Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu  
        195                 200                 205              
 
 
Lys Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215          
 
 
<210>  853 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 20D3.1 (1-235)(S102A) VL]::huLLC-C2 
 
<400>  853 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  



                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  854 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 20D3.1 (1-235)(K45Q,S102A) VL]::huLLC-C2 
 
<400>  854 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 



 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  855 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 20D3.1 (1-235)(K45Q,S102A) VL]::huLLC-C2 
 
<400>  855 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  



145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  856 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 20D3.1 (1-235)(K45Q,S102A,D111E,N135Q)  
       VL]::huLLC-C2 
 
<400>  856 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Glu Ser Leu  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  



 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  857 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 20D3.1 (1-235)(W109Y) VL]::huLLC-C2 
 
<400>  857 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Thr Tyr Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 



Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  858 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 22G10.1 VL]::huKLC 
 
<400>  858 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Val Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              



 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  859 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 22G10.1 VL]::huKLC 
 
<400>  859 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Val Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 



Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  860 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 22G10.1 (1-234)(Q97E,S98P) VL]::huKLC 
 
<400>  860 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Val Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          



 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  861 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 22G10.1 (1-234)(V78F,Q97E,S98P) VL]::huKLC 
 
<400>  861 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 



Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  862 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 22G10.1 (1-234)(V78F,Q97E,S98P) VL]::huKLC 
 
<400>  862 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       



 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  863 
<211>  214 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 22G10.1 VL]::huKLC 
 
<400>  863 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Val Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser  
65                  70                  75                  80   
 
 



Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  864 
<211>  215 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 16A4.1 (1-235)(G141Q) VL]::huKLC 
 
<400>  864 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Thr Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   



 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Pro  
                85                  90                  95       
 
 
Phe Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala  
            100                 105                 110          
 
 
Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  
        115                 120                 125              
 
 
Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  
    130                 135                 140                  
 
 
Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  
145                 150                 155                 160  
 
 
Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  
                165                 170                 175      
 
 
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  
            180                 185                 190          
 
 
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  
        195                 200                 205              
 
 
Ser Phe Asn Arg Gly Glu Cys  
    210                 215  
 
 
<210>  865 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 19B5.1 (1-235)(K45Q,S102A) VL]::huLLC-C2 
 
<400>  865 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Thr Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 



Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  866 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 19B5.1 (1-235)(K45Q,S102A) VL]::huLLC-C2 
 
<400>  866 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Thr Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   



 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  867 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 19B5.1 (1-235)(T11V,K45Q,S102A)  
       VL]::huLLC-C2 
 
<400>  867 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Val Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 



 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  868 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 19B5.1 (1-235)(T11V,K45Q,S102A,D111E,N135Q) 
       VL]::huLLC-C2 
 
<400>  868 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Val Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 



Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Glu Ser Met  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  869 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 19B5.1  
       (1-235)(T11V,K45Q,S102A,W109Y,D111E,N135Q) VL]::huLLC-C2 
 
<400>  869 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Val Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  



            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Tyr Asp Glu Ser Met  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  870 
<211>  212 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 23A10.3 (1-231)(C42S) VL]::huLLC-C2 
 
<400>  870 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 



 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Asn Lys Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Lys Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala Asn  
        115                 120                 125              
 
 
Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala Val  
    130                 135                 140                  
 
 
Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly Val Glu  
145                 150                 155                 160  
 
 
Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser Ser  
                165                 170                 175      
 
 
Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr Ser  
            180                 185                 190          
 
 
Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro  
        195                 200                 205              
 
 
Thr Glu Cys Ser  
    210          
 
 
<210>  871 
<211>  212 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 23A10.3 (1-231)(C42S) VL]::huLLC-C2 
 
<400>  871 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  



1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Asn Lys Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Lys Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala Asn  
        115                 120                 125              
 
 
Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala Val  
    130                 135                 140                  
 
 
Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly Val Glu  
145                 150                 155                 160  
 
 
Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser Ser  
                165                 170                 175      
 
 
Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr Ser  
            180                 185                 190          
 
 
Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro  
        195                 200                 205              
 
 
Thr Glu Cys Ser  
    210          
 
 
<210>  872 
<211>  212 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 23A10.3 (1-231)(C42S,D110E) VL]::huLLC-C2 
 
<400>  872 



 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Asn Lys Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Lys Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala Asn  
        115                 120                 125              
 
 
Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala Val  
    130                 135                 140                  
 
 
Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly Val Glu  
145                 150                 155                 160  
 
 
Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser Ser  
                165                 170                 175      
 
 
Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr Ser  
            180                 185                 190          
 
 
Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro  
        195                 200                 205              
 
 
Thr Glu Cys Ser  
    210          
 
 
<210>  873 
<211>  212 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 23A10.3 (1-231)(C42Y) VL]::huLLC-C2 



 
<400>  873 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val  
            20                  25                  30           
 
 
Tyr Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Asn Lys Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Lys Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala Asn  
        115                 120                 125              
 
 
Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala Val  
    130                 135                 140                  
 
 
Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly Val Glu  
145                 150                 155                 160  
 
 
Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser Ser  
                165                 170                 175      
 
 
Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr Ser  
            180                 185                 190          
 
 
Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro  
        195                 200                 205              
 
 
Thr Glu Cys Ser  
    210          
 
 
<210>  874 
<211>  215 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  LC [hu anti-<huCDH19> 25G10.1 (1-235)(H105Y) VL]::huKLC 
 
<400>  874 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 
 
Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala  
            100                 105                 110          
 
 
Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  
        115                 120                 125              
 
 
Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  
    130                 135                 140                  
 
 
Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  
145                 150                 155                 160  
 
 
Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  
                165                 170                 175      
 
 
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  
            180                 185                 190          
 
 
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  
        195                 200                 205              
 
 
Ser Phe Asn Arg Gly Glu Cys  
    210                 215  
 
 
<210>  875 
<211>  215 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 25G10.1 (1-235)(H105Y) VL]::huKLC 
 
<400>  875 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 
 
Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala  
            100                 105                 110          
 
 
Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser  
        115                 120                 125              
 
 
Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu  
    130                 135                 140                  
 
 
Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser  
145                 150                 155                 160  
 
 
Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu  
                165                 170                 175      
 
 
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val  
            180                 185                 190          
 
 
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys  
        195                 200                 205              
 
 
Ser Phe Asn Arg Gly Glu Cys  
    210                 215  
 
 
<210>  876 



<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 26D1.1 (1-235)(S7P) VL]::huLLC-C2 
 
<400>  876 
 
His Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 



 
<210>  877 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 26D1.1 (1-235)(H1Q,S7P) VL]::huLLC-C2 
 
<400>  877 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  



    210                 215      
 
 
<210>  878 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 26D1.1 (1-235)(H1Q,S7P,W109Y) VL]::huLLC-C2 
 
<400>  878 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Tyr Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 



 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  879 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 26D1.1 (1-235)(H1Q,S7P,W109Y,D111E,N135Q)  
       VL]::huLLC-C2 
 
<400>  879 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Tyr Asp Glu Ser Leu  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 



Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  880 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 26D1.1 (1-235)(H1Q,S7P,W109Y,D111E,N135Q)  
       VL]::huLLC-C2 
 
<400>  880 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Tyr Asp Glu Ser Leu  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  



            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  881 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 26D1.1 (1-235)(H1Q,S7P) VL]::huLLC-C2 
 
<400>  881 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 



 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  882 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 26F12.1 (1-235)(S7P) VL]::huLLC-C2 
 
<400>  882 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Lys Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Tyr Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  



                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  883 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 26F12.1 (1-235)(S7P,D111E) VL]::huLLC-C2 
 
<400>  883 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Lys Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Tyr Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Glu Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 



 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  884 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 26F12.1 (1-235)(S7P,D111E) VL]::huLLC-C2 
 
<400>  884 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Lys Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Tyr Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Glu Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  



145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  885 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 26F12.1 (1-235)(S7P,W109Y,D111E,N135Q)  
       VL]::huLLC-C2 
 
<400>  885 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Lys Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Tyr Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Tyr Asp Glu Ser Leu  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  



 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  886 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 25F8.1 (1-235)(K45Q) VL]::huLLC-C2 
 
<400>  886 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Arg Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 



Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  887 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 25F8.1 (1-235)(K45Q,S102A) VL]::huLLC-C2 
 
<400>  887 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Arg Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              



 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  888 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 25F8.1 (1-235)(K45Q,S102A) VL]::huLLC-C2 
 
<400>  888 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Arg Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 



Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  889 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 25F8.1 (1-235)(K45Q,S102A,D111E)  
       VL]::huLLC-C2 
 
<400>  889 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Arg Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Glu Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  



            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  890 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 25F8.1 (1-235)(K45Q,S102A,D111E,N135Q)  
       VL]::huLLC-C2 
 
<400>  890 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Arg Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Glu Ser Leu  
                85                  90                  95       



 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  891 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 22D1.1 (1-235)(K45Q,S102A) VL]::huLLC-C2 
 
<400>  891 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 



Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  892 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 22D1.1 (1-235)(K45Q,S102A,D111E,N135Q)  
       VL]::huLLC-C2 
 
<400>  892 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  



65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Glu Ser Met  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  893 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 22D1.1  
       (1-235)(K45Q,S102A,W109Y,D111E,N135Q) VL]::huLLC-C2 
 
<400>  893 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   



 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Tyr Asp Glu Ser Met  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  894 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 22D1.1 (1-235)(K45Q,S102A,W109Y)  
       VL]::huLLC-C2 
 
<400>  894 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 



 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Tyr Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  895 
<211>  216 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  [hu anti-<huCDH19> 22D1.1 (1-235)(K45Q,S102A) VL]::huLLC-C2 
 
<400>  895 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  



        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln  
            100                 105                 110          
 
 
Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu  
        115                 120                 125              
 
 
Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr  
    130                 135                 140                  
 
 
Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys  
145                 150                 155                 160  
 
 
Ala Gly Val Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
                165                 170                 175      
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
            180                 185                 190          
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
        195                 200                 205              
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215      
 
 
<210>  896 
<211>  217 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 4F7 VL]::huLLC-C1 
 
<400>  896 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 



 
Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile His Gly Asn Ser Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Ser  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr Val Leu Gly  
            100                 105                 110          
 
 
Gln Pro Lys Ala Asn Pro Thr Val Thr Leu Phe Pro Pro Ser Ser Glu  
        115                 120                 125              
 
 
Glu Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe  
    130                 135                 140                  
 
 
Tyr Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Gly Ser Pro Val  
145                 150                 155                 160  
 
 
Lys Ala Gly Val Glu Thr Thr Lys Pro Ser Lys Gln Ser Asn Asn Lys  
                165                 170                 175      
 
 
Tyr Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser  
            180                 185                 190          
 
 
His Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu  
        195                 200                 205              
 
 
Lys Thr Val Ala Pro Thr Glu Cys Ser  
    210                 215          
 
 
<210>  897 
<211>  212 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 2G6 (1-234)(D110E) VL]::huLLC-C1 
 
<400>  897 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  



            20                  25                  30           
 
 
Cys Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Lys Ala Asn  
            100                 105                 110          
 
 
Pro Thr Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala Asn  
        115                 120                 125              
 
 
Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala Val  
    130                 135                 140                  
 
 
Thr Val Ala Trp Lys Ala Asp Gly Ser Pro Val Lys Ala Gly Val Glu  
145                 150                 155                 160  
 
 
Thr Thr Lys Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser Ser  
                165                 170                 175      
 
 
Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr Ser  
            180                 185                 190          
 
 
Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro  
        195                 200                 205              
 
 
Thr Glu Cys Ser  
    210          
 
 
<210>  898 
<211>  212 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 2G6 (1-234)(C42S,D110E) VL]::huLLC-C1 
 
<400>  898 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 



 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Lys Ala Asn  
            100                 105                 110          
 
 
Pro Thr Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala Asn  
        115                 120                 125              
 
 
Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala Val  
    130                 135                 140                  
 
 
Thr Val Ala Trp Lys Ala Asp Gly Ser Pro Val Lys Ala Gly Val Glu  
145                 150                 155                 160  
 
 
Thr Thr Lys Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser Ser  
                165                 170                 175      
 
 
Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr Ser  
            180                 185                 190          
 
 
Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro  
        195                 200                 205              
 
 
Thr Glu Cys Ser  
    210          
 
 
<210>  899 
<211>  212 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 2G6 (1-234)(C42S,D110E) VL]::huLLC-C1 
 
<400>  899 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  



1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Lys Ala Asn  
            100                 105                 110          
 
 
Pro Thr Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala Asn  
        115                 120                 125              
 
 
Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala Val  
    130                 135                 140                  
 
 
Thr Val Ala Trp Lys Ala Asp Gly Ser Pro Val Lys Ala Gly Val Glu  
145                 150                 155                 160  
 
 
Thr Thr Lys Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser Ser  
                165                 170                 175      
 
 
Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr Ser  
            180                 185                 190          
 
 
Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro  
        195                 200                 205              
 
 
Thr Glu Cys Ser  
    210          
 
 
<210>  900 
<211>  212 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  LC [hu anti-<huCDH19> 23A10.3 (1-231)(C42S) VL]::huLLC-C2 
 
<400>  900 



 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Asn Lys Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Lys Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala Asn  
        115                 120                 125              
 
 
Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala Val  
    130                 135                 140                  
 
 
Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly Val Glu  
145                 150                 155                 160  
 
 
Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser Ser  
                165                 170                 175      
 
 
Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr Ser  
            180                 185                 190          
 
 
Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala Pro  
        195                 200                 205              
 
 
Thr Glu Cys Ser  
    210          
 
 
<210>  901 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  14039, 14303 - CDR-H2 



 
<400>  901 
 
Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val Lys  
1               5                   10                  15       
 
 
Asp  
     
 
 
<210>  902 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  14027 - CDR-H3 
 
<400>  902 
 
Glu Gly Ser Ser Gly Trp Tyr Phe Gln Tyr  
1               5                   10   
 
 
<210>  903 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 
 
<400>  903 
 
Glu Gly Ser Ser Gly Tyr Tyr Phe Gln Tyr  
1               5                   10   
 
 
<210>  904 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  14059 - CDR-H3 
 
<400>  904 
 
Asn Tyr Ala Phe His Phe Asp Phe  
1               5                
 
 
<210>  905 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 
 
<400>  905 
 
Val Ile Ser Tyr Glu Gly Thr Asn Glu Tyr Tyr Ala Glu Ser Val Lys  



1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  906 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 
 
<400>  906 
 
Glu Arg Tyr Phe Asp Tyr Ser Phe Asp Tyr  
1               5                   10   
 
 
<210>  907 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 
 
<400>  907 
 
Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val Arg  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  908 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 
 
<400>  908 
 
Glu Thr Gly Glu Gly Tyr Tyr Phe Asp Leu  
1               5                   10   
 
 
<210>  909 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 
 
<400>  909 
 
Asn Tyr Ala Phe His Phe Asp Tyr  



1               5                
 
 
<210>  910 
<211>  14 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 
 
<400>  910 
 
Glu Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile  
1               5                   10                   
 
 
<210>  911 
<211>  14 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 
 
<400>  911 
 
Glu Ser Arg Tyr Arg Ser Gly Tyr Tyr Asp Ala Phe Asp Ile  
1               5                   10                   
 
 
<210>  912 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 
 
<400>  912 
 
Glu Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro  
1               5                   10           
 
 
<210>  913 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 
 
<400>  913 
 
Asp Gly Ser Ser Gly Tyr Tyr Arg Tyr Phe Asp Pro  
1               5                   10           
 
 
<210>  914 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  CDR-H2 
 
<400>  914 
 
Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Glu Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  915 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 
 
<400>  915 
 
Gly Gly Ile Gln Leu Tyr Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  916 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 
 
<400>  916 
 
Gly Gly Ile Gln Leu Tyr Leu His Leu Asp Tyr  
1               5                   10       
 
 
<210>  917 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 
 
<400>  917 
 
Gly Gly Ile Gln Leu Tyr Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  918 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 
 
<400>  918 



 
Gly Gly Ile Gln Leu Tyr Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  919 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 
 
<400>  919 
 
Gly Gly Ile Lys Leu Tyr Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  920 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 
 
<400>  920 
 
Glu Gly Ser Ser Gly Tyr Tyr Arg Tyr Phe Asp Pro  
1               5                   10           
 
 
<210>  921 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 
 
<400>  921 
 
Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  922 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 
 
<400>  922 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser  
1               5                   10       
 



 
<210>  923 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 
 
<400>  923 
 
Gln Ala Trp Glu Ser Ser Thr Val Val  
1               5                    
 
 
<210>  924 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 
 
<400>  924 
 
Arg Ala Ser Arg Gln Ile Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  925 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 
 
<400>  925 
 
Arg Ala Ser Gln Ser Ile Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  926 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 
 
<400>  926 
 
Gln Ser Tyr Glu Ser Arg Leu Ser Gly Trp Val  
1               5                   10       
 
 
<210>  927 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 



 
<400>  927 
 
Gln Ser Tyr Glu Ser Ser Leu Ser Gly Trp Val  
1               5                   10       
 
 
<210>  928 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 
 
<400>  928 
 
Ala Thr Trp Asp Glu Ser Leu Gln Gly Trp Val  
1               5                   10       
 
 
<210>  929 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 
 
<400>  929 
 
Ala Thr Tyr Asp Asp Ser Leu Asn Gly Trp Val  
1               5                   10       
 
 
<210>  930 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 
 
<400>  930 
 
Ala Thr Trp Asp Glu Ser Met Gln Gly Trp Val  
1               5                   10       
 
 
<210>  931 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 
 
<400>  931 
 
Ala Thr Tyr Asp Glu Ser Met Gln Gly Trp Val  
1               5                   10       
 
 
<210>  932 



<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 
 
<400>  932 
 
Ala Thr Tyr Asp Asp Ser Met Asn Gly Trp Val  
1               5                   10       
 
 
<210>  933 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 
 
<400>  933 
 
Ala Ala Trp Asp Glu Ser Leu Asn Gly Trp Val  
1               5                   10       
 
 
<210>  934 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 
 
<400>  934 
 
Ala Ala Trp Asp Glu Ser Leu Gln Gly Trp Val  
1               5                   10       
 
 
<210>  935 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 
 
<400>  935 
 
Ala Val Trp Asp Glu Ser Leu Asn Gly Trp Val  
1               5                   10       
 
 
<210>  936 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 
 
<400>  936 



 
Ala Val Tyr Asp Glu Ser Leu Gln Gly Trp Val  
1               5                   10       
 
 
<210>  937 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 
 
<400>  937 
 
Ala Val Tyr Asp Asp Ser Leu Asn Gly Trp Val  
1               5                   10       
 
 
<210>  938 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 
 
<400>  938 
 
Ala Val Tyr Asp Glu Ser Leu Gln Gly Trp Val  
1               5                   10       
 
 
<210>  939 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 
 
<400>  939 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser  
1               5                   10       
 
 
<210>  940 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 
 
<400>  940 
 
Gln Ala Trp Glu Ser Ser Thr Val Val  
1               5                    
 
 
<210>  941 
<211>  11 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  CDR-L1 
 
<400>  941 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Tyr  
1               5                   10       
 
 
<210>  942 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 
 
<400>  942 
 
Ala Thr Trp Asp Glu Ser Met Gln Gly Trp Val  
1               5                   10       
 
 
<210>  943 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 
 
<400>  943 
 
Ala Thr Tyr Asp Glu Ser Met Gln Gly Trp Val  
1               5                   10       
 
 
<210>  944 
<211>  772 
<212>  БЕЛОК 
<213>  human 
 
<400>  944 
 
Met Asn Cys Tyr Leu Leu Leu Arg Phe Met Leu Gly Ile Pro Leu Leu  
1               5                   10                  15       
 
 
Trp Pro Cys Leu Gly Ala Thr Glu Asn Ser Gln Thr Lys Lys Val Lys  
            20                  25                  30           
 
 
Gln Pro Val Arg Ser His Leu Arg Val Lys Arg Gly Trp Val Trp Asn  
        35                  40                  45               
 
 
Gln Phe Phe Val Pro Glu Glu Met Asn Thr Thr Ser His His Ile Gly  
    50                  55                  60                   
 
 
Gln Leu Arg Ser Asp Leu Asp Asn Gly Asn Asn Ser Phe Gln Tyr Lys  
65                  70                  75                  80   



 
 
Leu Leu Gly Ala Gly Ala Gly Ser Thr Phe Ile Ile Asp Glu Arg Thr  
                85                  90                  95       
 
 
Gly Asp Ile Tyr Ala Ile Gln Lys Leu Asp Arg Glu Glu Arg Ser Leu  
            100                 105                 110          
 
 
Tyr Ile Leu Arg Ala Gln Val Ile Asp Ile Ala Thr Gly Arg Ala Val  
        115                 120                 125              
 
 
Glu Pro Glu Ser Glu Phe Val Ile Lys Val Ser Asp Ile Asn Asp Asn  
    130                 135                 140                  
 
 
Glu Pro Lys Phe Leu Asp Glu Pro Tyr Glu Ala Ile Val Pro Glu Met  
145                 150                 155                 160  
 
 
Ser Pro Glu Gly Thr Leu Val Ile Gln Val Thr Ala Ser Asp Ala Asp  
                165                 170                 175      
 
 
Asp Pro Ser Ser Gly Asn Asn Ala Arg Leu Leu Tyr Ser Leu Leu Gln  
            180                 185                 190          
 
 
Gly Gln Pro Tyr Phe Ser Val Glu Pro Thr Thr Gly Val Ile Arg Ile  
        195                 200                 205              
 
 
Ser Ser Lys Met Asp Arg Glu Leu Gln Asp Glu Tyr Trp Val Ile Ile  
    210                 215                 220                  
 
 
Gln Ala Lys Asp Met Ile Gly Gln Pro Gly Ala Leu Ser Gly Thr Thr  
225                 230                 235                 240  
 
 
Ser Val Leu Ile Lys Leu Ser Asp Val Asn Asp Asn Lys Pro Ile Phe  
                245                 250                 255      
 
 
Lys Glu Ser Leu Tyr Arg Leu Thr Val Ser Glu Ser Ala Pro Thr Gly  
            260                 265                 270          
 
 
Thr Ser Ile Gly Thr Ile Met Ala Tyr Asp Asn Asp Ile Gly Glu Asn  
        275                 280                 285              
 
 
Ala Glu Met Asp Tyr Ser Ile Glu Glu Asp Asp Ser Gln Thr Phe Asp  
    290                 295                 300                  
 
 
Ile Ile Thr Asn His Glu Thr Gln Glu Gly Ile Val Ile Leu Lys Lys  
305                 310                 315                 320  
 
 
Lys Val Asp Phe Glu His Gln Asn His Tyr Gly Ile Arg Ala Lys Val  
                325                 330                 335      



 
 
Lys Asn His His Val Pro Glu Gln Leu Met Lys Tyr His Thr Glu Ala  
            340                 345                 350          
 
 
Ser Thr Thr Phe Ile Lys Ile Gln Val Glu Asp Val Asp Glu Pro Pro  
        355                 360                 365              
 
 
Leu Phe Leu Leu Pro Tyr Tyr Val Phe Glu Val Phe Glu Glu Thr Pro  
    370                 375                 380                  
 
 
Gln Gly Ser Phe Val Gly Val Val Ser Ala Thr Asp Pro Asp Asn Arg  
385                 390                 395                 400  
 
 
Lys Ser Pro Ile Arg Tyr Ser Ile Thr Arg Ser Lys Val Phe Asn Ile  
                405                 410                 415      
 
 
Asn Asp Asn Gly Thr Ile Thr Thr Ser Asn Ser Leu Asp Arg Glu Ile  
            420                 425                 430          
 
 
Ser Ala Trp Tyr Asn Leu Ser Ile Thr Ala Thr Glu Lys Tyr Asn Ile  
        435                 440                 445              
 
 
Glu Gln Ile Ser Ser Ile Pro Leu Tyr Val Gln Val Leu Asn Ile Asn  
    450                 455                 460                  
 
 
Asp His Ala Pro Glu Phe Ser Gln Tyr Tyr Glu Thr Tyr Val Cys Glu  
465                 470                 475                 480  
 
 
Asn Ala Gly Ser Gly Gln Val Ile Gln Thr Ile Ser Ala Val Asp Arg  
                485                 490                 495      
 
 
Asp Glu Ser Ile Glu Glu His His Phe Tyr Phe Asn Leu Ser Val Glu  
            500                 505                 510          
 
 
Asp Thr Asn Asn Ser Ser Phe Thr Ile Ile Asp Asn Gln Asp Asn Thr  
        515                 520                 525              
 
 
Ala Val Ile Leu Thr Asn Arg Thr Gly Phe Asn Leu Gln Glu Glu Pro  
    530                 535                 540                  
 
 
Val Phe Tyr Ile Ser Ile Leu Ile Ala Asp Asn Gly Ile Pro Ser Leu  
545                 550                 555                 560  
 
 
Thr Ser Thr Asn Thr Leu Thr Ile His Val Cys Asp Cys Gly Asp Ser  
                565                 570                 575      
 
 
Gly Ser Thr Gln Thr Cys Gln Tyr Gln Glu Leu Val Leu Ser Met Gly  
            580                 585                 590          



 
 
Phe Lys Thr Glu Val Ile Ile Ala Ile Leu Ile Cys Ile Met Ile Ile  
        595                 600                 605              
 
 
Phe Gly Phe Ile Phe Leu Thr Leu Gly Leu Lys Gln Arg Arg Lys Gln  
    610                 615                 620                  
 
 
Ile Leu Phe Pro Glu Lys Ser Glu Asp Phe Arg Glu Asn Ile Phe Gln  
625                 630                 635                 640  
 
 
Tyr Asp Asp Glu Gly Gly Gly Glu Glu Asp Thr Glu Ala Phe Asp Ile  
                645                 650                 655      
 
 
Ala Glu Leu Arg Ser Ser Thr Ile Met Arg Glu Arg Lys Thr Arg Lys  
            660                 665                 670          
 
 
Thr Thr Ser Ala Glu Ile Arg Ser Leu Tyr Arg Gln Ser Leu Gln Val  
        675                 680                 685              
 
 
Gly Pro Asp Ser Ala Ile Phe Arg Lys Phe Ile Leu Glu Lys Leu Glu  
    690                 695                 700                  
 
 
Glu Ala Asn Thr Asp Pro Cys Ala Pro Pro Phe Asp Ser Leu Gln Thr  
705                 710                 715                 720  
 
 
Tyr Ala Phe Glu Gly Thr Gly Ser Leu Ala Gly Ser Leu Ser Ser Leu  
                725                 730                 735      
 
 
Glu Ser Ala Val Ser Asp Gln Asp Glu Ser Tyr Asp Tyr Leu Asn Glu  
            740                 745                 750          
 
 
Leu Gly Pro Arg Phe Lys Arg Leu Ala Cys Met Phe Gly Ser Ala Val  
        755                 760                 765              
 
 
Gln Ser Asn Asn  
    770          
 
 
<210>  945 
<211>  2319 
<212>  ДНК 
<213>  human 
 
<400>  945 
atgaactgtt atttactgct gcgttttatg ttgggaattc ctctcctatg gccttgtctt       60 
 
ggagcaacag aaaactctca aacaaagaaa gtcaagcagc cagtgcgatc tcatttgaga      120 
 
gtgaagcgtg gctgggtgtg gaaccaattt tttgtaccag aggaaatgaa tacgactagt      180 
 
catcacatcg gccagctaag atctgattta gacaatggaa acaattcttt ccagtacaag      240 
 



cttttgggag ctggagctgg aagtactttt atcattgatg aaagaacagg tgacatatat      300 
 
gccatacaga agcttgatag agaggagcga tccctctaca tcttaagagc ccaggtaata      360 
 
gacatcgcta ctggaagggc tgtggaacct gagtctgagt ttgtcatcaa agtttcggat      420 
 
atcaatgaca atgaaccaaa attcctagat gaaccttatg aggccattgt accagagatg      480 
 
tctccagaag gaacattagt tatccaggtg acagcaagtg atgctgacga tccctcaagt      540 
 
ggtaataatg ctcgtctcct ctacagctta cttcaaggcc agccatattt ttctgttgaa      600 
 
ccaacaacag gagtcataag aatatcttct aaaatggata gagaactgca agatgagtat      660 
 
tgggtaatca ttcaagccaa ggacatgatt ggtcagccag gagcgttgtc tggaacaaca      720 
 
agtgtattaa ttaaactttc agatgttaat gacaataagc ctatatttaa agaaagttta      780 
 
taccgcttga ctgtctctga atctgcaccc actgggactt ctataggaac aatcatggca      840 
 
tatgataatg acataggaga gaatgcagaa atggattaca gcattgaaga ggatgattcg      900 
 
caaacatttg acattattac taatcatgaa actcaagaag gaatagttat attaaaaaag      960 
 
aaagtggatt ttgagcacca gaaccactac ggtattagag caaaagttaa aaaccatcat     1020 
 
gttcctgagc agctcatgaa gtaccacact gaggcttcca ccactttcat taagatccag     1080 
 
gtggaagatg ttgatgagcc tcctcttttc ctccttccat attatgtatt tgaagttttt     1140 
 
gaagaaaccc cacagggatc atttgtaggc gtggtgtctg ccacagaccc agacaatagg     1200 
 
aaatctccta tcaggtattc tattactagg agcaaagtgt tcaatatcaa tgataatggt     1260 
 
acaatcacta caagtaactc actggatcgt gaaatcagtg cttggtacaa cctaagtatt     1320 
 
acagccacag aaaaatacaa tatagaacag atctcttcga tcccactgta tgtgcaagtt     1380 
 
cttaacatca atgatcatgc tcctgagttc tctcaatact atgagactta tgtttgtgaa     1440 
 
aatgcaggct ctggtcaggt aattcagact atcagtgcag tggatagaga tgaatccata     1500 
 
gaagagcacc atttttactt taatctatct gtagaagaca ctaacaattc aagttttaca     1560 
 
atcatagata atcaagataa cacagctgtc attttgacta atagaactgg ttttaacctt     1620 
 
caagaagaac ctgtcttcta catctccatc ttaattgccg acaatggaat cccgtcactt     1680 
 
acaagtacaa acacccttac catccatgtc tgtgactgtg gtgacagtgg gagcacacag     1740 
 
acctgccagt accaggagct tgtgctttcc atgggattca agacagaagt catcattgct     1800 
 
attctcattt gcattatgat catatttggg tttatttttt tgactttggg tttaaaacaa     1860 
 
cggagaaaac agattctatt tcctgagaaa agtgaagatt tcagagagaa tatattccaa     1920 
 
tatgatgatg aagggggtgg agaagaagat acagaggcct ttgatatagc agagctgagg     1980 
 
agtagtacca taatgcggga acgcaagact cggaaaacca caagcgctga gatcaggagc     2040 
 
ctatacaggc agtctttgca agttggcccc gacagtgcca tattcaggaa attcattctg     2100 
 
gaaaagctcg aagaagctaa tactgatccg tgtgcccctc cttttgattc cctccagacc     2160 
 



tacgcttttg agggaacagg gtcattagct ggatccctga gctccttaga atcagcagtc     2220 
 
tctgatcagg atgaaagcta tgattacctt aatgagttgg gacctcgctt taaaagatta     2280 
 
gcatgcatgt ttggttctgc agtgcagtca aataattag                            2319 
 
 
<210>  946 
<211>  772 
<212>  БЕЛОК 
<213>  cynomolgus 
 
<400>  946 
 
Met Asn Cys Tyr Leu Leu Leu Pro Phe Met Leu Gly Ile Pro Leu Leu  
1               5                   10                  15       
 
 
Trp Pro Cys Leu Gly Ala Thr Glu Asn Ser Gln Thr Lys Lys Val Gln  
            20                  25                  30           
 
 
Gln Pro Val Gly Ser His Leu Arg Val Lys Arg Gly Trp Val Trp Asn  
        35                  40                  45               
 
 
Gln Phe Phe Val Pro Glu Glu Met Asn Thr Thr Ser His His Val Gly  
    50                  55                  60                   
 
 
Arg Leu Arg Ser Asp Leu Asp Asn Gly Asn Asn Ser Phe Gln Tyr Lys  
65                  70                  75                  80   
 
 
Leu Leu Gly Ala Gly Ala Gly Ser Thr Phe Ile Ile Asp Glu Arg Thr  
                85                  90                  95       
 
 
Gly Asp Ile Tyr Ala Ile Glu Lys Leu Asp Arg Glu Glu Arg Ser Leu  
            100                 105                 110          
 
 
Tyr Ile Leu Arg Ala Gln Val Ile Asp Ile Thr Thr Gly Arg Ala Val  
        115                 120                 125              
 
 
Glu Pro Glu Ser Glu Phe Val Ile Lys Val Ser Asp Ile Asn Asp Asn  
    130                 135                 140                  
 
 
Glu Pro Lys Phe Leu Asp Glu Pro Tyr Glu Ala Ile Val Pro Glu Met  
145                 150                 155                 160  
 
 
Ser Pro Glu Gly Thr Leu Val Ile Gln Val Thr Ala Ser Asp Ala Asp  
                165                 170                 175      
 
 
Asp Pro Ser Ser Gly Asn Asn Ala Arg Leu Leu Tyr Ser Leu Leu Gln  
            180                 185                 190          
 
 
Gly Gln Pro Tyr Phe Ser Val Glu Pro Thr Thr Gly Val Ile Arg Ile  
        195                 200                 205              



 
 
Ser Ser Lys Met Asp Arg Glu Leu Gln Asp Glu Tyr Trp Val Ile Ile  
    210                 215                 220                  
 
 
Gln Ala Lys Asp Met Ile Gly Gln Pro Gly Ala Leu Ser Gly Thr Thr  
225                 230                 235                 240  
 
 
Ser Val Leu Ile Lys Leu Ser Asp Val Asn Asp Asn Lys Pro Ile Phe  
                245                 250                 255      
 
 
Lys Glu Ser Leu Tyr Arg Leu Thr Val Ser Glu Ser Ala Pro Thr Gly  
            260                 265                 270          
 
 
Thr Ser Ile Gly Thr Ile Met Ala Tyr Asp Asn Asp Ile Gly Glu Asn  
        275                 280                 285              
 
 
Ala Glu Met Asp Tyr Ser Ile Glu Glu Asp Asp Ser Gln Thr Phe Asp  
    290                 295                 300                  
 
 
Ile Ile Thr Asn His Glu Thr Gln Glu Gly Ile Val Ile Leu Lys Lys  
305                 310                 315                 320  
 
 
Lys Val Asn Phe Glu His Gln Asn His Tyr Gly Ile Arg Ala Lys Val  
                325                 330                 335      
 
 
Lys Asn His His Val Asp Glu Gln Leu Met Lys Tyr His Thr Glu Ala  
            340                 345                 350          
 
 
Ser Thr Thr Phe Ile Lys Ile Gln Val Glu Asp Val Asp Glu Pro Pro  
        355                 360                 365              
 
 
Leu Phe Leu Leu Pro Tyr Tyr Ile Phe Glu Ile Phe Glu Glu Thr Pro  
    370                 375                 380                  
 
 
Gln Gly Ser Phe Val Gly Val Val Ser Ala Thr Asp Pro Asp Asn Arg  
385                 390                 395                 400  
 
 
Lys Ser Pro Ile Arg Tyr Ser Ile Thr Arg Ser Lys Val Phe Asn Ile  
                405                 410                 415      
 
 
Asp Asp Asn Gly Thr Ile Thr Thr Thr Asn Ser Leu Asp Arg Glu Ile  
            420                 425                 430          
 
 
Ser Ala Trp Tyr Asn Leu Ser Ile Thr Ala Thr Glu Lys Tyr Asn Ile  
        435                 440                 445              
 
 
Glu Gln Ile Ser Ser Ile Pro Val Tyr Val Gln Val Leu Asn Ile Asn  
    450                 455                 460                  



 
 
Asp His Ala Pro Glu Phe Ser Gln Tyr Tyr Glu Ser Tyr Val Cys Glu  
465                 470                 475                 480  
 
 
Asn Ala Gly Ser Gly Gln Val Ile Gln Thr Ile Ser Ala Val Asp Arg  
                485                 490                 495      
 
 
Asp Glu Ser Ile Glu Glu His His Phe Tyr Phe Asn Leu Ser Val Glu  
            500                 505                 510          
 
 
Asp Thr Asn Ser Ser Ser Phe Thr Ile Ile Asp Asn Gln Asp Asn Thr  
        515                 520                 525              
 
 
Ala Val Ile Leu Thr Asn Arg Thr Gly Phe Asn Leu Gln Glu Glu Pro  
    530                 535                 540                  
 
 
Ile Phe Tyr Ile Ser Ile Leu Ile Ala Asp Asn Gly Ile Pro Ser Leu  
545                 550                 555                 560  
 
 
Thr Ser Thr Asn Thr Leu Thr Ile His Val Cys Asp Cys Asp Asp Ser  
                565                 570                 575      
 
 
Gly Ser Thr Gln Thr Cys Gln Tyr Gln Glu Leu Met Leu Ser Met Gly  
            580                 585                 590          
 
 
Phe Lys Thr Glu Val Ile Ile Ala Ile Leu Ile Cys Ile Met Val Ile  
        595                 600                 605              
 
 
Phe Gly Phe Ile Phe Leu Thr Leu Gly Leu Lys Gln Arg Arg Lys Gln  
    610                 615                 620                  
 
 
Ile Leu Phe Pro Glu Lys Ser Glu Asp Phe Arg Glu Asn Ile Phe Arg  
625                 630                 635                 640  
 
 
Tyr Asp Asp Glu Gly Gly Gly Glu Glu Asp Thr Glu Ala Phe Asp Val  
                645                 650                 655      
 
 
Ala Ala Leu Arg Ser Ser Thr Ile Met Arg Glu Arg Lys Thr Arg Lys  
            660                 665                 670          
 
 
Thr Thr Ser Ala Glu Ile Arg Ser Leu Tyr Arg Gln Ser Leu Gln Val  
        675                 680                 685              
 
 
Gly Pro Asp Ser Ala Ile Phe Arg Lys Phe Ile Leu Glu Lys Leu Glu  
    690                 695                 700                  
 
 
Glu Ala Asp Thr Asp Pro Cys Ala Pro Pro Phe Asp Ser Leu Gln Thr  
705                 710                 715                 720  



 
 
Tyr Ala Phe Glu Gly Thr Gly Ser Leu Ala Gly Ser Leu Ser Ser Leu  
                725                 730                 735      
 
 
Glu Ser Ala Val Ser Asp Gln Asp Glu Ser Tyr Asp Tyr Leu Asn Glu  
            740                 745                 750          
 
 
Leu Gly Pro Arg Phe Lys Arg Leu Ala Cys Met Phe Gly Ser Ala Val  
        755                 760                 765              
 
 
Gln Ser Asn Asn  
    770          
 
 
<210>  947 
<211>  2319 
<212>  ДНК 
<213>  cynomolgus 
 
<400>  947 
atgaattgtt atttactgct gccttttatg ttgggaattc ctctcctatg gccttgtctt       60 
 
ggagcaacag aaaactctca aacaaagaaa gtccagcagc cagtaggatc tcatctgaga      120 
 
gtgaagcgtg gctgggtgtg gaaccaattt tttgtaccag aggaaatgaa tacgactagt      180 
 
catcacgttg gccggctaag atctgattta gacaatggaa acaattcttt ccagtacaag      240 
 
cttttgggag ctggagctgg aagtactttt atcattgatg aaagaacagg tgacatatat      300 
 
gccatagaga agcttgatag agaggagcga tccctctaca tcttaagagc ccaggtaata      360 
 
gacatcacta ctggaagggc tgtggaacct gagtctgagt ttgtcatcaa agtttcggat      420 
 
atcaatgaca atgaaccaaa attcctagat gaaccttatg aggccattgt accagagatg      480 
 
tctccagaag gaacattagt catccaggtg acagcaagtg atgctgatga cccttcaagt      540 
 
ggtaataatg ctcgtctcct ctacagctta ttacaaggcc agccatattt ttctgttgaa      600 
 
ccaacaacag gagtcataag aatatcttct aaaatggata gagaactgca agatgagtat      660 
 
tgggtaatca ttcaagccaa ggacatgatt ggtcagccag gagcgttgtc tggaacaacg      720 
 
agtgtattaa ttaaactttc agatgttaat gacaataagc ctatatttaa agaaagttta      780 
 
taccgcctga cggtctctga atctgcaccc actgggactt ctataggaac aatcatggca      840 
 
tatgataatg acataggaga gaatgcagaa atggattaca gcattgaaga ggatgattca      900 
 
cagacatttg acattattac taatcatgaa actcaagaag gaatagttat attaaaaaag      960 
 
aaagtgaatt ttgagcacca gaaccactat ggtattagag caaaagttaa aaaccatcat     1020 
 
gttgatgagc agctcatgaa ataccacact gaagcttcca ccactttcat taagatccag     1080 
 
gtggaagatg ttgatgagcc tcctcttttc ctccttccgt attacatatt tgaaattttt     1140 
 
gaagaaaccc cacaaggatc atttgtaggc gtggtgtctg ccacagaccc agacaatagg     1200 
 



aaatctccta tcaggtattc tattactagg agcaaagtgt tcaatatcga tgataatggt     1260 
 
acaatcacta caactaactc actggatcgg gaaatcagtg cttggtacaa cctaagtatt     1320 
 
acagccacag aaaaatacaa tatagagcag atctcttcga tcccagtgta tgtgcaagtt     1380 
 
cttaatatca atgatcatgc tcctgagttc tctcaatact atgagagtta tgtttgtgaa     1440 
 
aatgcaggct ctggtcaggt aattcagact atcagtgcag tggatagaga tgaatccata     1500 
 
gaagagcacc atttttactt taatctatct gtagaagaca ctaactcttc aagttttaca     1560 
 
atcatagaca atcaagataa cacagctgtc attttgacta atagaactgg ttttaacctt     1620 
 
caagaagagc ccatcttcta catctccatc ttaattgccg acaatggaat cccgtcactt     1680 
 
acaagtacaa acacccttac catccatgtc tgtgactgtg atgacagtgg gagcacacag     1740 
 
acctgccagt accaggagct tatgctttcc atgggattca agacagaagt catcattgct     1800 
 
attctcattt gcattatggt aatatttggg tttatttttt tgactttggg tttaaaacaa     1860 
 
cggagaaaac agattctatt tcctgagaaa agtgaagatt tcagagagaa tatattccga     1920 
 
tatgatgacg aagggggtgg agaagaagat acagaggcct ttgacgtagc agcgctgagg     1980 
 
agtagcacca taatgcggga acgcaagact cggaaaacca ccagcgctga gatcaggagc     2040 
 
ctatacaggc agtctttgca agttggcccc gacagtgcca tattcaggaa gttcatcctg     2100 
 
gaaaagctcg aagaagctga tactgatccg tgtgcccctc cttttgattc cctccagacc     2160 
 
tacgcttttg agggaacagg gtcattagct ggatccctga gctccttaga atcagctgtc     2220 
 
tctgatcagg atgaaagcta tgattacctt aacgagttgg gacctcgctt taaaagatta     2280 
 
gcatgcatgt ttggttctgc agtgcagtca aataattag                            2319 
 
 
<210>  948 
<211>  596 
<212>  БЕЛОК 
<213>  human 
 
<400>  948 
 
Met Asn Cys Tyr Leu Leu Leu Arg Phe Met Leu Gly Ile Pro Leu Leu  
1               5                   10                  15       
 
 
Trp Pro Cys Leu Gly Ala Thr Glu Asn Ser Gln Thr Lys Lys Val Lys  
            20                  25                  30           
 
 
Gln Pro Val Arg Ser His Leu Arg Val Lys Arg Gly Trp Val Trp Asn  
        35                  40                  45               
 
 
Gln Phe Phe Val Pro Glu Glu Met Asn Thr Thr Ser His His Ile Gly  
    50                  55                  60                   
 
 
Gln Leu Arg Ser Asp Leu Asp Asn Gly Asn Asn Ser Phe Gln Tyr Lys  
65                  70                  75                  80   



 
 
Leu Leu Gly Ala Gly Ala Gly Ser Thr Phe Ile Ile Asp Glu Arg Thr  
                85                  90                  95       
 
 
Gly Asp Ile Tyr Ala Ile Gln Lys Leu Asp Arg Glu Glu Arg Ser Leu  
            100                 105                 110          
 
 
Tyr Ile Leu Arg Ala Gln Val Ile Asp Ile Ala Thr Gly Arg Ala Val  
        115                 120                 125              
 
 
Glu Pro Glu Ser Glu Phe Val Ile Lys Val Ser Asp Ile Asn Asp Asn  
    130                 135                 140                  
 
 
Glu Pro Lys Phe Leu Asp Glu Pro Tyr Glu Ala Ile Val Pro Glu Met  
145                 150                 155                 160  
 
 
Ser Pro Glu Gly Thr Leu Val Ile Gln Val Thr Ala Ser Asp Ala Asp  
                165                 170                 175      
 
 
Asp Pro Ser Ser Gly Asn Asn Ala Arg Leu Leu Tyr Ser Leu Leu Gln  
            180                 185                 190          
 
 
Gly Gln Pro Tyr Phe Ser Val Glu Pro Thr Thr Gly Val Ile Arg Ile  
        195                 200                 205              
 
 
Ser Ser Lys Met Asp Arg Glu Leu Gln Asp Glu Tyr Trp Val Ile Ile  
    210                 215                 220                  
 
 
Gln Ala Lys Asp Met Ile Gly Gln Pro Gly Ala Leu Ser Gly Thr Thr  
225                 230                 235                 240  
 
 
Ser Val Leu Ile Lys Leu Ser Asp Val Asn Asp Asn Lys Pro Ile Phe  
                245                 250                 255      
 
 
Lys Glu Ser Leu Tyr Arg Leu Thr Val Ser Glu Ser Ala Pro Thr Gly  
            260                 265                 270          
 
 
Thr Ser Ile Gly Thr Ile Met Ala Tyr Asp Asn Asp Ile Gly Glu Asn  
        275                 280                 285              
 
 
Ala Glu Met Asp Tyr Ser Ile Glu Glu Asp Asp Ser Gln Thr Phe Asp  
    290                 295                 300                  
 
 
Ile Ile Thr Asn His Glu Thr Gln Glu Gly Ile Val Ile Leu Lys Lys  
305                 310                 315                 320  
 
 
Lys Val Asp Phe Glu His Gln Asn His Tyr Gly Ile Arg Ala Lys Val  
                325                 330                 335      



 
 
Lys Asn His His Val Pro Glu Gln Leu Met Lys Tyr His Thr Glu Ala  
            340                 345                 350          
 
 
Ser Thr Thr Phe Ile Lys Ile Gln Val Glu Asp Val Asp Glu Pro Pro  
        355                 360                 365              
 
 
Leu Phe Leu Leu Pro Tyr Tyr Val Phe Glu Val Phe Glu Glu Thr Pro  
    370                 375                 380                  
 
 
Gln Gly Ser Phe Val Gly Val Val Ser Ala Thr Asp Pro Asp Asn Arg  
385                 390                 395                 400  
 
 
Lys Ser Pro Ile Arg Tyr Ser Ile Thr Arg Ser Lys Val Phe Asn Ile  
                405                 410                 415      
 
 
Asn Asp Asn Gly Thr Ile Thr Thr Ser Asn Ser Leu Asp Arg Glu Ile  
            420                 425                 430          
 
 
Ser Ala Trp Tyr Asn Leu Ser Ile Thr Ala Thr Glu Lys Tyr Asn Ile  
        435                 440                 445              
 
 
Glu Gln Ile Ser Ser Ile Pro Leu Tyr Val Gln Val Leu Asn Ile Asn  
    450                 455                 460                  
 
 
Asp His Ala Pro Glu Phe Ser Gln Tyr Tyr Glu Thr Tyr Val Cys Glu  
465                 470                 475                 480  
 
 
Asn Ala Gly Ser Gly Gln Val Ile Gln Thr Ile Ser Ala Val Asp Arg  
                485                 490                 495      
 
 
Asp Glu Ser Ile Glu Glu His His Phe Tyr Phe Asn Leu Ser Val Glu  
            500                 505                 510          
 
 
Asp Thr Asn Asn Ser Ser Phe Thr Ile Ile Asp Asn Gln Asp Asn Thr  
        515                 520                 525              
 
 
Ala Val Ile Leu Thr Asn Arg Thr Gly Phe Asn Leu Gln Glu Glu Pro  
    530                 535                 540                  
 
 
Val Phe Tyr Ile Ser Ile Leu Ile Ala Asp Asn Gly Ile Pro Ser Leu  
545                 550                 555                 560  
 
 
Thr Ser Thr Asn Thr Leu Thr Ile His Val Cys Asp Cys Gly Asp Ser  
                565                 570                 575      
 
 
Gly Ser Thr Gln Thr Cys Gln Tyr Gln Glu Leu Val Leu Ser Met Gly  
            580                 585                 590          



 
 
Phe Lys Thr Glu  
        595      
 
 
<210>  949 
<211>  1788 
<212>  ДНК 
<213>  human 
 
<400>  949 
atgaactgtt atttactgct gcgttttatg ttgggaattc ctctcctatg gccttgtctt       60 
 
ggagcaacag aaaactctca aacaaagaaa gtcaagcagc cagtgcgatc tcatttgaga      120 
 
gtgaagcgtg gctgggtgtg gaaccaattt tttgtaccag aggaaatgaa tacgactagt      180 
 
catcacatcg gccagctaag atctgattta gacaatggaa acaattcttt ccagtacaag      240 
 
cttttgggag ctggagctgg aagtactttt atcattgatg aaagaacagg tgacatatat      300 
 
gccatacaga agcttgatag agaggagcga tccctctaca tcttaagagc ccaggtaata      360 
 
gacatcgcta ctggaagggc tgtggaacct gagtctgagt ttgtcatcaa agtttcggat      420 
 
atcaatgaca atgaaccaaa attcctagat gaaccttatg aggccattgt accagagatg      480 
 
tctccagaag gaacattagt tatccaggtg acagcaagtg atgctgacga tccctcaagt      540 
 
ggtaataatg ctcgtctcct ctacagctta cttcaaggcc agccatattt ttctgttgaa      600 
 
ccaacaacag gagtcataag aatatcttct aaaatggata gagaactgca agatgagtat      660 
 
tgggtaatca ttcaagccaa ggacatgatt ggtcagccag gagcgttgtc tggaacaaca      720 
 
agtgtattaa ttaaactttc agatgttaat gacaataagc ctatatttaa agaaagttta      780 
 
taccgcttga ctgtctctga atctgcaccc actgggactt ctataggaac aatcatggca      840 
 
tatgataatg acataggaga gaatgcagaa atggattaca gcattgaaga ggatgattcg      900 
 
caaacatttg acattattac taatcatgaa actcaagaag gaatagttat attaaaaaag      960 
 
aaagtggatt ttgagcacca gaaccactac ggtattagag caaaagttaa aaaccatcat     1020 
 
gttcctgagc agctcatgaa gtaccacact gaggcttcca ccactttcat taagatccag     1080 
 
gtggaagatg ttgatgagcc tcctcttttc ctccttccat attatgtatt tgaagttttt     1140 
 
gaagaaaccc cacagggatc atttgtaggc gtggtgtctg ccacagaccc agacaatagg     1200 
 
aaatctccta tcaggtattc tattactagg agcaaagtgt tcaatatcaa tgataatggt     1260 
 
acaatcacta caagtaactc actggatcgt gaaatcagtg cttggtacaa cctaagtatt     1320 
 
acagccacag aaaaatacaa tatagaacag atctcttcga tcccactgta tgtgcaagtt     1380 
 
cttaacatca atgatcatgc tcctgagttc tctcaatact atgagactta tgtttgtgaa     1440 
 
aatgcaggct ctggtcaggt aattcagact atcagtgcag tggatagaga tgaatccata     1500 
 
gaagagcacc atttttactt taatctatct gtagaagaca ctaacaattc aagttttaca     1560 
 



atcatagata atcaagataa cacagctgtc attttgacta atagaactgg ttttaacctt     1620 
 
caagaagaac ctgtcttcta catctccatc ttaattgccg acaatggaat cccgtcactt     1680 
 
acaagtacaa acacccttac catccatgtc tgtgactgtg gtgacagtgg gagcacacag     1740 
 
acctgccagt accaggagct tgtgctttcc atgggattca agacagaa                  1788 
 
 
<210>  950 
<211>  624 
<212>  БЕЛОК 
<213>  human 
 
<400>  950 
 
Met Asn Cys Tyr Leu Leu Leu Arg Phe Met Leu Gly Ile Pro Leu Leu  
1               5                   10                  15       
 
 
Trp Pro Cys Leu Gly Ala Thr Glu Asn Ser Gln Thr Lys Lys Val Lys  
            20                  25                  30           
 
 
Gln Pro Val Arg Ser His Leu Arg Val Lys Arg Gly Trp Val Trp Asn  
        35                  40                  45               
 
 
Gln Phe Phe Val Pro Glu Glu Met Asn Thr Thr Ser His His Ile Gly  
    50                  55                  60                   
 
 
Gln Leu Arg Ser Asp Leu Asp Asn Gly Asn Asn Ser Phe Gln Tyr Lys  
65                  70                  75                  80   
 
 
Leu Leu Gly Ala Gly Ala Gly Ser Thr Phe Ile Ile Asp Glu Arg Thr  
                85                  90                  95       
 
 
Gly Asp Ile Tyr Ala Ile Gln Lys Leu Asp Arg Glu Glu Arg Ser Leu  
            100                 105                 110          
 
 
Tyr Ile Leu Arg Ala Gln Val Ile Asp Ile Ala Thr Gly Arg Ala Val  
        115                 120                 125              
 
 
Glu Pro Glu Ser Glu Phe Val Ile Lys Val Ser Asp Ile Asn Asp Asn  
    130                 135                 140                  
 
 
Glu Pro Lys Phe Leu Asp Glu Pro Tyr Glu Ala Ile Val Pro Glu Met  
145                 150                 155                 160  
 
 
Ser Pro Glu Gly Thr Leu Val Ile Gln Val Thr Ala Ser Asp Ala Asp  
                165                 170                 175      
 
 
Asp Pro Ser Ser Gly Asn Asn Ala Arg Leu Leu Tyr Ser Leu Leu Gln  
            180                 185                 190          
 
 



Gly Gln Pro Tyr Phe Ser Val Glu Pro Thr Thr Gly Val Ile Arg Ile  
        195                 200                 205              
 
 
Ser Ser Lys Met Asp Arg Glu Leu Gln Asp Glu Tyr Trp Val Ile Ile  
    210                 215                 220                  
 
 
Gln Ala Lys Asp Met Ile Gly Gln Pro Gly Ala Leu Ser Gly Thr Thr  
225                 230                 235                 240  
 
 
Ser Val Leu Ile Lys Leu Ser Asp Val Asn Asp Asn Lys Pro Ile Phe  
                245                 250                 255      
 
 
Lys Glu Ser Leu Tyr Arg Leu Thr Val Ser Glu Ser Ala Pro Thr Gly  
            260                 265                 270          
 
 
Thr Ser Ile Gly Thr Ile Met Ala Tyr Asp Asn Asp Ile Gly Glu Asn  
        275                 280                 285              
 
 
Ala Glu Met Asp Tyr Ser Ile Glu Glu Asp Asp Ser Gln Thr Phe Asp  
    290                 295                 300                  
 
 
Ile Ile Thr Asn His Glu Thr Gln Glu Gly Ile Val Ile Leu Lys Lys  
305                 310                 315                 320  
 
 
Lys Val Asp Phe Glu His Gln Asn His Tyr Gly Ile Arg Ala Lys Val  
                325                 330                 335      
 
 
Lys Asn His His Val Pro Glu Gln Leu Met Lys Tyr His Thr Glu Ala  
            340                 345                 350          
 
 
Ser Thr Thr Phe Ile Lys Ile Gln Val Glu Asp Val Asp Glu Pro Pro  
        355                 360                 365              
 
 
Leu Phe Leu Leu Pro Tyr Tyr Val Phe Glu Val Phe Glu Glu Thr Pro  
    370                 375                 380                  
 
 
Gln Gly Ser Phe Val Gly Val Val Ser Ala Thr Asp Pro Asp Asn Arg  
385                 390                 395                 400  
 
 
Lys Ser Pro Ile Arg Tyr Ser Ile Thr Arg Ser Lys Val Phe Asn Ile  
                405                 410                 415      
 
 
Asn Asp Asn Gly Thr Ile Thr Thr Ser Asn Ser Leu Asp Arg Glu Ile  
            420                 425                 430          
 
 
Ser Ala Trp Tyr Asn Leu Ser Ile Thr Ala Thr Glu Lys Tyr Asn Ile  
        435                 440                 445              
 
 



Glu Gln Ile Ser Ser Ile Pro Leu Tyr Val Gln Val Leu Asn Ile Asn  
    450                 455                 460                  
 
 
Asp His Ala Pro Glu Phe Ser Gln Tyr Tyr Glu Thr Tyr Val Cys Glu  
465                 470                 475                 480  
 
 
Asn Ala Gly Ser Gly Gln Val Ile Gln Thr Ile Ser Ala Val Asp Arg  
                485                 490                 495      
 
 
Asp Glu Ser Ile Glu Glu His His Phe Tyr Phe Asn Leu Ser Val Glu  
            500                 505                 510          
 
 
Asp Thr Asn Asn Ser Ser Phe Thr Ile Ile Asp Asn Gln Asp Asn Thr  
        515                 520                 525              
 
 
Ala Val Ile Leu Thr Asn Arg Thr Gly Phe Asn Leu Gln Glu Glu Pro  
    530                 535                 540                  
 
 
Val Phe Tyr Ile Ser Ile Leu Ile Ala Asp Asn Gly Ile Pro Ser Leu  
545                 550                 555                 560  
 
 
Thr Ser Thr Asn Thr Leu Thr Ile His Val Cys Asp Cys Gly Asp Ser  
                565                 570                 575      
 
 
Gly Ser Thr Gln Thr Cys Gln Tyr Gln Glu Leu Val Leu Ser Met Gly  
            580                 585                 590          
 
 
Phe Lys Thr Glu Val Ile Ile Ala Ile Leu Ile Cys Ile Met Ile Ile  
        595                 600                 605              
 
 
Phe Gly Phe Ile Phe Leu Thr Leu Gly Leu Lys Gln Arg Arg Lys Gln  
    610                 615                 620                  
 
 
<210>  951 
<211>  1872 
<212>  ДНК 
<213>  human 
 
<400>  951 
atgaactgtt atttactgct gcgttttatg ttgggaattc ctctcctatg gccttgtctt       60 
 
ggagcaacag aaaactctca aacaaagaaa gtcaagcagc cagtgcgatc tcatttgaga      120 
 
gtgaagcgtg gctgggtgtg gaaccaattt tttgtaccag aggaaatgaa tacgactagt      180 
 
catcacatcg gccagctaag atctgattta gacaatggaa acaattcttt ccagtacaag      240 
 
cttttgggag ctggagctgg aagtactttt atcattgatg aaagaacagg tgacatatat      300 
 
gccatacaga agcttgatag agaggagcga tccctctaca tcttaagagc ccaggtaata      360 
 
gacatcgcta ctggaagggc tgtggaacct gagtctgagt ttgtcatcaa agtttcggat      420 
 



atcaatgaca atgaaccaaa attcctagat gaaccttatg aggccattgt accagagatg      480 
 
tctccagaag gaacattagt tatccaggtg acagcaagtg atgctgacga tccctcaagt      540 
 
ggtaataatg ctcgtctcct ctacagctta cttcaaggcc agccatattt ttctgttgaa      600 
 
ccaacaacag gagtcataag aatatcttct aaaatggata gagaactgca agatgagtat      660 
 
tgggtaatca ttcaagccaa ggacatgatt ggtcagccag gagcgttgtc tggaacaaca      720 
 
agtgtattaa ttaaactttc agatgttaat gacaataagc ctatatttaa agaaagttta      780 
 
taccgcttga ctgtctctga atctgcaccc actgggactt ctataggaac aatcatggca      840 
 
tatgataatg acataggaga gaatgcagaa atggattaca gcattgaaga ggatgattcg      900 
 
caaacatttg acattattac taatcatgaa actcaagaag gaatagttat attaaaaaag      960 
 
aaagtggatt ttgagcacca gaaccactac ggtattagag caaaagttaa aaaccatcat     1020 
 
gttcctgagc agctcatgaa gtaccacact gaggcttcca ccactttcat taagatccag     1080 
 
gtggaagatg ttgatgagcc tcctcttttc ctccttccat attatgtatt tgaagttttt     1140 
 
gaagaaaccc cacagggatc atttgtaggc gtggtgtctg ccacagaccc agacaatagg     1200 
 
aaatctccta tcaggtattc tattactagg agcaaagtgt tcaatatcaa tgataatggt     1260 
 
acaatcacta caagtaactc actggatcgt gaaatcagtg cttggtacaa cctaagtatt     1320 
 
acagccacag aaaaatacaa tatagaacag atctcttcga tcccactgta tgtgcaagtt     1380 
 
cttaacatca atgatcatgc tcctgagttc tctcaatact atgagactta tgtttgtgaa     1440 
 
aatgcaggct ctggtcaggt aattcagact atcagtgcag tggatagaga tgaatccata     1500 
 
gaagagcacc atttttactt taatctatct gtagaagaca ctaacaattc aagttttaca     1560 
 
atcatagata atcaagataa cacagctgtc attttgacta atagaactgg ttttaacctt     1620 
 
caagaagaac ctgtcttcta catctccatc ttaattgccg acaatggaat cccgtcactt     1680 
 
acaagtacaa acacccttac catccatgtc tgtgactgtg gtgacagtgg gagcacacag     1740 
 
acctgccagt accaggagct tgtgctttcc atgggattca agacagaagt catcattgct     1800 
 
attctcattt gcattatgat catatttggg tttatttttt tgactttggg tttaaaacaa     1860 
 
cggagaaaac ag                                                         1872 
 
 
<210>  952 
<211>  729 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  huCDH19 (44-141) muCDH19 (140-770) 
 
<400>  952 
 
Gly Trp Val Trp Asn Gln Phe Phe Val Pro Glu Glu Met Asn Thr Thr  
1               5                   10                  15       
 



 
Ser His His Ile Gly Gln Leu Arg Ser Asp Leu Asp Asn Gly Asn Asn  
            20                  25                  30           
 
 
Ser Phe Gln Tyr Lys Leu Leu Gly Ala Gly Ala Gly Ser Thr Phe Ile  
        35                  40                  45               
 
 
Ile Asp Glu Arg Thr Gly Asp Ile Tyr Ala Ile Gln Lys Leu Asp Arg  
    50                  55                  60                   
 
 
Glu Glu Arg Ser Leu Tyr Ile Leu Arg Ala Gln Val Ile Asp Ile Ala  
65                  70                  75                  80   
 
 
Thr Gly Arg Ala Val Glu Pro Glu Ser Glu Phe Val Ile Lys Val Ser  
                85                  90                  95       
 
 
Asp Ile Asn Asp Asn Glu Pro Arg Phe Leu Asp Glu Pro Tyr Glu Ala  
            100                 105                 110          
 
 
Ile Val Pro Glu Met Ser Pro Glu Gly Thr Phe Val Ile Lys Val Thr  
        115                 120                 125              
 
 
Ala Asn Asp Ala Asp Asp Pro Ser Thr Gly Tyr His Ala Arg Ile Leu  
    130                 135                 140                  
 
 
Tyr Asn Leu Glu Arg Gly Gln Pro Tyr Phe Ser Val Glu Pro Thr Thr  
145                 150                 155                 160  
 
 
Gly Val Ile Arg Ile Ser Ser Lys Met Asp Arg Glu Leu Gln Asp Thr  
                165                 170                 175      
 
 
Tyr Cys Val Ile Ile Gln Ala Lys Asp Met Leu Gly Gln Pro Gly Ala  
            180                 185                 190          
 
 
Leu Ser Gly Thr Thr Thr Val Ser Ile Lys Leu Ser Asp Ile Asn Asp  
        195                 200                 205              
 
 
Asn Lys Pro Ile Phe Lys Glu Ser Phe Tyr Arg Phe Thr Ile Ser Glu  
    210                 215                 220                  
 
 
Ser Ala Pro Ile Gly Thr Ser Ile Gly Lys Ile Met Ala Tyr Asp Asp  
225                 230                 235                 240  
 
 
Asp Ile Gly Glu Asn Ala Glu Met Glu Tyr Ser Ile Glu Asp Asp Asp  
                245                 250                 255      
 
 
Ser Lys Ile Phe Asp Ile Ile Ile Asp Asn Asp Thr Gln Glu Gly Ile  
            260                 265                 270          
 



 
Val Ile Leu Lys Lys Lys Val Asp Phe Glu Gln Gln Ser Tyr Tyr Gly  
        275                 280                 285              
 
 
Ile Arg Ala Lys Val Lys Asn Cys His Val Asp Glu Glu Leu Ala Pro  
    290                 295                 300                  
 
 
Ala His Val Asn Ala Ser Thr Thr Tyr Ile Lys Val Gln Val Glu Asp  
305                 310                 315                 320  
 
 
Glu Asp Glu Pro Pro Val Phe Leu Leu Pro Tyr Tyr Ile Leu Glu Ile  
                325                 330                 335      
 
 
Pro Glu Gly Lys Pro Tyr Gly Thr Ile Val Gly Thr Val Ser Ala Thr  
            340                 345                 350          
 
 
Asp Pro Asp Arg Arg Gln Ser Pro Met Arg Tyr Tyr Leu Thr Gly Ser  
        355                 360                 365              
 
 
Lys Met Phe Asp Ile Asn Asp Asn Gly Thr Ile Ile Thr Thr Asn Met  
    370                 375                 380                  
 
 
Leu Asp Arg Glu Val Ser Ala Trp Tyr Asn Leu Thr Val Thr Ala Thr  
385                 390                 395                 400  
 
 
Glu Thr Tyr Asn Val Gln Gln Ile Ser Ser Ala His Val Tyr Val Gln  
                405                 410                 415      
 
 
Val Phe Asn Ile Asn Asp Asn Ala Pro Glu Phe Ser Gln Phe Tyr Glu  
            420                 425                 430          
 
 
Thr Tyr Val Cys Glu Asn Ala Glu Ser Gly Glu Ile Val Gln Ile Ile  
        435                 440                 445              
 
 
Ser Ala Ile Asp Arg Asp Glu Ser Ile Glu Asp His His Phe Tyr Phe  
    450                 455                 460                  
 
 
Asn His Ser Leu Glu Asp Thr Asn Asn Ser Ser Phe Met Leu Thr Asp  
465                 470                 475                 480  
 
 
Asn Gln Asp Asn Thr Ala Val Ile Leu Ser Asn Arg Thr Gly Phe Asn  
                485                 490                 495      
 
 
Leu Lys Glu Glu Pro Val Phe Tyr Met Ile Ile Leu Ile Ala Asp Asn  
            500                 505                 510          
 
 
Gly Ile Pro Ser Leu Thr Ser Thr Asn Thr Leu Thr Ile Gln Val Cys  
        515                 520                 525              
 



 
Asp Cys Gly Asp Ser Arg Asn Thr Glu Thr Cys Ala Asn Lys Gly Leu  
    530                 535                 540                  
 
 
Leu Phe Ile Met Gly Phe Arg Thr Glu Ala Ile Ile Ala Ile Met Ile  
545                 550                 555                 560  
 
 
Cys Val Met Val Ile Phe Gly Phe Phe Phe Leu Ile Leu Ala Leu Lys  
                565                 570                 575      
 
 
Gln Arg Arg Lys Glu Thr Leu Phe Pro Glu Lys Thr Glu Asp Phe Arg  
            580                 585                 590          
 
 
Glu Asn Ile Phe Cys Tyr Asp Asp Glu Gly Gly Gly Glu Glu Asp Ser  
        595                 600                 605              
 
 
Glu Ala Phe Asp Ile Val Glu Leu Arg Gln Ser Thr Val Met Arg Glu  
    610                 615                 620                  
 
 
Arg Lys Pro Gln Arg Ser Lys Ser Ala Glu Ile Arg Ser Leu Tyr Arg  
625                 630                 635                 640  
 
 
Gln Ser Leu Gln Val Gly Pro Asp Ser Ala Ile Phe Arg Lys Phe Ile  
                645                 650                 655      
 
 
Leu Glu Lys Leu Glu Glu Ala Asn Thr Asp Pro Cys Ala Pro Pro Phe  
            660                 665                 670          
 
 
Asp Ser Leu Gln Thr Phe Ala Tyr Glu Gly Thr Gly Ser Ser Ala Gly  
        675                 680                 685              
 
 
Ser Leu Ser Ser Leu Ala Ser Arg Asp Thr Asp Gln Glu Asp Asp Phe  
    690                 695                 700                  
 
 
Asp Tyr Leu Asn Asp Leu Gly Pro Arg Phe Lys Arg Leu Ala Ser Met  
705                 710                 715                 720  
 
 
Phe Gly Ser Ala Val Gln Pro Asn Asn  
                725                  
 
 
<210>  953 
<211>  2190 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  huCDH19 (44-141) muCDH19 (140-770) 
 
<400>  953 
ggctgggtgt ggaaccaatt ttttgtacca gaggaaatga atacgactag tcatcacatc       60 
 



ggccagctaa gatctgattt agacaatgga aacaattctt tccagtacaa gcttttggga      120 
 
gctggagctg gaagtacttt tatcattgat gaaagaacag gtgacatata tgccatacag      180 
 
aagcttgata gagaggagcg atccctctac atcttaagag cccaggtaat agacatcgct      240 
 
actggaaggg ctgtggaacc tgagtctgag tttgtcatca aagtttcgga tatcaatgac      300 
 
aatgaaccca gattcctaga tgaaccatat gaggccattg tacctgagat gtctccagaa      360 
 
ggaacatttg tcatcaaggt gacagccaat gacgcagatg atccttcaac tggctatcat      420 
 
gctcgcatcc tatacaactt agaacgaggt caaccatact tttctgttga gccaacaaca      480 
 
ggagtcataa ggatatcttc taagatggat agagagttgc aagatacata ctgtgtaatt      540 
 
attcaagcca aggacatgct cggtcagcct ggagccttgt ctggaacaac aaccgtatca      600 
 
attaagctgt cagatattaa tgacaacaag ccaatattca aagaaagttt ctaccgcttc      660 
 
actatatctg aatctgcacc cattggaaca tcaataggga aaattatggc atatgatgat      720 
 
gacatagggg agaatgcaga gatggagtac agcattgaag atgatgattc aaaaatattt      780 
 
gacataatca ttgacaatga cacccaagaa gggatagtta tacttaaaaa gaaagttgat      840 
 
tttgagcagc agagctatta tggcattaga gctaaggtta aaaactgcca tgtggatgaa      900 
 
gagcttgcac ctgcccatgt taacgcttcc acaacctaca ttaaagttca agtagaagat      960 
 
gaagatgaac ctcctgtttt cctcttacca tattacatac ttgaaattcc tgaaggaaaa     1020 
 
ccatatggaa caattgtggg gacggtttct gccacagacc cagatcgaag acaatctcct     1080 
 
atgagatatt atctcactgg aagcaaaatg tttgatatca atgacaatgg aacaataatc     1140 
 
accactaaca tgcttgacag agaggtcagt gcttggtaca acttgactgt cacagctact     1200 
 
gaaacataca atgtacaaca gatctcttca gcccatgttt atgtacaagt ctttaacatt     1260 
 
aacgacaatg ctccagagtt ctctcaattc tatgagactt atgtttgtga aaatgctgaa     1320 
 
tctggtgaga tagttcagat catcagtgca attgatagag atgagtccat agaagatcac     1380 
 
catttttact ttaatcactc tctggaagac acaaacaact caagttttat gctaacagac     1440 
 
aatcaagata acacagctgt aattctgagt aatagaactg gtttcaatct taaagaagag     1500 
 
cctgtcttct acatgatcat cttgattgct gataacggga tcccatctct cacaagcaca     1560 
 
aacactctca ctatccaagt ctgtgactgt ggagacagta gaaacacaga aacttgtgct     1620 
 
aacaagggac ttctctttat catgggattc agaacagagg caataattgc catcatgata     1680 
 
tgtgttatgg taatatttgg gtttttcttt ttgattcttg ctctgaaaca gcgaagaaag     1740 
 
gagactctat ttccagagaa gactgaagac tttagggaga atatattttg ctatgatgat     1800 
 
gaaggcggcg gggaagaaga ctcggaagcc tttgacatcg tagagctgag acaaagtaca     1860 
 
gtaatgagag aaagaaagcc tcagagaagc aagagtgcgg agatcaggag cttgtacagg     1920 
 
cagtccctgc aggtgggccc agacagtgcc atatttcgaa aatttatcct agagaagctt     1980 
 



gaagaagcca acacagaccc atgtgctccc ccctttgatt cactacagac gtttgcctat     2040 
 
gagggaacag ggtcatcagc tggctctctg agctccttgg catccagaga cactgatcag     2100 
 
gaggatgact tcgactacct taatgacctg ggacctcgtt ttaaaagatt agcaagcatg     2160 
 
tttggctctg cagtacaacc caacaattag                                      2190 
 
 
<210>  954 
<211>  729 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  huCDH19 (44-249) muCDH19 (248-770) 
 
<400>  954 
 
Gly Trp Val Trp Asn Gln Phe Phe Val Pro Glu Glu Met Asn Thr Thr  
1               5                   10                  15       
 
 
Ser His His Ile Gly Gln Leu Arg Ser Asp Leu Asp Asn Gly Asn Asn  
            20                  25                  30           
 
 
Ser Phe Gln Tyr Lys Leu Leu Gly Ala Gly Ala Gly Ser Thr Phe Ile  
        35                  40                  45               
 
 
Ile Asp Glu Arg Thr Gly Asp Ile Tyr Ala Ile Gln Lys Leu Asp Arg  
    50                  55                  60                   
 
 
Glu Glu Arg Ser Leu Tyr Ile Leu Arg Ala Gln Val Ile Asp Ile Ala  
65                  70                  75                  80   
 
 
Thr Gly Arg Ala Val Glu Pro Glu Ser Glu Phe Val Ile Lys Val Ser  
                85                  90                  95       
 
 
Asp Ile Asn Asp Asn Glu Pro Lys Phe Leu Asp Glu Pro Tyr Glu Ala  
            100                 105                 110          
 
 
Ile Val Pro Glu Met Ser Pro Glu Gly Thr Leu Val Ile Gln Val Thr  
        115                 120                 125              
 
 
Ala Ser Asp Ala Asp Asp Pro Ser Ser Gly Asn Asn Ala Arg Leu Leu  
    130                 135                 140                  
 
 
Tyr Ser Leu Leu Gln Gly Gln Pro Tyr Phe Ser Val Glu Pro Thr Thr  
145                 150                 155                 160  
 
 
Gly Val Ile Arg Ile Ser Ser Lys Met Asp Arg Glu Leu Gln Asp Glu  
                165                 170                 175      
 
 
Tyr Trp Val Ile Ile Gln Ala Lys Asp Met Ile Gly Gln Pro Gly Ala  



            180                 185                 190          
 
 
Leu Ser Gly Thr Thr Ser Val Leu Ile Lys Leu Ser Asp Val Asn Asp  
        195                 200                 205              
 
 
Asn Lys Pro Ile Phe Lys Glu Ser Phe Tyr Arg Phe Thr Ile Ser Glu  
    210                 215                 220                  
 
 
Ser Ala Pro Ile Gly Thr Ser Ile Gly Lys Ile Met Ala Tyr Asp Asp  
225                 230                 235                 240  
 
 
Asp Ile Gly Glu Asn Ala Glu Met Glu Tyr Ser Ile Glu Asp Asp Asp  
                245                 250                 255      
 
 
Ser Lys Ile Phe Asp Ile Ile Ile Asp Asn Asp Thr Gln Glu Gly Ile  
            260                 265                 270          
 
 
Val Ile Leu Lys Lys Lys Val Asp Phe Glu Gln Gln Ser Tyr Tyr Gly  
        275                 280                 285              
 
 
Ile Arg Ala Lys Val Lys Asn Cys His Val Asp Glu Glu Leu Ala Pro  
    290                 295                 300                  
 
 
Ala His Val Asn Ala Ser Thr Thr Tyr Ile Lys Val Gln Val Glu Asp  
305                 310                 315                 320  
 
 
Glu Asp Glu Pro Pro Val Phe Leu Leu Pro Tyr Tyr Ile Leu Glu Ile  
                325                 330                 335      
 
 
Pro Glu Gly Lys Pro Tyr Gly Thr Ile Val Gly Thr Val Ser Ala Thr  
            340                 345                 350          
 
 
Asp Pro Asp Arg Arg Gln Ser Pro Met Arg Tyr Tyr Leu Thr Gly Ser  
        355                 360                 365              
 
 
Lys Met Phe Asp Ile Asn Asp Asn Gly Thr Ile Ile Thr Thr Asn Met  
    370                 375                 380                  
 
 
Leu Asp Arg Glu Val Ser Ala Trp Tyr Asn Leu Thr Val Thr Ala Thr  
385                 390                 395                 400  
 
 
Glu Thr Tyr Asn Val Gln Gln Ile Ser Ser Ala His Val Tyr Val Gln  
                405                 410                 415      
 
 
Val Phe Asn Ile Asn Asp Asn Ala Pro Glu Phe Ser Gln Phe Tyr Glu  
            420                 425                 430          
 
 
Thr Tyr Val Cys Glu Asn Ala Glu Ser Gly Glu Ile Val Gln Ile Ile  



        435                 440                 445              
 
 
Ser Ala Ile Asp Arg Asp Glu Ser Ile Glu Asp His His Phe Tyr Phe  
    450                 455                 460                  
 
 
Asn His Ser Leu Glu Asp Thr Asn Asn Ser Ser Phe Met Leu Thr Asp  
465                 470                 475                 480  
 
 
Asn Gln Asp Asn Thr Ala Val Ile Leu Ser Asn Arg Thr Gly Phe Asn  
                485                 490                 495      
 
 
Leu Lys Glu Glu Pro Val Phe Tyr Met Ile Ile Leu Ile Ala Asp Asn  
            500                 505                 510          
 
 
Gly Ile Pro Ser Leu Thr Ser Thr Asn Thr Leu Thr Ile Gln Val Cys  
        515                 520                 525              
 
 
Asp Cys Gly Asp Ser Arg Asn Thr Glu Thr Cys Ala Asn Lys Gly Leu  
    530                 535                 540                  
 
 
Leu Phe Ile Met Gly Phe Arg Thr Glu Ala Ile Ile Ala Ile Met Ile  
545                 550                 555                 560  
 
 
Cys Val Met Val Ile Phe Gly Phe Phe Phe Leu Ile Leu Ala Leu Lys  
                565                 570                 575      
 
 
Gln Arg Arg Lys Glu Thr Leu Phe Pro Glu Lys Thr Glu Asp Phe Arg  
            580                 585                 590          
 
 
Glu Asn Ile Phe Cys Tyr Asp Asp Glu Gly Gly Gly Glu Glu Asp Ser  
        595                 600                 605              
 
 
Glu Ala Phe Asp Ile Val Glu Leu Arg Gln Ser Thr Val Met Arg Glu  
    610                 615                 620                  
 
 
Arg Lys Pro Gln Arg Ser Lys Ser Ala Glu Ile Arg Ser Leu Tyr Arg  
625                 630                 635                 640  
 
 
Gln Ser Leu Gln Val Gly Pro Asp Ser Ala Ile Phe Arg Lys Phe Ile  
                645                 650                 655      
 
 
Leu Glu Lys Leu Glu Glu Ala Asn Thr Asp Pro Cys Ala Pro Pro Phe  
            660                 665                 670          
 
 
Asp Ser Leu Gln Thr Phe Ala Tyr Glu Gly Thr Gly Ser Ser Ala Gly  
        675                 680                 685              
 
 
Ser Leu Ser Ser Leu Ala Ser Arg Asp Thr Asp Gln Glu Asp Asp Phe  



    690                 695                 700                  
 
 
Asp Tyr Leu Asn Asp Leu Gly Pro Arg Phe Lys Arg Leu Ala Ser Met  
705                 710                 715                 720  
 
 
Phe Gly Ser Ala Val Gln Pro Asn Asn  
                725                  
 
 
<210>  955 
<211>  2190 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  huCDH19 (44-249) muCDH19 (248-770) 
 
<400>  955 
ggctgggtgt ggaaccaatt ttttgtacca gaggaaatga atacgactag tcatcacatc       60 
 
ggccagctaa gatctgattt agacaatgga aacaattctt tccagtacaa gcttttggga      120 
 
gctggagctg gaagtacttt tatcattgat gaaagaacag gtgacatata tgccatacag      180 
 
aagcttgata gagaggagcg atccctctac atcttaagag cccaggtaat agacatcgct      240 
 
actggaaggg ctgtggaacc tgagtctgag tttgtcatca aagtttcgga tatcaatgac      300 
 
aatgaaccaa aattcctaga tgaaccttat gaggccattg taccagagat gtctccagaa      360 
 
ggaacattag ttatccaggt gacagcaagt gatgctgacg atccctcaag tggtaataat      420 
 
gctcgtctcc tctacagctt acttcaaggc cagccatatt tttctgttga accaacaaca      480 
 
ggagtcataa gaatatcttc taaaatggat agagaactgc aagatgagta ttgggtaatc      540 
 
attcaagcca aggacatgat tggtcagcca ggagcgttgt ctggaacaac aagtgtatta      600 
 
attaaacttt cagatgttaa tgacaacaag ccaatattca aagaaagttt ctaccgcttc      660 
 
actatatctg aatctgcacc cattggaaca tcaataggga aaattatggc atatgatgat      720 
 
gacatagggg agaatgcaga gatggagtac agcattgaag atgatgattc aaaaatattt      780 
 
gacataatca ttgacaatga cacccaagaa gggatagtta tacttaaaaa gaaagttgat      840 
 
tttgagcagc agagctatta tggcattaga gctaaggtta aaaactgcca tgtggatgaa      900 
 
gagcttgcac ctgcccatgt taacgcttcc acaacctaca ttaaagttca agtagaagat      960 
 
gaagatgaac ctcctgtttt cctcttacca tattacatac ttgaaattcc tgaaggaaaa     1020 
 
ccatatggaa caattgtggg gacggtttct gccacagacc cagatcgaag acaatctcct     1080 
 
atgagatatt atctcactgg aagcaaaatg tttgatatca atgacaatgg aacaataatc     1140 
 
accactaaca tgcttgacag agaggtcagt gcttggtaca acttgactgt cacagctact     1200 
 
gaaacataca atgtacaaca gatctcttca gcccatgttt atgtacaagt ctttaacatt     1260 
 
aacgacaatg ctccagagtt ctctcaattc tatgagactt atgtttgtga aaatgctgaa     1320 
 



tctggtgaga tagttcagat catcagtgca attgatagag atgagtccat agaagatcac     1380 
 
catttttact ttaatcactc tctggaagac acaaacaact caagttttat gctaacagac     1440 
 
aatcaagata acacagctgt aattctgagt aatagaactg gtttcaatct taaagaagag     1500 
 
cctgtcttct acatgatcat cttgattgct gataacggga tcccatctct cacaagcaca     1560 
 
aacactctca ctatccaagt ctgtgactgt ggagacagta gaaacacaga aacttgtgct     1620 
 
aacaagggac ttctctttat catgggattc agaacagagg caataattgc catcatgata     1680 
 
tgtgttatgg taatatttgg gtttttcttt ttgattcttg ctctgaaaca gcgaagaaag     1740 
 
gagactctat ttccagagaa gactgaagac tttagggaga atatattttg ctatgatgat     1800 
 
gaaggcggcg gggaagaaga ctcggaagcc tttgacatcg tagagctgag acaaagtaca     1860 
 
gtaatgagag aaagaaagcc tcagagaagc aagagtgcgg agatcaggag cttgtacagg     1920 
 
cagtccctgc aggtgggccc agacagtgcc atatttcgaa aatttatcct agagaagctt     1980 
 
gaagaagcca acacagaccc atgtgctccc ccctttgatt cactacagac gtttgcctat     2040 
 
gagggaacag ggtcatcagc tggctctctg agctccttgg catccagaga cactgatcag     2100 
 
gaggatgact tcgactacct taatgacctg ggacctcgtt ttaaaagatt agcaagcatg     2160 
 
tttggctctg cagtacaacc caacaattag                                      2190 
 
 
<210>  956 
<211>  727 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  muCDH19 (44-139) huCDH19 (142-249) muCDH19 (248-770) 
 
<400>  956 
 
Ala Trp Val Trp Arg Pro Phe Val Val Leu Glu Glu Met Asp Asp Ile  
1               5                   10                  15       
 
 
Gln Cys Val Gly Lys Leu Arg Ser Asp Leu Asp Asn Gly Asn Asn Ser  
            20                  25                  30           
 
 
Phe Gln Tyr Lys Leu Leu Gly Ile Gly Ala Gly Ser Phe Ser Ile Asn  
        35                  40                  45               
 
 
Glu Arg Thr Gly Glu Ile Cys Ala Ile Gln Lys Leu Asp Arg Glu Glu  
    50                  55                  60                   
 
 
Lys Ser Leu Tyr Ile Leu Arg Ala Gln Val Ile Asp Thr Thr Ile Gly  
65                  70                  75                  80   
 
 
Lys Ala Val Glu Thr Glu Ser Glu Phe Val Ile Arg Val Leu Asp Ile  
                85                  90                  95       
 



 
Asn Asp Asn Glu Pro Lys Phe Leu Asp Glu Pro Tyr Glu Ala Ile Val  
            100                 105                 110          
 
 
Pro Glu Met Ser Pro Glu Gly Thr Leu Val Ile Gln Val Thr Ala Ser  
        115                 120                 125              
 
 
Asp Ala Asp Asp Pro Ser Ser Gly Asn Asn Ala Arg Leu Leu Tyr Ser  
    130                 135                 140                  
 
 
Leu Leu Gln Gly Gln Pro Tyr Phe Ser Val Glu Pro Thr Thr Gly Val  
145                 150                 155                 160  
 
 
Ile Arg Ile Ser Ser Lys Met Asp Arg Glu Leu Gln Asp Glu Tyr Trp  
                165                 170                 175      
 
 
Val Ile Ile Gln Ala Lys Asp Met Ile Gly Gln Pro Gly Ala Leu Ser  
            180                 185                 190          
 
 
Gly Thr Thr Ser Val Leu Ile Lys Leu Ser Asp Val Asn Asp Asn Lys  
        195                 200                 205              
 
 
Pro Ile Phe Lys Glu Ser Phe Tyr Arg Phe Thr Ile Ser Glu Ser Ala  
    210                 215                 220                  
 
 
Pro Ile Gly Thr Ser Ile Gly Lys Ile Met Ala Tyr Asp Asp Asp Ile  
225                 230                 235                 240  
 
 
Gly Glu Asn Ala Glu Met Glu Tyr Ser Ile Glu Asp Asp Asp Ser Lys  
                245                 250                 255      
 
 
Ile Phe Asp Ile Ile Ile Asp Asn Asp Thr Gln Glu Gly Ile Val Ile  
            260                 265                 270          
 
 
Leu Lys Lys Lys Val Asp Phe Glu Gln Gln Ser Tyr Tyr Gly Ile Arg  
        275                 280                 285              
 
 
Ala Lys Val Lys Asn Cys His Val Asp Glu Glu Leu Ala Pro Ala His  
    290                 295                 300                  
 
 
Val Asn Ala Ser Thr Thr Tyr Ile Lys Val Gln Val Glu Asp Glu Asp  
305                 310                 315                 320  
 
 
Glu Pro Pro Val Phe Leu Leu Pro Tyr Tyr Ile Leu Glu Ile Pro Glu  
                325                 330                 335      
 
 
Gly Lys Pro Tyr Gly Thr Ile Val Gly Thr Val Ser Ala Thr Asp Pro  
            340                 345                 350          
 



 
Asp Arg Arg Gln Ser Pro Met Arg Tyr Tyr Leu Thr Gly Ser Lys Met  
        355                 360                 365              
 
 
Phe Asp Ile Asn Asp Asn Gly Thr Ile Ile Thr Thr Asn Met Leu Asp  
    370                 375                 380                  
 
 
Arg Glu Val Ser Ala Trp Tyr Asn Leu Thr Val Thr Ala Thr Glu Thr  
385                 390                 395                 400  
 
 
Tyr Asn Val Gln Gln Ile Ser Ser Ala His Val Tyr Val Gln Val Phe  
                405                 410                 415      
 
 
Asn Ile Asn Asp Asn Ala Pro Glu Phe Ser Gln Phe Tyr Glu Thr Tyr  
            420                 425                 430          
 
 
Val Cys Glu Asn Ala Glu Ser Gly Glu Ile Val Gln Ile Ile Ser Ala  
        435                 440                 445              
 
 
Ile Asp Arg Asp Glu Ser Ile Glu Asp His His Phe Tyr Phe Asn His  
    450                 455                 460                  
 
 
Ser Leu Glu Asp Thr Asn Asn Ser Ser Phe Met Leu Thr Asp Asn Gln  
465                 470                 475                 480  
 
 
Asp Asn Thr Ala Val Ile Leu Ser Asn Arg Thr Gly Phe Asn Leu Lys  
                485                 490                 495      
 
 
Glu Glu Pro Val Phe Tyr Met Ile Ile Leu Ile Ala Asp Asn Gly Ile  
            500                 505                 510          
 
 
Pro Ser Leu Thr Ser Thr Asn Thr Leu Thr Ile Gln Val Cys Asp Cys  
        515                 520                 525              
 
 
Gly Asp Ser Arg Asn Thr Glu Thr Cys Ala Asn Lys Gly Leu Leu Phe  
    530                 535                 540                  
 
 
Ile Met Gly Phe Arg Thr Glu Ala Ile Ile Ala Ile Met Ile Cys Val  
545                 550                 555                 560  
 
 
Met Val Ile Phe Gly Phe Phe Phe Leu Ile Leu Ala Leu Lys Gln Arg  
                565                 570                 575      
 
 
Arg Lys Glu Thr Leu Phe Pro Glu Lys Thr Glu Asp Phe Arg Glu Asn  
            580                 585                 590          
 
 
Ile Phe Cys Tyr Asp Asp Glu Gly Gly Gly Glu Glu Asp Ser Glu Ala  
        595                 600                 605              
 



 
Phe Asp Ile Val Glu Leu Arg Gln Ser Thr Val Met Arg Glu Arg Lys  
    610                 615                 620                  
 
 
Pro Gln Arg Ser Lys Ser Ala Glu Ile Arg Ser Leu Tyr Arg Gln Ser  
625                 630                 635                 640  
 
 
Leu Gln Val Gly Pro Asp Ser Ala Ile Phe Arg Lys Phe Ile Leu Glu  
                645                 650                 655      
 
 
Lys Leu Glu Glu Ala Asn Thr Asp Pro Cys Ala Pro Pro Phe Asp Ser  
            660                 665                 670          
 
 
Leu Gln Thr Phe Ala Tyr Glu Gly Thr Gly Ser Ser Ala Gly Ser Leu  
        675                 680                 685              
 
 
Ser Ser Leu Ala Ser Arg Asp Thr Asp Gln Glu Asp Asp Phe Asp Tyr  
    690                 695                 700                  
 
 
Leu Asn Asp Leu Gly Pro Arg Phe Lys Arg Leu Ala Ser Met Phe Gly  
705                 710                 715                 720  
 
 
Ser Ala Val Gln Pro Asn Asn  
                725          
 
 
<210>  957 
<211>  2184 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  muCDH19 (44-139) huCDH19 (142-249) muCDH19 (248-770) 
 
<400>  957 
gcctgggtgt ggagaccatt tgttgttcta gaagaaatgg atgatataca atgtgttgga       60 
 
aagctaagat ctgacttaga caatggaaac aactctttcc agtacaagct actggggatt      120 
 
ggcgctggaa gctttagcat taatgaaaga acaggtgaaa tatgtgccat acagaagctt      180 
 
gatagagagg aaaaatccct ctacattctg agagcccagg taatagacac cactattggg      240 
 
aaggctgtgg aaactgaatc cgagtttgtc atcagagttt tggatatcaa tgacaatgaa      300 
 
ccaaaattcc tagatgaacc ttatgaggcc attgtaccag agatgtctcc agaaggaaca      360 
 
ttagttatcc aggtgacagc aagtgatgct gacgatccct caagtggtaa taatgctcgt      420 
 
ctcctctaca gcttacttca aggccagcca tatttttctg ttgaaccaac aacaggagtc      480 
 
ataagaatat cttctaaaat ggatagagaa ctgcaagatg agtattgggt aatcattcaa      540 
 
gccaaggaca tgattggtca gccaggagcg ttgtctggaa caacaagtgt attaattaaa      600 
 
ctttcagatg ttaatgacaa caagccaata ttcaaagaaa gtttctaccg cttcactata      660 
 



tctgaatctg cacccattgg aacatcaata gggaaaatta tggcatatga tgatgacata      720 
 
ggggagaatg cagagatgga gtacagcatt gaagatgatg attcaaaaat atttgacata      780 
 
atcattgaca atgacaccca agaagggata gttatactta aaaagaaagt tgattttgag      840 
 
cagcagagct attatggcat tagagctaag gttaaaaact gccatgtgga tgaagagctt      900 
 
gcacctgccc atgttaacgc ttccacaacc tacattaaag ttcaagtaga agatgaagat      960 
 
gaacctcctg ttttcctctt accatattac atacttgaaa ttcctgaagg aaaaccatat     1020 
 
ggaacaattg tggggacggt ttctgccaca gacccagatc gaagacaatc tcctatgaga     1080 
 
tattatctca ctggaagcaa aatgtttgat atcaatgaca atggaacaat aatcaccact     1140 
 
aacatgcttg acagagaggt cagtgcttgg tacaacttga ctgtcacagc tactgaaaca     1200 
 
tacaatgtac aacagatctc ttcagcccat gtttatgtac aagtctttaa cattaacgac     1260 
 
aatgctccag agttctctca attctatgag acttatgttt gtgaaaatgc tgaatctggt     1320 
 
gagatagttc agatcatcag tgcaattgat agagatgagt ccatagaaga tcaccatttt     1380 
 
tactttaatc actctctgga agacacaaac aactcaagtt ttatgctaac agacaatcaa     1440 
 
gataacacag ctgtaattct gagtaataga actggtttca atcttaaaga agagcctgtc     1500 
 
ttctacatga tcatcttgat tgctgataac gggatcccat ctctcacaag cacaaacact     1560 
 
ctcactatcc aagtctgtga ctgtggagac agtagaaaca cagaaacttg tgctaacaag     1620 
 
ggacttctct ttatcatggg attcagaaca gaggcaataa ttgccatcat gatatgtgtt     1680 
 
atggtaatat ttgggttttt ctttttgatt cttgctctga aacagcgaag aaaggagact     1740 
 
ctatttccag agaagactga agactttagg gagaatatat tttgctatga tgatgaaggc     1800 
 
ggcggggaag aagactcgga agcctttgac atcgtagagc tgagacaaag tacagtaatg     1860 
 
agagaaagaa agcctcagag aagcaagagt gcggagatca ggagcttgta caggcagtcc     1920 
 
ctgcaggtgg gcccagacag tgccatattt cgaaaattta tcctagagaa gcttgaagaa     1980 
 
gccaacacag acccatgtgc tccccccttt gattcactac agacgtttgc ctatgaggga     2040 
 
acagggtcat cagctggctc tctgagctcc ttggcatcca gagacactga tcaggaggat     2100 
 
gacttcgact accttaatga cctgggacct cgttttaaaa gattagcaag catgtttggc     2160 
 
tctgcagtac aacccaacaa ttag                                            2184 
 
 
<210>  958 
<211>  727 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  muCDH19 (44-139) huCDH19 (142-364) muCDH19 (363-770) 
 
<400>  958 
 
Ala Trp Val Trp Arg Pro Phe Val Val Leu Glu Glu Met Asp Asp Ile  



1               5                   10                  15       
 
 
Gln Cys Val Gly Lys Leu Arg Ser Asp Leu Asp Asn Gly Asn Asn Ser  
            20                  25                  30           
 
 
Phe Gln Tyr Lys Leu Leu Gly Ile Gly Ala Gly Ser Phe Ser Ile Asn  
        35                  40                  45               
 
 
Glu Arg Thr Gly Glu Ile Cys Ala Ile Gln Lys Leu Asp Arg Glu Glu  
    50                  55                  60                   
 
 
Lys Ser Leu Tyr Ile Leu Arg Ala Gln Val Ile Asp Thr Thr Ile Gly  
65                  70                  75                  80   
 
 
Lys Ala Val Glu Thr Glu Ser Glu Phe Val Ile Arg Val Leu Asp Ile  
                85                  90                  95       
 
 
Asn Asp Asn Glu Pro Lys Phe Leu Asp Glu Pro Tyr Glu Ala Ile Val  
            100                 105                 110          
 
 
Pro Glu Met Ser Pro Glu Gly Thr Leu Val Ile Gln Val Thr Ala Ser  
        115                 120                 125              
 
 
Asp Ala Asp Asp Pro Ser Ser Gly Asn Asn Ala Arg Leu Leu Tyr Ser  
    130                 135                 140                  
 
 
Leu Leu Gln Gly Gln Pro Tyr Phe Ser Val Glu Pro Thr Thr Gly Val  
145                 150                 155                 160  
 
 
Ile Arg Ile Ser Ser Lys Met Asp Arg Glu Leu Gln Asp Glu Tyr Trp  
                165                 170                 175      
 
 
Val Ile Ile Gln Ala Lys Asp Met Ile Gly Gln Pro Gly Ala Leu Ser  
            180                 185                 190          
 
 
Gly Thr Thr Ser Val Leu Ile Lys Leu Ser Asp Val Asn Asp Asn Lys  
        195                 200                 205              
 
 
Pro Ile Phe Lys Glu Ser Leu Tyr Arg Leu Thr Val Ser Glu Ser Ala  
    210                 215                 220                  
 
 
Pro Thr Gly Thr Ser Ile Gly Thr Ile Met Ala Tyr Asp Asn Asp Ile  
225                 230                 235                 240  
 
 
Gly Glu Asn Ala Glu Met Asp Tyr Ser Ile Glu Glu Asp Asp Ser Gln  
                245                 250                 255      
 
 
Thr Phe Asp Ile Ile Thr Asn His Glu Thr Gln Glu Gly Ile Val Ile  



            260                 265                 270          
 
 
Leu Lys Lys Lys Val Asp Phe Glu His Gln Asn His Tyr Gly Ile Arg  
        275                 280                 285              
 
 
Ala Lys Val Lys Asn His His Val Pro Glu Gln Leu Met Lys Tyr His  
    290                 295                 300                  
 
 
Thr Glu Ala Ser Thr Thr Phe Ile Lys Ile Gln Val Glu Asp Val Asp  
305                 310                 315                 320  
 
 
Glu Pro Pro Val Phe Leu Leu Pro Tyr Tyr Ile Leu Glu Ile Pro Glu  
                325                 330                 335      
 
 
Gly Lys Pro Tyr Gly Thr Ile Val Gly Thr Val Ser Ala Thr Asp Pro  
            340                 345                 350          
 
 
Asp Arg Arg Gln Ser Pro Met Arg Tyr Tyr Leu Thr Gly Ser Lys Met  
        355                 360                 365              
 
 
Phe Asp Ile Asn Asp Asn Gly Thr Ile Ile Thr Thr Asn Met Leu Asp  
    370                 375                 380                  
 
 
Arg Glu Val Ser Ala Trp Tyr Asn Leu Thr Val Thr Ala Thr Glu Thr  
385                 390                 395                 400  
 
 
Tyr Asn Val Gln Gln Ile Ser Ser Ala His Val Tyr Val Gln Val Phe  
                405                 410                 415      
 
 
Asn Ile Asn Asp Asn Ala Pro Glu Phe Ser Gln Phe Tyr Glu Thr Tyr  
            420                 425                 430          
 
 
Val Cys Glu Asn Ala Glu Ser Gly Glu Ile Val Gln Ile Ile Ser Ala  
        435                 440                 445              
 
 
Ile Asp Arg Asp Glu Ser Ile Glu Asp His His Phe Tyr Phe Asn His  
    450                 455                 460                  
 
 
Ser Leu Glu Asp Thr Asn Asn Ser Ser Phe Met Leu Thr Asp Asn Gln  
465                 470                 475                 480  
 
 
Asp Asn Thr Ala Val Ile Leu Ser Asn Arg Thr Gly Phe Asn Leu Lys  
                485                 490                 495      
 
 
Glu Glu Pro Val Phe Tyr Met Ile Ile Leu Ile Ala Asp Asn Gly Ile  
            500                 505                 510          
 
 
Pro Ser Leu Thr Ser Thr Asn Thr Leu Thr Ile Gln Val Cys Asp Cys  



        515                 520                 525              
 
 
Gly Asp Ser Arg Asn Thr Glu Thr Cys Ala Asn Lys Gly Leu Leu Phe  
    530                 535                 540                  
 
 
Ile Met Gly Phe Arg Thr Glu Ala Ile Ile Ala Ile Met Ile Cys Val  
545                 550                 555                 560  
 
 
Met Val Ile Phe Gly Phe Phe Phe Leu Ile Leu Ala Leu Lys Gln Arg  
                565                 570                 575      
 
 
Arg Lys Glu Thr Leu Phe Pro Glu Lys Thr Glu Asp Phe Arg Glu Asn  
            580                 585                 590          
 
 
Ile Phe Cys Tyr Asp Asp Glu Gly Gly Gly Glu Glu Asp Ser Glu Ala  
        595                 600                 605              
 
 
Phe Asp Ile Val Glu Leu Arg Gln Ser Thr Val Met Arg Glu Arg Lys  
    610                 615                 620                  
 
 
Pro Gln Arg Ser Lys Ser Ala Glu Ile Arg Ser Leu Tyr Arg Gln Ser  
625                 630                 635                 640  
 
 
Leu Gln Val Gly Pro Asp Ser Ala Ile Phe Arg Lys Phe Ile Leu Glu  
                645                 650                 655      
 
 
Lys Leu Glu Glu Ala Asn Thr Asp Pro Cys Ala Pro Pro Phe Asp Ser  
            660                 665                 670          
 
 
Leu Gln Thr Phe Ala Tyr Glu Gly Thr Gly Ser Ser Ala Gly Ser Leu  
        675                 680                 685              
 
 
Ser Ser Leu Ala Ser Arg Asp Thr Asp Gln Glu Asp Asp Phe Asp Tyr  
    690                 695                 700                  
 
 
Leu Asn Asp Leu Gly Pro Arg Phe Lys Arg Leu Ala Ser Met Phe Gly  
705                 710                 715                 720  
 
 
Ser Ala Val Gln Pro Asn Asn  
                725          
 
 
<210>  959 
<211>  2184 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  C137847 muCDH19 (44-139) huCDH19 (142-364) muCDH19 (363-770) 
 
<400>  959 



gcctgggtgt ggagaccatt tgttgttcta gaagaaatgg atgatataca atgtgttgga       60 
 
aagctaagat ctgacttaga caatggaaac aactctttcc agtacaagct actggggatt      120 
 
ggcgctggaa gctttagcat taatgaaaga acaggtgaaa tatgtgccat acagaagctt      180 
 
gatagagagg aaaaatccct ctacattctg agagcccagg taatagacac cactattggg      240 
 
aaggctgtgg aaactgaatc cgagtttgtc atcagagttt tggatatcaa tgacaatgaa      300 
 
ccaaaattcc tagatgaacc ttatgaggcc attgtaccag agatgtctcc agaaggaaca      360 
 
ttagttatcc aggtgacagc aagtgatgct gacgatccct caagtggtaa taatgctcgt      420 
 
ctcctctaca gcttacttca aggccagcca tatttttctg ttgaaccaac aacaggagtc      480 
 
ataagaatat cttctaaaat ggatagagaa ctgcaagatg agtattgggt aatcattcaa      540 
 
gccaaggaca tgattggtca gccaggagcg ttgtctggaa caacaagtgt attaattaaa      600 
 
ctttcagatg ttaatgacaa taagcctata tttaaagaaa gtttataccg cttgactgtc      660 
 
tctgaatctg cacccactgg gacttctata ggaacaatca tggcatatga taatgacata      720 
 
ggagagaatg cagaaatgga ttacagcatt gaagaggatg attcgcaaac atttgacatt      780 
 
attactaatc atgaaactca agaaggaata gttatattaa aaaagaaagt ggattttgag      840 
 
caccagaacc actacggtat tagagcaaaa gttaaaaacc atcatgttcc tgagcagctc      900 
 
atgaagtacc acactgaggc ttccaccact ttcattaaga tccaggtgga agatgttgat      960 
 
gaacctcctg ttttcctctt accatattac atacttgaaa ttcctgaagg aaaaccatat     1020 
 
ggaacaattg tggggacggt ttctgccaca gacccagatc gaagacaatc tcctatgaga     1080 
 
tattatctca ctggaagcaa aatgtttgat atcaatgaca atggaacaat aatcaccact     1140 
 
aacatgcttg acagagaggt cagtgcttgg tacaacttga ctgtcacagc tactgaaaca     1200 
 
tacaatgtac aacagatctc ttcagcccat gtttatgtac aagtctttaa cattaacgac     1260 
 
aatgctccag agttctctca attctatgag acttatgttt gtgaaaatgc tgaatctggt     1320 
 
gagatagttc agatcatcag tgcaattgat agagatgagt ccatagaaga tcaccatttt     1380 
 
tactttaatc actctctgga agacacaaac aactcaagtt ttatgctaac agacaatcaa     1440 
 
gataacacag ctgtaattct gagtaataga actggtttca atcttaaaga agagcctgtc     1500 
 
ttctacatga tcatcttgat tgctgataac gggatcccat ctctcacaag cacaaacact     1560 
 
ctcactatcc aagtctgtga ctgtggagac agtagaaaca cagaaacttg tgctaacaag     1620 
 
ggacttctct ttatcatggg attcagaaca gaggcaataa ttgccatcat gatatgtgtt     1680 
 
atggtaatat ttgggttttt ctttttgatt cttgctctga aacagcgaag aaaggagact     1740 
 
ctatttccag agaagactga agactttagg gagaatatat tttgctatga tgatgaaggc     1800 
 
ggcggggaag aagactcgga agcctttgac atcgtagagc tgagacaaag tacagtaatg     1860 
 
agagaaagaa agcctcagag aagcaagagt gcggagatca ggagcttgta caggcagtcc     1920 
 



ctgcaggtgg gcccagacag tgccatattt cgaaaattta tcctagagaa gcttgaagaa     1980 
 
gccaacacag acccatgtgc tccccccttt gattcactac agacgtttgc ctatgaggga     2040 
 
acagggtcat cagctggctc tctgagctcc ttggcatcca gagacactga tcaggaggat     2100 
 
gacttcgact accttaatga cctgggacct cgttttaaaa gattagcaag catgtttggc     2160 
 
tctgcagtac aacccaacaa ttag                                            2184 
 
 
<210>  960 
<211>  727 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  C137911 muCDH19 (44-247) huCDH19 (250-364) muCDH19 (363-770) 
 
<400>  960 
 
Ala Trp Val Trp Arg Pro Phe Val Val Leu Glu Glu Met Asp Asp Ile  
1               5                   10                  15       
 
 
Gln Cys Val Gly Lys Leu Arg Ser Asp Leu Asp Asn Gly Asn Asn Ser  
            20                  25                  30           
 
 
Phe Gln Tyr Lys Leu Leu Gly Ile Gly Ala Gly Ser Phe Ser Ile Asn  
        35                  40                  45               
 
 
Glu Arg Thr Gly Glu Ile Cys Ala Ile Gln Lys Leu Asp Arg Glu Glu  
    50                  55                  60                   
 
 
Lys Ser Leu Tyr Ile Leu Arg Ala Gln Val Ile Asp Thr Thr Ile Gly  
65                  70                  75                  80   
 
 
Lys Ala Val Glu Thr Glu Ser Glu Phe Val Ile Arg Val Leu Asp Ile  
                85                  90                  95       
 
 
Asn Asp Asn Glu Pro Arg Phe Leu Asp Glu Pro Tyr Glu Ala Ile Val  
            100                 105                 110          
 
 
Pro Glu Met Ser Pro Glu Gly Thr Phe Val Ile Lys Val Thr Ala Asn  
        115                 120                 125              
 
 
Asp Ala Asp Asp Pro Ser Thr Gly Tyr His Ala Arg Ile Leu Tyr Asn  
    130                 135                 140                  
 
 
Leu Glu Arg Gly Gln Pro Tyr Phe Ser Val Glu Pro Thr Thr Gly Val  
145                 150                 155                 160  
 
 
Ile Arg Ile Ser Ser Lys Met Asp Arg Glu Leu Gln Asp Thr Tyr Cys  
                165                 170                 175      
 



 
Val Ile Ile Gln Ala Lys Asp Met Leu Gly Gln Pro Gly Ala Leu Ser  
            180                 185                 190          
 
 
Gly Thr Thr Thr Val Ser Ile Lys Leu Ser Asp Ile Asn Asp Asn Lys  
        195                 200                 205              
 
 
Pro Ile Phe Lys Glu Ser Leu Tyr Arg Leu Thr Val Ser Glu Ser Ala  
    210                 215                 220                  
 
 
Pro Thr Gly Thr Ser Ile Gly Thr Ile Met Ala Tyr Asp Asn Asp Ile  
225                 230                 235                 240  
 
 
Gly Glu Asn Ala Glu Met Asp Tyr Ser Ile Glu Glu Asp Asp Ser Gln  
                245                 250                 255      
 
 
Thr Phe Asp Ile Ile Thr Asn His Glu Thr Gln Glu Gly Ile Val Ile  
            260                 265                 270          
 
 
Leu Lys Lys Lys Val Asp Phe Glu His Gln Asn His Tyr Gly Ile Arg  
        275                 280                 285              
 
 
Ala Lys Val Lys Asn His His Val Pro Glu Gln Leu Met Lys Tyr His  
    290                 295                 300                  
 
 
Thr Glu Ala Ser Thr Thr Phe Ile Lys Ile Gln Val Glu Asp Val Asp  
305                 310                 315                 320  
 
 
Glu Pro Pro Val Phe Leu Leu Pro Tyr Tyr Ile Leu Glu Ile Pro Glu  
                325                 330                 335      
 
 
Gly Lys Pro Tyr Gly Thr Ile Val Gly Thr Val Ser Ala Thr Asp Pro  
            340                 345                 350          
 
 
Asp Arg Arg Gln Ser Pro Met Arg Tyr Tyr Leu Thr Gly Ser Lys Met  
        355                 360                 365              
 
 
Phe Asp Ile Asn Asp Asn Gly Thr Ile Ile Thr Thr Asn Met Leu Asp  
    370                 375                 380                  
 
 
Arg Glu Val Ser Ala Trp Tyr Asn Leu Thr Val Thr Ala Thr Glu Thr  
385                 390                 395                 400  
 
 
Tyr Asn Val Gln Gln Ile Ser Ser Ala His Val Tyr Val Gln Val Phe  
                405                 410                 415      
 
 
Asn Ile Asn Asp Asn Ala Pro Glu Phe Ser Gln Phe Tyr Glu Thr Tyr  
            420                 425                 430          
 



 
Val Cys Glu Asn Ala Glu Ser Gly Glu Ile Val Gln Ile Ile Ser Ala  
        435                 440                 445              
 
 
Ile Asp Arg Asp Glu Ser Ile Glu Asp His His Phe Tyr Phe Asn His  
    450                 455                 460                  
 
 
Ser Leu Glu Asp Thr Asn Asn Ser Ser Phe Met Leu Thr Asp Asn Gln  
465                 470                 475                 480  
 
 
Asp Asn Thr Ala Val Ile Leu Ser Asn Arg Thr Gly Phe Asn Leu Lys  
                485                 490                 495      
 
 
Glu Glu Pro Val Phe Tyr Met Ile Ile Leu Ile Ala Asp Asn Gly Ile  
            500                 505                 510          
 
 
Pro Ser Leu Thr Ser Thr Asn Thr Leu Thr Ile Gln Val Cys Asp Cys  
        515                 520                 525              
 
 
Gly Asp Ser Arg Asn Thr Glu Thr Cys Ala Asn Lys Gly Leu Leu Phe  
    530                 535                 540                  
 
 
Ile Met Gly Phe Arg Thr Glu Ala Ile Ile Ala Ile Met Ile Cys Val  
545                 550                 555                 560  
 
 
Met Val Ile Phe Gly Phe Phe Phe Leu Ile Leu Ala Leu Lys Gln Arg  
                565                 570                 575      
 
 
Arg Lys Glu Thr Leu Phe Pro Glu Lys Thr Glu Asp Phe Arg Glu Asn  
            580                 585                 590          
 
 
Ile Phe Cys Tyr Asp Asp Glu Gly Gly Gly Glu Glu Asp Ser Glu Ala  
        595                 600                 605              
 
 
Phe Asp Ile Val Glu Leu Arg Gln Ser Thr Val Met Arg Glu Arg Lys  
    610                 615                 620                  
 
 
Pro Gln Arg Ser Lys Ser Ala Glu Ile Arg Ser Leu Tyr Arg Gln Ser  
625                 630                 635                 640  
 
 
Leu Gln Val Gly Pro Asp Ser Ala Ile Phe Arg Lys Phe Ile Leu Glu  
                645                 650                 655      
 
 
Lys Leu Glu Glu Ala Asn Thr Asp Pro Cys Ala Pro Pro Phe Asp Ser  
            660                 665                 670          
 
 
Leu Gln Thr Phe Ala Tyr Glu Gly Thr Gly Ser Ser Ala Gly Ser Leu  
        675                 680                 685              
 



 
Ser Ser Leu Ala Ser Arg Asp Thr Asp Gln Glu Asp Asp Phe Asp Tyr  
    690                 695                 700                  
 
 
Leu Asn Asp Leu Gly Pro Arg Phe Lys Arg Leu Ala Ser Met Phe Gly  
705                 710                 715                 720  
 
 
Ser Ala Val Gln Pro Asn Asn  
                725          
 
 
<210>  961 
<211>  2184 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  C137911 muCDH19 (44-247) huCDH19 (250-364) muCDH19 (363-770) 
 
<400>  961 
gcctgggtgt ggagaccatt tgttgttcta gaagaaatgg atgatataca atgtgttgga       60 
 
aagctaagat ctgacttaga caatggaaac aactctttcc agtacaagct actggggatt      120 
 
ggcgctggaa gctttagcat taatgaaaga acaggtgaaa tatgtgccat acagaagctt      180 
 
gatagagagg aaaaatccct ctacattctg agagcccagg taatagacac cactattggg      240 
 
aaggctgtgg aaactgaatc cgagtttgtc atcagagttt tggatatcaa tgacaatgaa      300 
 
cccagattcc tagatgaacc atatgaggcc attgtacctg agatgtctcc agaaggaaca      360 
 
tttgtcatca aggtgacagc caatgacgca gatgatcctt caactggcta tcatgctcgc      420 
 
atcctataca acttagaacg aggtcaacca tacttttctg ttgagccaac aacaggagtc      480 
 
ataaggatat cttctaagat ggatagagag ttgcaagata catactgtgt aattattcaa      540 
 
gccaaggaca tgctcggtca gcctggagcc ttgtctggaa caacaaccgt atcaattaag      600 
 
ctgtcagata ttaatgacaa taagcctata tttaaagaaa gtttataccg cttgactgtc      660 
 
tctgaatctg cacccactgg gacttctata ggaacaatca tggcatatga taatgacata      720 
 
ggagagaatg cagaaatgga ttacagcatt gaagaggatg attcgcaaac atttgacatt      780 
 
attactaatc atgaaactca agaaggaata gttatattaa aaaagaaagt ggattttgag      840 
 
caccagaacc actacggtat tagagcaaaa gttaaaaacc atcatgttcc tgagcagctc      900 
 
atgaagtacc acactgaggc ttccaccact ttcattaaga tccaggtgga agatgttgat      960 
 
gaacctcctg ttttcctctt accatattac atacttgaaa ttcctgaagg aaaaccatat     1020 
 
ggaacaattg tggggacggt ttctgccaca gacccagatc gaagacaatc tcctatgaga     1080 
 
tattatctca ctggaagcaa aatgtttgat atcaatgaca atggaacaat aatcaccact     1140 
 
aacatgcttg acagagaggt cagtgcttgg tacaacttga ctgtcacagc tactgaaaca     1200 
 
tacaatgtac aacagatctc ttcagcccat gtttatgtac aagtctttaa cattaacgac     1260 
 



aatgctccag agttctctca attctatgag acttatgttt gtgaaaatgc tgaatctggt     1320 
 
gagatagttc agatcatcag tgcaattgat agagatgagt ccatagaaga tcaccatttt     1380 
 
tactttaatc actctctgga agacacaaac aactcaagtt ttatgctaac agacaatcaa     1440 
 
gataacacag ctgtaattct gagtaataga actggtttca atcttaaaga agagcctgtc     1500 
 
ttctacatga tcatcttgat tgctgataac gggatcccat ctctcacaag cacaaacact     1560 
 
ctcactatcc aagtctgtga ctgtggagac agtagaaaca cagaaacttg tgctaacaag     1620 
 
ggacttctct ttatcatggg attcagaaca gaggcaataa ttgccatcat gatatgtgtt     1680 
 
atggtaatat ttgggttttt ctttttgatt cttgctctga aacagcgaag aaaggagact     1740 
 
ctatttccag agaagactga agactttagg gagaatatat tttgctatga tgatgaaggc     1800 
 
ggcggggaag aagactcgga agcctttgac atcgtagagc tgagacaaag tacagtaatg     1860 
 
agagaaagaa agcctcagag aagcaagagt gcggagatca ggagcttgta caggcagtcc     1920 
 
ctgcaggtgg gcccagacag tgccatattt cgaaaattta tcctagagaa gcttgaagaa     1980 
 
gccaacacag acccatgtgc tccccccttt gattcactac agacgtttgc ctatgaggga     2040 
 
acagggtcat cagctggctc tctgagctcc ttggcatcca gagacactga tcaggaggat     2100 
 
gacttcgact accttaatga cctgggacct cgttttaaaa gattagcaag catgtttggc     2160 
 
tctgcagtac aacccaacaa ttag                                            2184 
 
 
<210>  962 
<211>  727 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  C137917 muCDH19 (44-362) huCDH19 (365-772) 
 
<400>  962 
 
Ala Trp Val Trp Arg Pro Phe Val Val Leu Glu Glu Met Asp Asp Ile  
1               5                   10                  15       
 
 
Gln Cys Val Gly Lys Leu Arg Ser Asp Leu Asp Asn Gly Asn Asn Ser  
            20                  25                  30           
 
 
Phe Gln Tyr Lys Leu Leu Gly Ile Gly Ala Gly Ser Phe Ser Ile Asn  
        35                  40                  45               
 
 
Glu Arg Thr Gly Glu Ile Cys Ala Ile Gln Lys Leu Asp Arg Glu Glu  
    50                  55                  60                   
 
 
Lys Ser Leu Tyr Ile Leu Arg Ala Gln Val Ile Asp Thr Thr Ile Gly  
65                  70                  75                  80   
 
 
Lys Ala Val Glu Thr Glu Ser Glu Phe Val Ile Arg Val Leu Asp Ile  



                85                  90                  95       
 
 
Asn Asp Asn Glu Pro Arg Phe Leu Asp Glu Pro Tyr Glu Ala Ile Val  
            100                 105                 110          
 
 
Pro Glu Met Ser Pro Glu Gly Thr Phe Val Ile Lys Val Thr Ala Asn  
        115                 120                 125              
 
 
Asp Ala Asp Asp Pro Ser Thr Gly Tyr His Ala Arg Ile Leu Tyr Asn  
    130                 135                 140                  
 
 
Leu Glu Arg Gly Gln Pro Tyr Phe Ser Val Glu Pro Thr Thr Gly Val  
145                 150                 155                 160  
 
 
Ile Arg Ile Ser Ser Lys Met Asp Arg Glu Leu Gln Asp Thr Tyr Cys  
                165                 170                 175      
 
 
Val Ile Ile Gln Ala Lys Asp Met Leu Gly Gln Pro Gly Ala Leu Ser  
            180                 185                 190          
 
 
Gly Thr Thr Thr Val Ser Ile Lys Leu Ser Asp Ile Asn Asp Asn Lys  
        195                 200                 205              
 
 
Pro Ile Phe Lys Glu Ser Phe Tyr Arg Phe Thr Ile Ser Glu Ser Ala  
    210                 215                 220                  
 
 
Pro Ile Gly Thr Ser Ile Gly Lys Ile Met Ala Tyr Asp Asp Asp Ile  
225                 230                 235                 240  
 
 
Gly Glu Asn Ala Glu Met Glu Tyr Ser Ile Glu Asp Asp Asp Ser Lys  
                245                 250                 255      
 
 
Ile Phe Asp Ile Ile Ile Asp Asn Asp Thr Gln Glu Gly Ile Val Ile  
            260                 265                 270          
 
 
Leu Lys Lys Lys Val Asp Phe Glu Gln Gln Ser Tyr Tyr Gly Ile Arg  
        275                 280                 285              
 
 
Ala Lys Val Lys Asn Cys His Val Asp Glu Glu Leu Ala Pro Ala His  
    290                 295                 300                  
 
 
Val Asn Ala Ser Thr Thr Tyr Ile Lys Val Gln Val Glu Asp Glu Asp  
305                 310                 315                 320  
 
 
Glu Pro Pro Leu Phe Leu Leu Pro Tyr Tyr Val Phe Glu Val Phe Glu  
                325                 330                 335      
 
 
Glu Thr Pro Gln Gly Ser Phe Val Gly Val Val Ser Ala Thr Asp Pro  



            340                 345                 350          
 
 
Asp Asn Arg Lys Ser Pro Ile Arg Tyr Ser Ile Thr Arg Ser Lys Val  
        355                 360                 365              
 
 
Phe Asn Ile Asn Asp Asn Gly Thr Ile Thr Thr Ser Asn Ser Leu Asp  
    370                 375                 380                  
 
 
Arg Glu Ile Ser Ala Trp Tyr Asn Leu Ser Ile Thr Ala Thr Glu Lys  
385                 390                 395                 400  
 
 
Tyr Asn Ile Glu Gln Ile Ser Ser Ile Pro Leu Tyr Val Gln Val Leu  
                405                 410                 415      
 
 
Asn Ile Asn Asp His Ala Pro Glu Phe Ser Gln Tyr Tyr Glu Thr Tyr  
            420                 425                 430          
 
 
Val Cys Glu Asn Ala Gly Ser Gly Gln Val Ile Gln Thr Ile Ser Ala  
        435                 440                 445              
 
 
Val Asp Arg Asp Glu Ser Ile Glu Glu His His Phe Tyr Phe Asn Leu  
    450                 455                 460                  
 
 
Ser Val Glu Asp Thr Asn Asn Ser Ser Phe Thr Ile Ile Asp Asn Gln  
465                 470                 475                 480  
 
 
Asp Asn Thr Ala Val Ile Leu Thr Asn Arg Thr Gly Phe Asn Leu Gln  
                485                 490                 495      
 
 
Glu Glu Pro Val Phe Tyr Ile Ser Ile Leu Ile Ala Asp Asn Gly Ile  
            500                 505                 510          
 
 
Pro Ser Leu Thr Ser Thr Asn Thr Leu Thr Ile His Val Cys Asp Cys  
        515                 520                 525              
 
 
Gly Asp Ser Gly Ser Thr Gln Thr Cys Gln Tyr Gln Glu Leu Val Leu  
    530                 535                 540                  
 
 
Ser Met Gly Phe Lys Thr Glu Val Ile Ile Ala Ile Leu Ile Cys Ile  
545                 550                 555                 560  
 
 
Met Ile Ile Phe Gly Phe Ile Phe Leu Thr Leu Gly Leu Lys Gln Arg  
                565                 570                 575      
 
 
Arg Lys Gln Ile Leu Phe Pro Glu Lys Ser Glu Asp Phe Arg Glu Asn  
            580                 585                 590          
 
 
Ile Phe Gln Tyr Asp Asp Glu Gly Gly Gly Glu Glu Asp Thr Glu Ala  



        595                 600                 605              
 
 
Phe Asp Ile Ala Glu Leu Arg Ser Ser Thr Ile Met Arg Glu Arg Lys  
    610                 615                 620                  
 
 
Thr Arg Lys Thr Thr Ser Ala Glu Ile Arg Ser Leu Tyr Arg Gln Ser  
625                 630                 635                 640  
 
 
Leu Gln Val Gly Pro Asp Ser Ala Ile Phe Arg Lys Phe Ile Leu Glu  
                645                 650                 655      
 
 
Lys Leu Glu Glu Ala Asn Thr Asp Pro Cys Ala Pro Pro Phe Asp Ser  
            660                 665                 670          
 
 
Leu Gln Thr Tyr Ala Phe Glu Gly Thr Gly Ser Leu Ala Gly Ser Leu  
        675                 680                 685              
 
 
Ser Ser Leu Glu Ser Ala Val Ser Asp Gln Asp Glu Ser Tyr Asp Tyr  
    690                 695                 700                  
 
 
Leu Asn Glu Leu Gly Pro Arg Phe Lys Arg Leu Ala Cys Met Phe Gly  
705                 710                 715                 720  
 
 
Ser Ala Val Gln Ser Asn Asn  
                725          
 
 
<210>  963 
<211>  2184 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  C137917 muCDH19 (44-362) huCDH19 (365-772) 
 
<400>  963 
 
Gly Cys Cys Thr Gly Gly Gly Thr Gly Thr Gly Gly Ala Gly Ala Cys  
1               5                   10                  15       
 
 
Cys Ala Thr Thr Thr Gly Thr Thr Gly Thr Thr Cys Thr Ala Gly Ala  
            20                  25                  30           
 
 
Ala Gly Ala Ala Ala Thr Gly Gly Ala Thr Gly Ala Thr Ala Thr Ala  
        35                  40                  45               
 
 
Cys Ala Ala Thr Gly Thr Gly Thr Thr Gly Gly Ala Ala Ala Gly Cys  
    50                  55                  60                   
 
 
Thr Ala Ala Gly Ala Thr Cys Thr Gly Ala Cys Thr Thr Ala Gly Ala  
65                  70                  75                  80   
 



 
Cys Ala Ala Thr Gly Gly Ala Ala Ala Cys Ala Ala Cys Thr Cys Thr  
                85                  90                  95       
 
 
Thr Thr Cys Cys Ala Gly Thr Ala Cys Ala Ala Gly Cys Thr Ala Cys  
            100                 105                 110          
 
 
Thr Gly Gly Gly Gly Ala Thr Thr Gly Gly Cys Gly Cys Thr Gly Gly  
        115                 120                 125              
 
 
Ala Ala Gly Cys Thr Thr Thr Ala Gly Cys Ala Thr Thr Ala Ala Thr  
    130                 135                 140                  
 
 
Gly Ala Ala Ala Gly Ala Ala Cys Ala Gly Gly Thr Gly Ala Ala Ala  
145                 150                 155                 160  
 
 
Thr Ala Thr Gly Thr Gly Cys Cys Ala Thr Ala Cys Ala Gly Ala Ala  
                165                 170                 175      
 
 
Gly Cys Thr Thr Gly Ala Thr Ala Gly Ala Gly Ala Gly Gly Ala Ala  
            180                 185                 190          
 
 
Ala Ala Ala Thr Cys Cys Cys Thr Cys Thr Ala Cys Ala Thr Thr Cys  
        195                 200                 205              
 
 
Thr Gly Ala Gly Ala Gly Cys Cys Cys Ala Gly Gly Thr Ala Ala Thr  
    210                 215                 220                  
 
 
Ala Gly Ala Cys Ala Cys Cys Ala Cys Thr Ala Thr Thr Gly Gly Gly  
225                 230                 235                 240  
 
 
Ala Ala Gly Gly Cys Thr Gly Thr Gly Gly Ala Ala Ala Cys Thr Gly  
                245                 250                 255      
 
 
Ala Ala Thr Cys Cys Gly Ala Gly Thr Thr Thr Gly Thr Cys Ala Thr  
            260                 265                 270          
 
 
Cys Ala Gly Ala Gly Thr Thr Thr Thr Gly Gly Ala Thr Ala Thr Cys  
        275                 280                 285              
 
 
Ala Ala Thr Gly Ala Cys Ala Ala Thr Gly Ala Ala Cys Cys Cys Ala  
    290                 295                 300                  
 
 
Gly Ala Thr Thr Cys Cys Thr Ala Gly Ala Thr Gly Ala Ala Cys Cys  
305                 310                 315                 320  
 
 
Ala Thr Ala Thr Gly Ala Gly Gly Cys Cys Ala Thr Thr Gly Thr Ala  
                325                 330                 335      
 



 
Cys Cys Thr Gly Ala Gly Ala Thr Gly Thr Cys Thr Cys Cys Ala Gly  
            340                 345                 350          
 
 
Ala Ala Gly Gly Ala Ala Cys Ala Thr Thr Thr Gly Thr Cys Ala Thr  
        355                 360                 365              
 
 
Cys Ala Ala Gly Gly Thr Gly Ala Cys Ala Gly Cys Cys Ala Ala Thr  
    370                 375                 380                  
 
 
Gly Ala Cys Gly Cys Ala Gly Ala Thr Gly Ala Thr Cys Cys Thr Thr  
385                 390                 395                 400  
 
 
Cys Ala Ala Cys Thr Gly Gly Cys Thr Ala Thr Cys Ala Thr Gly Cys  
                405                 410                 415      
 
 
Thr Cys Gly Cys Ala Thr Cys Cys Thr Ala Thr Ala Cys Ala Ala Cys  
            420                 425                 430          
 
 
Thr Thr Ala Gly Ala Ala Cys Gly Ala Gly Gly Thr Cys Ala Ala Cys  
        435                 440                 445              
 
 
Cys Ala Thr Ala Cys Thr Thr Thr Thr Cys Thr Gly Thr Thr Gly Ala  
    450                 455                 460                  
 
 
Gly Cys Cys Ala Ala Cys Ala Ala Cys Ala Gly Gly Ala Gly Thr Cys  
465                 470                 475                 480  
 
 
Ala Thr Ala Ala Gly Gly Ala Thr Ala Thr Cys Thr Thr Cys Thr Ala  
                485                 490                 495      
 
 
Ala Gly Ala Thr Gly Gly Ala Thr Ala Gly Ala Gly Ala Gly Thr Thr  
            500                 505                 510          
 
 
Gly Cys Ala Ala Gly Ala Thr Ala Cys Ala Thr Ala Cys Thr Gly Thr  
        515                 520                 525              
 
 
Gly Thr Ala Ala Thr Thr Ala Thr Thr Cys Ala Ala Gly Cys Cys Ala  
    530                 535                 540                  
 
 
Ala Gly Gly Ala Cys Ala Thr Gly Cys Thr Cys Gly Gly Thr Cys Ala  
545                 550                 555                 560  
 
 
Gly Cys Cys Thr Gly Gly Ala Gly Cys Cys Thr Thr Gly Thr Cys Thr  
                565                 570                 575      
 
 
Gly Gly Ala Ala Cys Ala Ala Cys Ala Ala Cys Cys Gly Thr Ala Thr  
            580                 585                 590          
 



 
Cys Ala Ala Thr Thr Ala Ala Gly Cys Thr Gly Thr Cys Ala Gly Ala  
        595                 600                 605              
 
 
Thr Ala Thr Thr Ala Ala Thr Gly Ala Cys Ala Ala Cys Ala Ala Gly  
    610                 615                 620                  
 
 
Cys Cys Ala Ala Thr Ala Thr Thr Cys Ala Ala Ala Gly Ala Ala Ala  
625                 630                 635                 640  
 
 
Gly Thr Thr Thr Cys Thr Ala Cys Cys Gly Cys Thr Thr Cys Ala Cys  
                645                 650                 655      
 
 
Thr Ala Thr Ala Thr Cys Thr Gly Ala Ala Thr Cys Thr Gly Cys Ala  
            660                 665                 670          
 
 
Cys Cys Cys Ala Thr Thr Gly Gly Ala Ala Cys Ala Thr Cys Ala Ala  
        675                 680                 685              
 
 
Thr Ala Gly Gly Gly Ala Ala Ala Ala Thr Thr Ala Thr Gly Gly Cys  
    690                 695                 700                  
 
 
Ala Thr Ala Thr Gly Ala Thr Gly Ala Thr Gly Ala Cys Ala Thr Ala  
705                 710                 715                 720  
 
 
Gly Gly Gly Gly Ala Gly Ala Ala Thr Gly Cys Ala Gly Ala Gly Ala  
                725                 730                 735      
 
 
Thr Gly Gly Ala Gly Thr Ala Cys Ala Gly Cys Ala Thr Thr Gly Ala  
            740                 745                 750          
 
 
Ala Gly Ala Thr Gly Ala Thr Gly Ala Thr Thr Cys Ala Ala Ala Ala  
        755                 760                 765              
 
 
Ala Thr Ala Thr Thr Thr Gly Ala Cys Ala Thr Ala Ala Thr Cys Ala  
    770                 775                 780                  
 
 
Thr Thr Gly Ala Cys Ala Ala Thr Gly Ala Cys Ala Cys Cys Cys Ala  
785                 790                 795                 800  
 
 
Ala Gly Ala Ala Gly Gly Gly Ala Thr Ala Gly Thr Thr Ala Thr Ala  
                805                 810                 815      
 
 
Cys Thr Thr Ala Ala Ala Ala Ala Gly Ala Ala Ala Gly Thr Thr Gly  
            820                 825                 830          
 
 
Ala Thr Thr Thr Thr Gly Ala Gly Cys Ala Gly Cys Ala Gly Ala Gly  
        835                 840                 845              
 



 
Cys Thr Ala Thr Thr Ala Thr Gly Gly Cys Ala Thr Thr Ala Gly Ala  
    850                 855                 860                  
 
 
Gly Cys Thr Ala Ala Gly Gly Thr Thr Ala Ala Ala Ala Ala Cys Thr  
865                 870                 875                 880  
 
 
Gly Cys Cys Ala Thr Gly Thr Gly Gly Ala Thr Gly Ala Ala Gly Ala  
                885                 890                 895      
 
 
Gly Cys Thr Thr Gly Cys Ala Cys Cys Thr Gly Cys Cys Cys Ala Thr  
            900                 905                 910          
 
 
Gly Thr Thr Ala Ala Cys Gly Cys Thr Thr Cys Cys Ala Cys Ala Ala  
        915                 920                 925              
 
 
Cys Cys Thr Ala Cys Ala Thr Thr Ala Ala Ala Gly Thr Thr Cys Ala  
    930                 935                 940                  
 
 
Ala Gly Thr Ala Gly Ala Ala Gly Ala Thr Gly Ala Ala Gly Ala Thr  
945                 950                 955                 960  
 
 
Gly Ala Gly Cys Cys Thr Cys Cys Thr Cys Thr Thr Thr Thr Cys Cys  
                965                 970                 975      
 
 
Thr Cys Cys Thr Thr Cys Cys Ala Thr Ala Thr Thr Ala Thr Gly Thr  
            980                 985                 990          
 
 
Ala Thr Thr Thr Gly Ala Ala Gly  Thr Thr Thr Thr Thr  Gly Ala Ala  
        995                 1000                 1005              
 
 
Gly Ala  Ala Ala Cys Cys Cys  Cys Ala Cys Ala Gly  Gly Gly Ala  
    1010                 1015                 1020              
 
 
Thr Cys  Ala Thr Thr Thr Gly  Thr Ala Gly Gly Cys  Gly Thr Gly  
    1025                 1030                 1035              
 
 
Gly Thr  Gly Thr Cys Thr Gly  Cys Cys Ala Cys Ala  Gly Ala Cys  
    1040                 1045                 1050              
 
 
Cys Cys  Ala Gly Ala Cys Ala  Ala Thr Ala Gly Gly  Ala Ala Ala  
    1055                 1060                 1065              
 
 
Thr Cys  Thr Cys Cys Thr Ala  Thr Cys Ala Gly Gly  Thr Ala Thr  
    1070                 1075                 1080              
 
 
Thr Cys  Thr Ala Thr Thr Ala  Cys Thr Ala Gly Gly  Ala Gly Cys  
    1085                 1090                 1095              
 



 
Ala Ala  Ala Gly Thr Gly Thr  Thr Cys Ala Ala Thr  Ala Thr Cys  
    1100                 1105                 1110              
 
 
Ala Ala  Thr Gly Ala Thr Ala  Ala Thr Gly Gly Thr  Ala Cys Ala  
    1115                 1120                 1125              
 
 
Ala Thr  Cys Ala Cys Thr Ala  Cys Ala Ala Gly Thr  Ala Ala Cys  
    1130                 1135                 1140              
 
 
Thr Cys  Ala Cys Thr Gly Gly  Ala Thr Cys Gly Thr  Gly Ala Ala  
    1145                 1150                 1155              
 
 
Ala Thr  Cys Ala Gly Thr Gly  Cys Thr Thr Gly Gly  Thr Ala Cys  
    1160                 1165                 1170              
 
 
Ala Ala  Cys Cys Thr Ala Ala  Gly Thr Ala Thr Thr  Ala Cys Ala  
    1175                 1180                 1185              
 
 
Gly Cys  Cys Ala Cys Ala Gly  Ala Ala Ala Ala Ala  Thr Ala Cys  
    1190                 1195                 1200              
 
 
Ala Ala  Thr Ala Thr Ala Gly  Ala Ala Cys Ala Gly  Ala Thr Cys  
    1205                 1210                 1215              
 
 
Thr Cys  Thr Thr Cys Gly Ala  Thr Cys Cys Cys Ala  Cys Thr Gly  
    1220                 1225                 1230              
 
 
Thr Ala  Thr Gly Thr Gly Cys  Ala Ala Gly Thr Thr  Cys Thr Thr  
    1235                 1240                 1245              
 
 
Ala Ala  Cys Ala Thr Cys Ala  Ala Thr Gly Ala Thr  Cys Ala Thr  
    1250                 1255                 1260              
 
 
Gly Cys  Thr Cys Cys Thr Gly  Ala Gly Thr Thr Cys  Thr Cys Thr  
    1265                 1270                 1275              
 
 
Cys Ala  Ala Thr Ala Cys Thr  Ala Thr Gly Ala Gly  Ala Cys Thr  
    1280                 1285                 1290              
 
 
Thr Ala  Thr Gly Thr Thr Thr  Gly Thr Gly Ala Ala  Ala Ala Thr  
    1295                 1300                 1305              
 
 
Gly Cys  Ala Gly Gly Cys Thr  Cys Thr Gly Gly Thr  Cys Ala Gly  
    1310                 1315                 1320              
 
 
Gly Thr  Ala Ala Thr Thr Cys  Ala Gly Ala Cys Thr  Ala Thr Cys  
    1325                 1330                 1335              
 



 
Ala Gly  Thr Gly Cys Ala Gly  Thr Gly Gly Ala Thr  Ala Gly Ala  
    1340                 1345                 1350              
 
 
Gly Ala  Thr Gly Ala Ala Thr  Cys Cys Ala Thr Ala  Gly Ala Ala  
    1355                 1360                 1365              
 
 
Gly Ala  Gly Cys Ala Cys Cys  Ala Thr Thr Thr Thr  Thr Ala Cys  
    1370                 1375                 1380              
 
 
Thr Thr  Thr Ala Ala Thr Cys  Thr Ala Thr Cys Thr  Gly Thr Ala  
    1385                 1390                 1395              
 
 
Gly Ala  Ala Gly Ala Cys Ala  Cys Thr Ala Ala Cys  Ala Ala Thr  
    1400                 1405                 1410              
 
 
Thr Cys  Ala Ala Gly Thr Thr  Thr Thr Ala Cys Ala  Ala Thr Cys  
    1415                 1420                 1425              
 
 
Ala Thr  Ala Gly Ala Thr Ala  Ala Thr Cys Ala Ala  Gly Ala Thr  
    1430                 1435                 1440              
 
 
Ala Ala  Cys Ala Cys Ala Gly  Cys Thr Gly Thr Cys  Ala Thr Thr  
    1445                 1450                 1455              
 
 
Thr Thr  Gly Ala Cys Thr Ala  Ala Thr Ala Gly Ala  Ala Cys Thr  
    1460                 1465                 1470              
 
 
Gly Gly  Thr Thr Thr Thr Ala  Ala Cys Cys Thr Thr  Cys Ala Ala  
    1475                 1480                 1485              
 
 
Gly Ala  Ala Gly Ala Ala Cys  Cys Thr Gly Thr Cys  Thr Thr Cys  
    1490                 1495                 1500              
 
 
Thr Ala  Cys Ala Thr Cys Thr  Cys Cys Ala Thr Cys  Thr Thr Ala  
    1505                 1510                 1515              
 
 
Ala Thr  Thr Gly Cys Cys Gly  Ala Cys Ala Ala Thr  Gly Gly Ala  
    1520                 1525                 1530              
 
 
Ala Thr  Cys Cys Cys Gly Thr  Cys Ala Cys Thr Thr  Ala Cys Ala  
    1535                 1540                 1545              
 
 
Ala Gly  Thr Ala Cys Ala Ala  Ala Cys Ala Cys Cys  Cys Thr Thr  
    1550                 1555                 1560              
 
 
Ala Cys  Cys Ala Thr Cys Cys  Ala Thr Gly Thr Cys  Thr Gly Thr  
    1565                 1570                 1575              
 



 
Gly Ala  Cys Thr Gly Thr Gly  Gly Thr Gly Ala Cys  Ala Gly Thr  
    1580                 1585                 1590              
 
 
Gly Gly  Gly Ala Gly Cys Ala  Cys Ala Cys Ala Gly  Ala Cys Cys  
    1595                 1600                 1605              
 
 
Thr Gly  Cys Cys Ala Gly Thr  Ala Cys Cys Ala Gly  Gly Ala Gly  
    1610                 1615                 1620              
 
 
Cys Thr  Thr Gly Thr Gly Cys  Thr Thr Thr Cys Cys  Ala Thr Gly  
    1625                 1630                 1635              
 
 
Gly Gly  Ala Thr Thr Cys Ala  Ala Gly Ala Cys Ala  Gly Ala Ala  
    1640                 1645                 1650              
 
 
Gly Thr  Cys Ala Thr Cys Ala  Thr Thr Gly Cys Thr  Ala Thr Thr  
    1655                 1660                 1665              
 
 
Cys Thr  Cys Ala Thr Thr Thr  Gly Cys Ala Thr Thr  Ala Thr Gly  
    1670                 1675                 1680              
 
 
Ala Thr  Cys Ala Thr Ala Thr  Thr Thr Gly Gly Gly  Thr Thr Thr  
    1685                 1690                 1695              
 
 
Ala Thr  Thr Thr Thr Thr Thr  Thr Gly Ala Cys Thr  Thr Thr Gly  
    1700                 1705                 1710              
 
 
Gly Gly  Thr Thr Thr Ala Ala  Ala Ala Cys Ala Ala  Cys Gly Gly  
    1715                 1720                 1725              
 
 
Ala Gly  Ala Ala Ala Ala Cys  Ala Gly Ala Thr Thr  Cys Thr Ala  
    1730                 1735                 1740              
 
 
Thr Thr  Thr Cys Cys Thr Gly  Ala Gly Ala Ala Ala  Ala Gly Thr  
    1745                 1750                 1755              
 
 
Gly Ala  Ala Gly Ala Thr Thr  Thr Cys Ala Gly Ala  Gly Ala Gly  
    1760                 1765                 1770              
 
 
Ala Ala  Thr Ala Thr Ala Thr  Thr Cys Cys Ala Ala  Thr Ala Thr  
    1775                 1780                 1785              
 
 
Gly Ala  Thr Gly Ala Thr Gly  Ala Ala Gly Gly Gly  Gly Gly Thr  
    1790                 1795                 1800              
 
 
Gly Gly  Ala Gly Ala Ala Gly  Ala Ala Gly Ala Thr  Ala Cys Ala  
    1805                 1810                 1815              
 



 
Gly Ala  Gly Gly Cys Cys Thr  Thr Thr Gly Ala Thr  Ala Thr Ala  
    1820                 1825                 1830              
 
 
Gly Cys  Ala Gly Ala Gly Cys  Thr Gly Ala Gly Gly  Ala Gly Thr  
    1835                 1840                 1845              
 
 
Ala Gly  Thr Ala Cys Cys Ala  Thr Ala Ala Thr Gly  Cys Gly Gly  
    1850                 1855                 1860              
 
 
Gly Ala  Ala Cys Gly Cys Ala  Ala Gly Ala Cys Thr  Cys Gly Gly  
    1865                 1870                 1875              
 
 
Ala Ala  Ala Ala Cys Cys Ala  Cys Ala Ala Gly Cys  Gly Cys Thr  
    1880                 1885                 1890              
 
 
Gly Ala  Gly Ala Thr Cys Ala  Gly Gly Ala Gly Cys  Cys Thr Ala  
    1895                 1900                 1905              
 
 
Thr Ala  Cys Ala Gly Gly Cys  Ala Gly Thr Cys Thr  Thr Thr Gly  
    1910                 1915                 1920              
 
 
Cys Ala  Ala Gly Thr Thr Gly  Gly Cys Cys Cys Cys  Gly Ala Cys  
    1925                 1930                 1935              
 
 
Ala Gly  Thr Gly Cys Cys Ala  Thr Ala Thr Thr Cys  Ala Gly Gly  
    1940                 1945                 1950              
 
 
Ala Ala  Ala Thr Thr Cys Ala  Thr Thr Cys Thr Gly  Gly Ala Ala  
    1955                 1960                 1965              
 
 
Ala Ala  Gly Cys Thr Cys Gly  Ala Ala Gly Ala Ala  Gly Cys Thr  
    1970                 1975                 1980              
 
 
Ala Ala  Thr Ala Cys Thr Gly  Ala Thr Cys Cys Gly  Thr Gly Thr  
    1985                 1990                 1995              
 
 
Gly Cys  Cys Cys Cys Thr Cys  Cys Thr Thr Thr Thr  Gly Ala Thr  
    2000                 2005                 2010              
 
 
Thr Cys  Cys Cys Thr Cys Cys  Ala Gly Ala Cys Cys  Thr Ala Cys  
    2015                 2020                 2025              
 
 
Gly Cys  Thr Thr Thr Thr Gly  Ala Gly Gly Gly Ala  Ala Cys Ala  
    2030                 2035                 2040              
 
 
Gly Gly  Gly Thr Cys Ala Thr  Thr Ala Gly Cys Thr  Gly Gly Ala  
    2045                 2050                 2055              
 



 
Thr Cys  Cys Cys Thr Gly Ala  Gly Cys Thr Cys Cys  Thr Thr Ala  
    2060                 2065                 2070              
 
 
Gly Ala  Ala Thr Cys Ala Gly  Cys Ala Gly Thr Cys  Thr Cys Thr  
    2075                 2080                 2085              
 
 
Gly Ala  Thr Cys Ala Gly Gly  Ala Thr Gly Ala Ala  Ala Gly Cys  
    2090                 2095                 2100              
 
 
Thr Ala  Thr Gly Ala Thr Thr  Ala Cys Cys Thr Thr  Ala Ala Thr  
    2105                 2110                 2115              
 
 
Gly Ala  Gly Thr Thr Gly Gly  Gly Ala Cys Cys Thr  Cys Gly Cys  
    2120                 2125                 2130              
 
 
Thr Thr  Thr Ala Ala Ala Ala  Gly Ala Thr Thr Ala  Gly Cys Ala  
    2135                 2140                 2145              
 
 
Thr Gly  Cys Ala Thr Gly Thr  Thr Thr Gly Gly Thr  Thr Cys Thr  
    2150                 2155                 2160              
 
 
Gly Cys  Ala Gly Thr Gly Cys  Ala Gly Thr Cys Ala  Ala Ala Thr  
    2165                 2170                 2175              
 
 
Ala Ala  Thr Thr Ala Gly  
    2180                  
 
 
<210>  964 
<211>  727 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  C137915 muCDH19 (44-461) huCDH19 (464-772) 
 
<400>  964 
 
Ala Trp Val Trp Arg Pro Phe Val Val Leu Glu Glu Met Asp Asp Ile  
1               5                   10                  15       
 
 
Gln Cys Val Gly Lys Leu Arg Ser Asp Leu Asp Asn Gly Asn Asn Ser  
            20                  25                  30           
 
 
Phe Gln Tyr Lys Leu Leu Gly Ile Gly Ala Gly Ser Phe Ser Ile Asn  
        35                  40                  45               
 
 
Glu Arg Thr Gly Glu Ile Cys Ala Ile Gln Lys Leu Asp Arg Glu Glu  
    50                  55                  60                   
 
 
Lys Ser Leu Tyr Ile Leu Arg Ala Gln Val Ile Asp Thr Thr Ile Gly  



65                  70                  75                  80   
 
 
Lys Ala Val Glu Thr Glu Ser Glu Phe Val Ile Arg Val Leu Asp Ile  
                85                  90                  95       
 
 
Asn Asp Asn Glu Pro Arg Phe Leu Asp Glu Pro Tyr Glu Ala Ile Val  
            100                 105                 110          
 
 
Pro Glu Met Ser Pro Glu Gly Thr Phe Val Ile Lys Val Thr Ala Asn  
        115                 120                 125              
 
 
Asp Ala Asp Asp Pro Ser Thr Gly Tyr His Ala Arg Ile Leu Tyr Asn  
    130                 135                 140                  
 
 
Leu Glu Arg Gly Gln Pro Tyr Phe Ser Val Glu Pro Thr Thr Gly Val  
145                 150                 155                 160  
 
 
Ile Arg Ile Ser Ser Lys Met Asp Arg Glu Leu Gln Asp Thr Tyr Cys  
                165                 170                 175      
 
 
Val Ile Ile Gln Ala Lys Asp Met Leu Gly Gln Pro Gly Ala Leu Ser  
            180                 185                 190          
 
 
Gly Thr Thr Thr Val Ser Ile Lys Leu Ser Asp Ile Asn Asp Asn Lys  
        195                 200                 205              
 
 
Pro Ile Phe Lys Glu Ser Phe Tyr Arg Phe Thr Ile Ser Glu Ser Ala  
    210                 215                 220                  
 
 
Pro Ile Gly Thr Ser Ile Gly Lys Ile Met Ala Tyr Asp Asp Asp Ile  
225                 230                 235                 240  
 
 
Gly Glu Asn Ala Glu Met Glu Tyr Ser Ile Glu Asp Asp Asp Ser Lys  
                245                 250                 255      
 
 
Ile Phe Asp Ile Ile Ile Asp Asn Asp Thr Gln Glu Gly Ile Val Ile  
            260                 265                 270          
 
 
Leu Lys Lys Lys Val Asp Phe Glu Gln Gln Ser Tyr Tyr Gly Ile Arg  
        275                 280                 285              
 
 
Ala Lys Val Lys Asn Cys His Val Asp Glu Glu Leu Ala Pro Ala His  
    290                 295                 300                  
 
 
Val Asn Ala Ser Thr Thr Tyr Ile Lys Val Gln Val Glu Asp Glu Asp  
305                 310                 315                 320  
 
 
Glu Pro Pro Val Phe Leu Leu Pro Tyr Tyr Ile Leu Glu Ile Pro Glu  



                325                 330                 335      
 
 
Gly Lys Pro Tyr Gly Thr Ile Val Gly Thr Val Ser Ala Thr Asp Pro  
            340                 345                 350          
 
 
Asp Arg Arg Gln Ser Pro Met Arg Tyr Tyr Leu Thr Gly Ser Lys Met  
        355                 360                 365              
 
 
Phe Asp Ile Asn Asp Asn Gly Thr Ile Ile Thr Thr Asn Met Leu Asp  
    370                 375                 380                  
 
 
Arg Glu Val Ser Ala Trp Tyr Asn Leu Thr Val Thr Ala Thr Glu Thr  
385                 390                 395                 400  
 
 
Tyr Asn Val Gln Gln Ile Ser Ser Ala His Val Tyr Val Gln Val Phe  
                405                 410                 415      
 
 
Asn Ile Asn Asp His Ala Pro Glu Phe Ser Gln Tyr Tyr Glu Thr Tyr  
            420                 425                 430          
 
 
Val Cys Glu Asn Ala Gly Ser Gly Gln Val Ile Gln Thr Ile Ser Ala  
        435                 440                 445              
 
 
Val Asp Arg Asp Glu Ser Ile Glu Glu His His Phe Tyr Phe Asn Leu  
    450                 455                 460                  
 
 
Ser Val Glu Asp Thr Asn Asn Ser Ser Phe Thr Ile Ile Asp Asn Gln  
465                 470                 475                 480  
 
 
Asp Asn Thr Ala Val Ile Leu Thr Asn Arg Thr Gly Phe Asn Leu Gln  
                485                 490                 495      
 
 
Glu Glu Pro Val Phe Tyr Ile Ser Ile Leu Ile Ala Asp Asn Gly Ile  
            500                 505                 510          
 
 
Pro Ser Leu Thr Ser Thr Asn Thr Leu Thr Ile His Val Cys Asp Cys  
        515                 520                 525              
 
 
Gly Asp Ser Gly Ser Thr Gln Thr Cys Gln Tyr Gln Glu Leu Val Leu  
    530                 535                 540                  
 
 
Ser Met Gly Phe Lys Thr Glu Val Ile Ile Ala Ile Leu Ile Cys Ile  
545                 550                 555                 560  
 
 
Met Ile Ile Phe Gly Phe Ile Phe Leu Thr Leu Gly Leu Lys Gln Arg  
                565                 570                 575      
 
 
Arg Lys Gln Ile Leu Phe Pro Glu Lys Ser Glu Asp Phe Arg Glu Asn  



            580                 585                 590          
 
 
Ile Phe Gln Tyr Asp Asp Glu Gly Gly Gly Glu Glu Asp Thr Glu Ala  
        595                 600                 605              
 
 
Phe Asp Ile Ala Glu Leu Arg Ser Ser Thr Ile Met Arg Glu Arg Lys  
    610                 615                 620                  
 
 
Thr Arg Lys Thr Thr Ser Ala Glu Ile Arg Ser Leu Tyr Arg Gln Ser  
625                 630                 635                 640  
 
 
Leu Gln Val Gly Pro Asp Ser Ala Ile Phe Arg Lys Phe Ile Leu Glu  
                645                 650                 655      
 
 
Lys Leu Glu Glu Ala Asn Thr Asp Pro Cys Ala Pro Pro Phe Asp Ser  
            660                 665                 670          
 
 
Leu Gln Thr Tyr Ala Phe Glu Gly Thr Gly Ser Leu Ala Gly Ser Leu  
        675                 680                 685              
 
 
Ser Ser Leu Glu Ser Ala Val Ser Asp Gln Asp Glu Ser Tyr Asp Tyr  
    690                 695                 700                  
 
 
Leu Asn Glu Leu Gly Pro Arg Phe Lys Arg Leu Ala Cys Met Phe Gly  
705                 710                 715                 720  
 
 
Ser Ala Val Gln Ser Asn Asn  
                725          
 
 
<210>  965 
<211>  2184 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  C137915 muCDH19 (44-461) huCDH19 (464-772) 
 
<400>  965 
gcctgggtgt ggagaccatt tgttgttcta gaagaaatgg atgatataca atgtgttgga       60 
 
aagctaagat ctgacttaga caatggaaac aactctttcc agtacaagct actggggatt      120 
 
ggcgctggaa gctttagcat taatgaaaga acaggtgaaa tatgtgccat acagaagctt      180 
 
gatagagagg aaaaatccct ctacattctg agagcccagg taatagacac cactattggg      240 
 
aaggctgtgg aaactgaatc cgagtttgtc atcagagttt tggatatcaa tgacaatgaa      300 
 
cccagattcc tagatgaacc atatgaggcc attgtacctg agatgtctcc agaaggaaca      360 
 
tttgtcatca aggtgacagc caatgacgca gatgatcctt caactggcta tcatgctcgc      420 
 
atcctataca acttagaacg aggtcaacca tacttttctg ttgagccaac aacaggagtc      480 
 



ataaggatat cttctaagat ggatagagag ttgcaagata catactgtgt aattattcaa      540 
 
gccaaggaca tgctcggtca gcctggagcc ttgtctggaa caacaaccgt atcaattaag      600 
 
ctgtcagata ttaatgacaa caagccaata ttcaaagaaa gtttctaccg cttcactata      660 
 
tctgaatctg cacccattgg aacatcaata gggaaaatta tggcatatga tgatgacata      720 
 
ggggagaatg cagagatgga gtacagcatt gaagatgatg attcaaaaat atttgacata      780 
 
atcattgaca atgacaccca agaagggata gttatactta aaaagaaagt tgattttgag      840 
 
cagcagagct attatggcat tagagctaag gttaaaaact gccatgtgga tgaagagctt      900 
 
gcacctgccc atgttaacgc ttccacaacc tacattaaag ttcaagtaga agatgaagat      960 
 
gaacctcctg ttttcctctt accatattac atacttgaaa ttcctgaagg aaaaccatat     1020 
 
ggaacaattg tggggacggt ttctgccaca gacccagatc gaagacaatc tcctatgaga     1080 
 
tattatctca ctggaagcaa aatgtttgat atcaatgaca atggaacaat aatcaccact     1140 
 
aacatgcttg acagagaggt cagtgcttgg tacaacttga ctgtcacagc tactgaaaca     1200 
 
tacaatgtac aacagatctc ttcagcccat gtttatgtac aagtctttaa cattaatgat     1260 
 
catgctcctg agttctctca atactatgag acttatgttt gtgaaaatgc aggctctggt     1320 
 
caggtaattc agactatcag tgcagtggat agagatgaat ccatagaaga gcaccatttt     1380 
 
tactttaatc tatctgtaga agacactaac aattcaagtt ttacaatcat agataatcaa     1440 
 
gataacacag ctgtcatttt gactaataga actggtttta accttcaaga agaacctgtc     1500 
 
ttctacatct ccatcttaat tgccgacaat ggaatcccgt cacttacaag tacaaacacc     1560 
 
cttaccatcc atgtctgtga ctgtggtgac agtgggagca cacagacctg ccagtaccag     1620 
 
gagcttgtgc tttccatggg attcaagaca gaagtcatca ttgctattct catttgcatt     1680 
 
atgatcatat ttgggtttat ttttttgact ttgggtttaa aacaacggag aaaacagatt     1740 
 
ctatttcctg agaaaagtga agatttcaga gagaatatat tccaatatga tgatgaaggg     1800 
 
ggtggagaag aagatacaga ggcctttgat atagcagagc tgaggagtag taccataatg     1860 
 
cgggaacgca agactcggaa aaccacaagc gctgagatca ggagcctata caggcagtct     1920 
 
ttgcaagttg gccccgacag tgccatattc aggaaattca ttctggaaaa gctcgaagaa     1980 
 
gctaatactg atccgtgtgc ccctcctttt gattccctcc agacctacgc ttttgaggga     2040 
 
acagggtcat tagctggatc cctgagctcc ttagaatcag cagtctctga tcaggatgaa     2100 
 
agctatgatt accttaatga gttgggacct cgctttaaaa gattagcatg catgtttggt     2160 
 
tctgcagtgc agtcaaataa ttag                                            2184 
 
 
<210>  966 
<211>  727 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  C71144 muCDH19 (44-770) 
 
<400>  966 
 
Ala Trp Val Trp Arg Pro Phe Val Val Leu Glu Glu Met Asp Asp Ile  
1               5                   10                  15       
 
 
Gln Cys Val Gly Lys Leu Arg Ser Asp Leu Asp Asn Gly Asn Asn Ser  
            20                  25                  30           
 
 
Phe Gln Tyr Lys Leu Leu Gly Ile Gly Ala Gly Ser Phe Ser Ile Asn  
        35                  40                  45               
 
 
Glu Arg Thr Gly Glu Ile Cys Ala Ile Gln Lys Leu Asp Arg Glu Glu  
    50                  55                  60                   
 
 
Lys Ser Leu Tyr Ile Leu Arg Ala Gln Val Ile Asp Thr Thr Ile Gly  
65                  70                  75                  80   
 
 
Lys Ala Val Glu Thr Glu Ser Glu Phe Val Ile Arg Val Leu Asp Ile  
                85                  90                  95       
 
 
Asn Asp Asn Glu Pro Arg Phe Leu Asp Glu Pro Tyr Glu Ala Ile Val  
            100                 105                 110          
 
 
Pro Glu Met Ser Pro Glu Gly Thr Phe Val Ile Lys Val Thr Ala Asn  
        115                 120                 125              
 
 
Asp Ala Asp Asp Pro Ser Thr Gly Tyr His Ala Arg Ile Leu Tyr Asn  
    130                 135                 140                  
 
 
Leu Glu Arg Gly Gln Pro Tyr Phe Ser Val Glu Pro Thr Thr Gly Val  
145                 150                 155                 160  
 
 
Ile Arg Ile Ser Ser Lys Met Asp Arg Glu Leu Gln Asp Thr Tyr Cys  
                165                 170                 175      
 
 
Val Ile Ile Gln Ala Lys Asp Met Leu Gly Gln Pro Gly Ala Leu Ser  
            180                 185                 190          
 
 
Gly Thr Thr Thr Val Ser Ile Lys Leu Ser Asp Ile Asn Asp Asn Lys  
        195                 200                 205              
 
 
Pro Ile Phe Lys Glu Ser Phe Tyr Arg Phe Thr Ile Ser Glu Ser Ala  
    210                 215                 220                  
 
 
Pro Ile Gly Thr Ser Ile Gly Lys Ile Met Ala Tyr Asp Asp Asp Ile  
225                 230                 235                 240  
 



 
Gly Glu Asn Ala Glu Met Glu Tyr Ser Ile Glu Asp Asp Asp Ser Lys  
                245                 250                 255      
 
 
Ile Phe Asp Ile Ile Ile Asp Asn Asp Thr Gln Glu Gly Ile Val Ile  
            260                 265                 270          
 
 
Leu Lys Lys Lys Val Asp Phe Glu Gln Gln Ser Tyr Tyr Gly Ile Arg  
        275                 280                 285              
 
 
Ala Lys Val Lys Asn Cys His Val Asp Glu Glu Leu Ala Pro Ala His  
    290                 295                 300                  
 
 
Val Asn Ala Ser Thr Thr Tyr Ile Lys Val Gln Val Glu Asp Glu Asp  
305                 310                 315                 320  
 
 
Glu Pro Pro Val Phe Leu Leu Pro Tyr Tyr Ile Leu Glu Ile Pro Glu  
                325                 330                 335      
 
 
Gly Lys Pro Tyr Gly Thr Ile Val Gly Thr Val Ser Ala Thr Asp Pro  
            340                 345                 350          
 
 
Asp Arg Arg Gln Ser Pro Met Arg Tyr Tyr Leu Thr Gly Ser Lys Met  
        355                 360                 365              
 
 
Phe Asp Ile Asn Asp Asn Gly Thr Ile Ile Thr Thr Asn Met Leu Asp  
    370                 375                 380                  
 
 
Arg Glu Val Ser Ala Trp Tyr Asn Leu Thr Val Thr Ala Thr Glu Thr  
385                 390                 395                 400  
 
 
Tyr Asn Val Gln Gln Ile Ser Ser Ala His Val Tyr Val Gln Val Phe  
                405                 410                 415      
 
 
Asn Ile Asn Asp Asn Ala Pro Glu Phe Ser Gln Phe Tyr Glu Thr Tyr  
            420                 425                 430          
 
 
Val Cys Glu Asn Ala Glu Ser Gly Glu Ile Val Gln Ile Ile Ser Ala  
        435                 440                 445              
 
 
Ile Asp Arg Asp Glu Ser Ile Glu Asp His His Phe Tyr Phe Asn His  
    450                 455                 460                  
 
 
Ser Leu Glu Asp Thr Asn Asn Ser Ser Phe Met Leu Thr Asp Asn Gln  
465                 470                 475                 480  
 
 
Asp Asn Thr Ala Val Ile Leu Ser Asn Arg Thr Gly Phe Asn Leu Lys  
                485                 490                 495      
 



 
Glu Glu Pro Val Phe Tyr Met Ile Ile Leu Ile Ala Asp Asn Gly Ile  
            500                 505                 510          
 
 
Pro Ser Leu Thr Ser Thr Asn Thr Leu Thr Ile Gln Val Cys Asp Cys  
        515                 520                 525              
 
 
Gly Asp Ser Arg Asn Thr Glu Thr Cys Ala Asn Lys Gly Leu Leu Phe  
    530                 535                 540                  
 
 
Ile Met Gly Phe Arg Thr Glu Ala Ile Ile Ala Ile Met Ile Cys Val  
545                 550                 555                 560  
 
 
Met Val Ile Phe Gly Phe Phe Phe Leu Ile Leu Ala Leu Lys Gln Arg  
                565                 570                 575      
 
 
Arg Lys Glu Thr Leu Phe Pro Glu Lys Thr Glu Asp Phe Arg Glu Asn  
            580                 585                 590          
 
 
Ile Phe Cys Tyr Asp Asp Glu Gly Gly Gly Glu Glu Asp Ser Glu Ala  
        595                 600                 605              
 
 
Phe Asp Ile Val Glu Leu Arg Gln Ser Thr Val Met Arg Glu Arg Lys  
    610                 615                 620                  
 
 
Pro Gln Arg Ser Lys Ser Ala Glu Ile Arg Ser Leu Tyr Arg Gln Ser  
625                 630                 635                 640  
 
 
Leu Gln Val Gly Pro Asp Ser Ala Ile Phe Arg Lys Phe Ile Leu Glu  
                645                 650                 655      
 
 
Lys Leu Glu Glu Ala Asn Thr Asp Pro Cys Ala Pro Pro Phe Asp Ser  
            660                 665                 670          
 
 
Leu Gln Thr Phe Ala Tyr Glu Gly Thr Gly Ser Ser Ala Gly Ser Leu  
        675                 680                 685              
 
 
Ser Ser Leu Ala Ser Arg Asp Thr Asp Gln Glu Asp Asp Phe Asp Tyr  
    690                 695                 700                  
 
 
Leu Asn Asp Leu Gly Pro Arg Phe Lys Arg Leu Ala Ser Met Phe Gly  
705                 710                 715                 720  
 
 
Ser Ala Val Gln Pro Asn Asn  
                725          
 
 
<210>  967 
<211>  2184 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  C71144 muCDH19 (44-770) 
 
<400>  967 
 
Gly Cys Cys Thr Gly Gly Gly Thr Gly Thr Gly Gly Ala Gly Ala Cys  
1               5                   10                  15       
 
 
Cys Ala Thr Thr Thr Gly Thr Thr Gly Thr Thr Cys Thr Ala Gly Ala  
            20                  25                  30           
 
 
Ala Gly Ala Ala Ala Thr Gly Gly Ala Thr Gly Ala Thr Ala Thr Ala  
        35                  40                  45               
 
 
Cys Ala Ala Thr Gly Thr Gly Thr Thr Gly Gly Ala Ala Ala Gly Cys  
    50                  55                  60                   
 
 
Thr Ala Ala Gly Ala Thr Cys Thr Gly Ala Cys Thr Thr Ala Gly Ala  
65                  70                  75                  80   
 
 
Cys Ala Ala Thr Gly Gly Ala Ala Ala Cys Ala Ala Cys Thr Cys Thr  
                85                  90                  95       
 
 
Thr Thr Cys Cys Ala Gly Thr Ala Cys Ala Ala Gly Cys Thr Ala Cys  
            100                 105                 110          
 
 
Thr Gly Gly Gly Gly Ala Thr Thr Gly Gly Cys Gly Cys Thr Gly Gly  
        115                 120                 125              
 
 
Ala Ala Gly Cys Thr Thr Thr Ala Gly Cys Ala Thr Thr Ala Ala Thr  
    130                 135                 140                  
 
 
Gly Ala Ala Ala Gly Ala Ala Cys Ala Gly Gly Thr Gly Ala Ala Ala  
145                 150                 155                 160  
 
 
Thr Ala Thr Gly Thr Gly Cys Cys Ala Thr Ala Cys Ala Gly Ala Ala  
                165                 170                 175      
 
 
Gly Cys Thr Thr Gly Ala Thr Ala Gly Ala Gly Ala Gly Gly Ala Ala  
            180                 185                 190          
 
 
Ala Ala Ala Thr Cys Cys Cys Thr Cys Thr Ala Cys Ala Thr Thr Cys  
        195                 200                 205              
 
 
Thr Gly Ala Gly Ala Gly Cys Cys Cys Ala Gly Gly Thr Ala Ala Thr  
    210                 215                 220                  
 
 
Ala Gly Ala Cys Ala Cys Cys Ala Cys Thr Ala Thr Thr Gly Gly Gly  



225                 230                 235                 240  
 
 
Ala Ala Gly Gly Cys Thr Gly Thr Gly Gly Ala Ala Ala Cys Thr Gly  
                245                 250                 255      
 
 
Ala Ala Thr Cys Cys Gly Ala Gly Thr Thr Thr Gly Thr Cys Ala Thr  
            260                 265                 270          
 
 
Cys Ala Gly Ala Gly Thr Thr Thr Thr Gly Gly Ala Thr Ala Thr Cys  
        275                 280                 285              
 
 
Ala Ala Thr Gly Ala Cys Ala Ala Thr Gly Ala Ala Cys Cys Cys Ala  
    290                 295                 300                  
 
 
Gly Ala Thr Thr Cys Cys Thr Ala Gly Ala Thr Gly Ala Ala Cys Cys  
305                 310                 315                 320  
 
 
Ala Thr Ala Thr Gly Ala Gly Gly Cys Cys Ala Thr Thr Gly Thr Ala  
                325                 330                 335      
 
 
Cys Cys Thr Gly Ala Gly Ala Thr Gly Thr Cys Thr Cys Cys Ala Gly  
            340                 345                 350          
 
 
Ala Ala Gly Gly Ala Ala Cys Ala Thr Thr Thr Gly Thr Cys Ala Thr  
        355                 360                 365              
 
 
Cys Ala Ala Gly Gly Thr Gly Ala Cys Ala Gly Cys Cys Ala Ala Thr  
    370                 375                 380                  
 
 
Gly Ala Cys Gly Cys Ala Gly Ala Thr Gly Ala Thr Cys Cys Thr Thr  
385                 390                 395                 400  
 
 
Cys Ala Ala Cys Thr Gly Gly Cys Thr Ala Thr Cys Ala Thr Gly Cys  
                405                 410                 415      
 
 
Thr Cys Gly Cys Ala Thr Cys Cys Thr Ala Thr Ala Cys Ala Ala Cys  
            420                 425                 430          
 
 
Thr Thr Ala Gly Ala Ala Cys Gly Ala Gly Gly Thr Cys Ala Ala Cys  
        435                 440                 445              
 
 
Cys Ala Thr Ala Cys Thr Thr Thr Thr Cys Thr Gly Thr Thr Gly Ala  
    450                 455                 460                  
 
 
Gly Cys Cys Ala Ala Cys Ala Ala Cys Ala Gly Gly Ala Gly Thr Cys  
465                 470                 475                 480  
 
 
Ala Thr Ala Ala Gly Gly Ala Thr Ala Thr Cys Thr Thr Cys Thr Ala  



                485                 490                 495      
 
 
Ala Gly Ala Thr Gly Gly Ala Thr Ala Gly Ala Gly Ala Gly Thr Thr  
            500                 505                 510          
 
 
Gly Cys Ala Ala Gly Ala Thr Ala Cys Ala Thr Ala Cys Thr Gly Thr  
        515                 520                 525              
 
 
Gly Thr Ala Ala Thr Thr Ala Thr Thr Cys Ala Ala Gly Cys Cys Ala  
    530                 535                 540                  
 
 
Ala Gly Gly Ala Cys Ala Thr Gly Cys Thr Cys Gly Gly Thr Cys Ala  
545                 550                 555                 560  
 
 
Gly Cys Cys Thr Gly Gly Ala Gly Cys Cys Thr Thr Gly Thr Cys Thr  
                565                 570                 575      
 
 
Gly Gly Ala Ala Cys Ala Ala Cys Ala Ala Cys Cys Gly Thr Ala Thr  
            580                 585                 590          
 
 
Cys Ala Ala Thr Thr Ala Ala Gly Cys Thr Gly Thr Cys Ala Gly Ala  
        595                 600                 605              
 
 
Thr Ala Thr Thr Ala Ala Thr Gly Ala Cys Ala Ala Cys Ala Ala Gly  
    610                 615                 620                  
 
 
Cys Cys Ala Ala Thr Ala Thr Thr Cys Ala Ala Ala Gly Ala Ala Ala  
625                 630                 635                 640  
 
 
Gly Thr Thr Thr Cys Thr Ala Cys Cys Gly Cys Thr Thr Cys Ala Cys  
                645                 650                 655      
 
 
Thr Ala Thr Ala Thr Cys Thr Gly Ala Ala Thr Cys Thr Gly Cys Ala  
            660                 665                 670          
 
 
Cys Cys Cys Ala Thr Thr Gly Gly Ala Ala Cys Ala Thr Cys Ala Ala  
        675                 680                 685              
 
 
Thr Ala Gly Gly Gly Ala Ala Ala Ala Thr Thr Ala Thr Gly Gly Cys  
    690                 695                 700                  
 
 
Ala Thr Ala Thr Gly Ala Thr Gly Ala Thr Gly Ala Cys Ala Thr Ala  
705                 710                 715                 720  
 
 
Gly Gly Gly Gly Ala Gly Ala Ala Thr Gly Cys Ala Gly Ala Gly Ala  
                725                 730                 735      
 
 
Thr Gly Gly Ala Gly Thr Ala Cys Ala Gly Cys Ala Thr Thr Gly Ala  



            740                 745                 750          
 
 
Ala Gly Ala Thr Gly Ala Thr Gly Ala Thr Thr Cys Ala Ala Ala Ala  
        755                 760                 765              
 
 
Ala Thr Ala Thr Thr Thr Gly Ala Cys Ala Thr Ala Ala Thr Cys Ala  
    770                 775                 780                  
 
 
Thr Thr Gly Ala Cys Ala Ala Thr Gly Ala Cys Ala Cys Cys Cys Ala  
785                 790                 795                 800  
 
 
Ala Gly Ala Ala Gly Gly Gly Ala Thr Ala Gly Thr Thr Ala Thr Ala  
                805                 810                 815      
 
 
Cys Thr Thr Ala Ala Ala Ala Ala Gly Ala Ala Ala Gly Thr Thr Gly  
            820                 825                 830          
 
 
Ala Thr Thr Thr Thr Gly Ala Gly Cys Ala Gly Cys Ala Gly Ala Gly  
        835                 840                 845              
 
 
Cys Thr Ala Thr Thr Ala Thr Gly Gly Cys Ala Thr Thr Ala Gly Ala  
    850                 855                 860                  
 
 
Gly Cys Thr Ala Ala Gly Gly Thr Thr Ala Ala Ala Ala Ala Cys Thr  
865                 870                 875                 880  
 
 
Gly Cys Cys Ala Thr Gly Thr Gly Gly Ala Thr Gly Ala Ala Gly Ala  
                885                 890                 895      
 
 
Gly Cys Thr Thr Gly Cys Ala Cys Cys Thr Gly Cys Cys Cys Ala Thr  
            900                 905                 910          
 
 
Gly Thr Thr Ala Ala Cys Gly Cys Thr Thr Cys Cys Ala Cys Ala Ala  
        915                 920                 925              
 
 
Cys Cys Thr Ala Cys Ala Thr Thr Ala Ala Ala Gly Thr Thr Cys Ala  
    930                 935                 940                  
 
 
Ala Gly Thr Ala Gly Ala Ala Gly Ala Thr Gly Ala Ala Gly Ala Thr  
945                 950                 955                 960  
 
 
Gly Ala Ala Cys Cys Thr Cys Cys Thr Gly Thr Thr Thr Thr Cys Cys  
                965                 970                 975      
 
 
Thr Cys Thr Thr Ala Cys Cys Ala Thr Ala Thr Thr Ala Cys Ala Thr  
            980                 985                 990          
 
 
Ala Cys Thr Thr Gly Ala Ala Ala  Thr Thr Cys Cys Thr  Gly Ala Ala  



        995                 1000                 1005              
 
 
Gly Gly  Ala Ala Ala Ala Cys  Cys Ala Thr Ala Thr  Gly Gly Ala  
    1010                 1015                 1020              
 
 
Ala Cys  Ala Ala Thr Thr Gly  Thr Gly Gly Gly Gly  Ala Cys Gly  
    1025                 1030                 1035              
 
 
Gly Thr  Thr Thr Cys Thr Gly  Cys Cys Ala Cys Ala  Gly Ala Cys  
    1040                 1045                 1050              
 
 
Cys Cys  Ala Gly Ala Thr Cys  Gly Ala Ala Gly Ala  Cys Ala Ala  
    1055                 1060                 1065              
 
 
Thr Cys  Thr Cys Cys Thr Ala  Thr Gly Ala Gly Ala  Thr Ala Thr  
    1070                 1075                 1080              
 
 
Thr Ala  Thr Cys Thr Cys Ala  Cys Thr Gly Gly Ala  Ala Gly Cys  
    1085                 1090                 1095              
 
 
Ala Ala  Ala Ala Thr Gly Thr  Thr Thr Gly Ala Thr  Ala Thr Cys  
    1100                 1105                 1110              
 
 
Ala Ala  Thr Gly Ala Cys Ala  Ala Thr Gly Gly Ala  Ala Cys Ala  
    1115                 1120                 1125              
 
 
Ala Thr  Ala Ala Thr Cys Ala  Cys Cys Ala Cys Thr  Ala Ala Cys  
    1130                 1135                 1140              
 
 
Ala Thr  Gly Cys Thr Thr Gly  Ala Cys Ala Gly Ala  Gly Ala Gly  
    1145                 1150                 1155              
 
 
Gly Thr  Cys Ala Gly Thr Gly  Cys Thr Thr Gly Gly  Thr Ala Cys  
    1160                 1165                 1170              
 
 
Ala Ala  Cys Thr Thr Gly Ala  Cys Thr Gly Thr Cys  Ala Cys Ala  
    1175                 1180                 1185              
 
 
Gly Cys  Thr Ala Cys Thr Gly  Ala Ala Ala Cys Ala  Thr Ala Cys  
    1190                 1195                 1200              
 
 
Ala Ala  Thr Gly Thr Ala Cys  Ala Ala Cys Ala Gly  Ala Thr Cys  
    1205                 1210                 1215              
 
 
Thr Cys  Thr Thr Cys Ala Gly  Cys Cys Cys Ala Thr  Gly Thr Thr  
    1220                 1225                 1230              
 
 
Thr Ala  Thr Gly Thr Ala Cys  Ala Ala Gly Thr Cys  Thr Thr Thr  



    1235                 1240                 1245              
 
 
Ala Ala  Cys Ala Thr Thr Ala  Ala Cys Gly Ala Cys  Ala Ala Thr  
    1250                 1255                 1260              
 
 
Gly Cys  Thr Cys Cys Ala Gly  Ala Gly Thr Thr Cys  Thr Cys Thr  
    1265                 1270                 1275              
 
 
Cys Ala  Ala Thr Thr Cys Thr  Ala Thr Gly Ala Gly  Ala Cys Thr  
    1280                 1285                 1290              
 
 
Thr Ala  Thr Gly Thr Thr Thr  Gly Thr Gly Ala Ala  Ala Ala Thr  
    1295                 1300                 1305              
 
 
Gly Cys  Thr Gly Ala Ala Thr  Cys Thr Gly Gly Thr  Gly Ala Gly  
    1310                 1315                 1320              
 
 
Ala Thr  Ala Gly Thr Thr Cys  Ala Gly Ala Thr Cys  Ala Thr Cys  
    1325                 1330                 1335              
 
 
Ala Gly  Thr Gly Cys Ala Ala  Thr Thr Gly Ala Thr  Ala Gly Ala  
    1340                 1345                 1350              
 
 
Gly Ala  Thr Gly Ala Gly Thr  Cys Cys Ala Thr Ala  Gly Ala Ala  
    1355                 1360                 1365              
 
 
Gly Ala  Thr Cys Ala Cys Cys  Ala Thr Thr Thr Thr  Thr Ala Cys  
    1370                 1375                 1380              
 
 
Thr Thr  Thr Ala Ala Thr Cys  Ala Cys Thr Cys Thr  Cys Thr Gly  
    1385                 1390                 1395              
 
 
Gly Ala  Ala Gly Ala Cys Ala  Cys Ala Ala Ala Cys  Ala Ala Cys  
    1400                 1405                 1410              
 
 
Thr Cys  Ala Ala Gly Thr Thr  Thr Thr Ala Thr Gly  Cys Thr Ala  
    1415                 1420                 1425              
 
 
Ala Cys  Ala Gly Ala Cys Ala  Ala Thr Cys Ala Ala  Gly Ala Thr  
    1430                 1435                 1440              
 
 
Ala Ala  Cys Ala Cys Ala Gly  Cys Thr Gly Thr Ala  Ala Thr Thr  
    1445                 1450                 1455              
 
 
Cys Thr  Gly Ala Gly Thr Ala  Ala Thr Ala Gly Ala  Ala Cys Thr  
    1460                 1465                 1470              
 
 
Gly Gly  Thr Thr Thr Cys Ala  Ala Thr Cys Thr Thr  Ala Ala Ala  



    1475                 1480                 1485              
 
 
Gly Ala  Ala Gly Ala Gly Cys  Cys Thr Gly Thr Cys  Thr Thr Cys  
    1490                 1495                 1500              
 
 
Thr Ala  Cys Ala Thr Gly Ala  Thr Cys Ala Thr Cys  Thr Thr Gly  
    1505                 1510                 1515              
 
 
Ala Thr  Thr Gly Cys Thr Gly  Ala Thr Ala Ala Cys  Gly Gly Gly  
    1520                 1525                 1530              
 
 
Ala Thr  Cys Cys Cys Ala Thr  Cys Thr Cys Thr Cys  Ala Cys Ala  
    1535                 1540                 1545              
 
 
Ala Gly  Cys Ala Cys Ala Ala  Ala Cys Ala Cys Thr  Cys Thr Cys  
    1550                 1555                 1560              
 
 
Ala Cys  Thr Ala Thr Cys Cys  Ala Ala Gly Thr Cys  Thr Gly Thr  
    1565                 1570                 1575              
 
 
Gly Ala  Cys Thr Gly Thr Gly  Gly Ala Gly Ala Cys  Ala Gly Thr  
    1580                 1585                 1590              
 
 
Ala Gly  Ala Ala Ala Cys Ala  Cys Ala Gly Ala Ala  Ala Cys Thr  
    1595                 1600                 1605              
 
 
Thr Gly  Thr Gly Cys Thr Ala  Ala Cys Ala Ala Gly  Gly Gly Ala  
    1610                 1615                 1620              
 
 
Cys Thr  Thr Cys Thr Cys Thr  Thr Thr Ala Thr Cys  Ala Thr Gly  
    1625                 1630                 1635              
 
 
Gly Gly  Ala Thr Thr Cys Ala  Gly Ala Ala Cys Ala  Gly Ala Gly  
    1640                 1645                 1650              
 
 
Gly Cys  Ala Ala Thr Ala Ala  Thr Thr Gly Cys Cys  Ala Thr Cys  
    1655                 1660                 1665              
 
 
Ala Thr  Gly Ala Thr Ala Thr  Gly Thr Gly Thr Thr  Ala Thr Gly  
    1670                 1675                 1680              
 
 
Gly Thr  Ala Ala Thr Ala Thr  Thr Thr Gly Gly Gly  Thr Thr Thr  
    1685                 1690                 1695              
 
 
Thr Thr  Cys Thr Thr Thr Thr  Thr Gly Ala Thr Thr  Cys Thr Thr  
    1700                 1705                 1710              
 
 
Gly Cys  Thr Cys Thr Gly Ala  Ala Ala Cys Ala Gly  Cys Gly Ala  



    1715                 1720                 1725              
 
 
Ala Gly  Ala Ala Ala Gly Gly  Ala Gly Ala Cys Thr  Cys Thr Ala  
    1730                 1735                 1740              
 
 
Thr Thr  Thr Cys Cys Ala Gly  Ala Gly Ala Ala Gly  Ala Cys Thr  
    1745                 1750                 1755              
 
 
Gly Ala  Ala Gly Ala Cys Thr  Thr Thr Ala Gly Gly  Gly Ala Gly  
    1760                 1765                 1770              
 
 
Ala Ala  Thr Ala Thr Ala Thr  Thr Thr Thr Gly Cys  Thr Ala Thr  
    1775                 1780                 1785              
 
 
Gly Ala  Thr Gly Ala Thr Gly  Ala Ala Gly Gly Cys  Gly Gly Cys  
    1790                 1795                 1800              
 
 
Gly Gly  Gly Gly Ala Ala Gly  Ala Ala Gly Ala Cys  Thr Cys Gly  
    1805                 1810                 1815              
 
 
Gly Ala  Ala Gly Cys Cys Thr  Thr Thr Gly Ala Cys  Ala Thr Cys  
    1820                 1825                 1830              
 
 
Gly Thr  Ala Gly Ala Gly Cys  Thr Gly Ala Gly Ala  Cys Ala Ala  
    1835                 1840                 1845              
 
 
Ala Gly  Thr Ala Cys Ala Gly  Thr Ala Ala Thr Gly  Ala Gly Ala  
    1850                 1855                 1860              
 
 
Gly Ala  Ala Ala Gly Ala Ala  Ala Gly Cys Cys Thr  Cys Ala Gly  
    1865                 1870                 1875              
 
 
Ala Gly  Ala Ala Gly Cys Ala  Ala Gly Ala Gly Thr  Gly Cys Gly  
    1880                 1885                 1890              
 
 
Gly Ala  Gly Ala Thr Cys Ala  Gly Gly Ala Gly Cys  Thr Thr Gly  
    1895                 1900                 1905              
 
 
Thr Ala  Cys Ala Gly Gly Cys  Ala Gly Thr Cys Cys  Cys Thr Gly  
    1910                 1915                 1920              
 
 
Cys Ala  Gly Gly Thr Gly Gly  Gly Cys Cys Cys Ala  Gly Ala Cys  
    1925                 1930                 1935              
 
 
Ala Gly  Thr Gly Cys Cys Ala  Thr Ala Thr Thr Thr  Cys Gly Ala  
    1940                 1945                 1950              
 
 
Ala Ala  Ala Thr Thr Thr Ala  Thr Cys Cys Thr Ala  Gly Ala Gly  



    1955                 1960                 1965              
 
 
Ala Ala  Gly Cys Thr Thr Gly  Ala Ala Gly Ala Ala  Gly Cys Cys  
    1970                 1975                 1980              
 
 
Ala Ala  Cys Ala Cys Ala Gly  Ala Cys Cys Cys Ala  Thr Gly Thr  
    1985                 1990                 1995              
 
 
Gly Cys  Thr Cys Cys Cys Cys  Cys Cys Thr Thr Thr  Gly Ala Thr  
    2000                 2005                 2010              
 
 
Thr Cys  Ala Cys Thr Ala Cys  Ala Gly Ala Cys Gly  Thr Thr Thr  
    2015                 2020                 2025              
 
 
Gly Cys  Cys Thr Ala Thr Gly  Ala Gly Gly Gly Ala  Ala Cys Ala  
    2030                 2035                 2040              
 
 
Gly Gly  Gly Thr Cys Ala Thr  Cys Ala Gly Cys Thr  Gly Gly Cys  
    2045                 2050                 2055              
 
 
Thr Cys  Thr Cys Thr Gly Ala  Gly Cys Thr Cys Cys  Thr Thr Gly  
    2060                 2065                 2070              
 
 
Gly Cys  Ala Thr Cys Cys Ala  Gly Ala Gly Ala Cys  Ala Cys Thr  
    2075                 2080                 2085              
 
 
Gly Ala  Thr Cys Ala Gly Gly  Ala Gly Gly Ala Thr  Gly Ala Cys  
    2090                 2095                 2100              
 
 
Thr Thr  Cys Gly Ala Cys Thr  Ala Cys Cys Thr Thr  Ala Ala Thr  
    2105                 2110                 2115              
 
 
Gly Ala  Cys Cys Thr Gly Gly  Gly Ala Cys Cys Thr  Cys Gly Thr  
    2120                 2125                 2130              
 
 
Thr Thr  Thr Ala Ala Ala Ala  Gly Ala Thr Thr Ala  Gly Cys Ala  
    2135                 2140                 2145              
 
 
Ala Gly  Cys Ala Thr Gly Thr  Thr Thr Gly Gly Cys  Thr Cys Thr  
    2150                 2155                 2160              
 
 
Gly Cys  Ala Gly Thr Ala Cys  Ala Ala Cys Cys Cys  Ala Ala Cys  
    2165                 2170                 2175              
 
 
Ala Ala  Thr Thr Ala Gly  
    2180                  
 
 
<210>  968 



<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  Flag Tag 
 
<400>  968 
 
Asp Tyr Lys Asp Asp Asp Asp Lys  
1               5                
 
 
<210>  969 
<211>  24 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  Flag Tag 
 
<400>  969 
gactacaaag acgatgacga caag                                              24 
 
 
<210>  970 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 2G6 
 
<400>  970 
 
Ser Tyr Gly Met His  
1               5    
 
 
<210>  971 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 2G6 
 
<400>  971 
 
Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Asp  
     
 
 
<210>  972 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 2G6 



 
<400>  972 
 
Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10                  15       
 
 
<210>  973 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 2G6 
 
<400>  973 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Cys  
1               5                   10       
 
 
<210>  974 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 2G6 
 
<400>  974 
 
Gln Asp Thr Lys Arg Pro Ser  
1               5            
 
 
<210>  975 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 2G6 
 
<400>  975 
 
Gln Ala Trp Asp Ser Ser Thr Val Val  
1               5                    
 
 
<210>  976 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 2G6 
 
<400>  976 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggccggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacggca tgcactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccttc atttggtacg acggctccaa caagtactac      180 
 



gccgactccg tgaaggaccg gttcaccatc tcccgggaca actccaagaa caccctgtac      240 
 
ctgcagatga agtccctgcg ggccgaggac accgccgtgt actactgtgc cagaagggcc      300 
 
ggcatcatcg gcaccatcgg ctactactac ggcatggacg tgtggggcca gggcaccacc      360 
 
gtgaccgtgt ctagc                                                       375 
 
 
<210>  977 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 2G6 
 
<400>  977 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  978 
<211>  315 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 2G6 
 
<400>  978 
tacgagctga cccagccccc ctccgtgtcc gtgtctcctg gccagaccgc ctccatcacc       60 
 
tgttctggcg accggctggg cgagaagtac acctgttggt atcagcagcg gcctggccag      120 
 



tcccccctgc tggtcatcta ccaggacacc aagcggccct ccggcatccc tgagcggttc      180 
 
tccggctcca actccggcaa caccgccacc ctgaccatct ccggcaccca ggccatggac      240 
 
gaggccgact actactgcca ggcctgggac tcctccaccg tggtgttcgg cggaggcacc      300 
 
aagctgaccg tgctg                                                       315 
 
 
<210>  979 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 2G6 
 
<400>  979 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Cys Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  980 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 2G6 
 
<400>  980 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggccggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacggca tgcactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccttc atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgaaggaccg gttcaccatc tcccgggaca actccaagaa caccctgtac      240 
 



ctgcagatga agtccctgcg ggccgaggac accgccgtgt actactgtgc cagaagggcc      300 
 
ggcatcatcg gcaccatcgg ctactactac ggcatggacg tgtggggcca gggcaccacc      360 
 
gtgaccgtgt ctagcggagg cggaggatct ggtggcggtg gttctggcgg cggaggctcc      420 
 
tcttacgagc tgacccagcc cccctccgtg tccgtgtctc ctggccagac cgcctccatc      480 
 
acctgttctg gcgaccggct gggcgagaag tacacctgtt ggtatcagca gcggcctggc      540 
 
cagtcccccc tgctggtcat ctaccaggac accaagcggc cctccggcat ccctgagcgg      600 
 
ttctccggct ccaactccgg caacaccgcc accctgacca tctccggcac ccaggccatg      660 
 
gacgaggccg actactactg ccaggcctgg gactcctcca ccgtggtgtt cggcggaggc      720 
 
accaagctga ccgtgctg                                                    738 
 
 
<210>  981 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 2G6 
 
<400>  981 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 



 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Cys Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu  
                245      
 
 
<210>  982 
<211>  507 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 2G6 x I2C 
 
<400>  982 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  



            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Cys Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  



        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu His His His His His His  
            500                 505          
 
 
<210>  983 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 16E2.1 
 
<400>  983 
 
Ser Tyr Gly Met His  
1               5    
 
 
<210>  984 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 16E2.1 
 
<400>  984 
 
Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Lys  



1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  985 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 16E2.1 
 
<400>  985 
 
Asp Gly Trp Glu Leu Ser Phe Asp Tyr  
1               5                    
 
 
<210>  986 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 16E2.1 
 
<400>  986 
 
Arg Ala Ser Gln Gly Ile Ser Asn Tyr Leu Ala  
1               5                   10       
 
 
<210>  987 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 16E2.1 
 
<400>  987 
 
Ala Ala Ser Ser Leu Gln Ser  
1               5            
 
 
<210>  988 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 16E2.1 
 
<400>  988 
 
Gln His Tyr Phe Thr Tyr Pro Arg Thr  
1               5                    
 
 
<210>  989 



<211>  354 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 16E2.1 
 
<400>  989 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggccggtc cctgagactg       60 
 
tcttgcgccg cctccggctt catcttctcc agctacggca tgcactgggt ccgacagacc      120 
 
cccggcaagg gcctggaatg ggtggccgtg atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcccgggaca tctccaagaa caccctgtac      240 
 
ctgcagatga actccctgcg ggtggaagat accgccgtgt actactgcgc cagggacggc      300 
 
tgggagctgt ccttcgatta ctggggccag ggcaccctgg tcaccgtgtc tagc            354 
 
 
<210>  990 
<211>  118 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 16E2.1 
 
<400>  990 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ile Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Ile Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Asp Gly Trp Glu Leu Ser Phe Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser  
        115              
 
 
<210>  991 



<211>  321 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 16E2.1 
 
<400>  991 
gacatccaga tgacccagtc cccctccagc ctgtccgcct ccgtgggcga cagagtgacc       60 
 
atcacctgtc gggcctccca gggcatcagc aactacctgg cctggctgca gcagaagccc      120 
 
ggcaaggccc ccaagtccct gatctacgcc gccagctccc tgcagtccgg cgtgccctcc      180 
 
aagttctccg gctctggctc cggcaccgac ttcaccctga ccatctccag cctgcagccc      240 
 
gaggacttcg ccacctacta ctgccagcac tacttcacct acccccggac cttcggacag      300 
 
ggcaccaagg tggaaatcaa g                                                321 
 
 
<210>  992 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 16E2.1 
 
<400>  992 
 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Asn Tyr  
            20                  25                  30           
 
 
Leu Ala Trp Leu Gln Gln Lys Pro Gly Lys Ala Pro Lys Ser Leu Ile  
        35                  40                  45               
 
 
Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Lys Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Thr Tyr Tyr Cys Gln His Tyr Phe Thr Tyr Pro Arg  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
            100                 105          
 
 
<210>  993 
<211>  720 
<212>  ДНК 
<213>  искусственная 
 



<220> 
<223>  VH-VL CDH19 16E2.1 
 
<400>  993 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggccggtc cctgagactg       60 
 
tcttgcgccg cctccggctt catcttctcc agctacggca tgcactgggt ccgacagacc      120 
 
cccggcaagg gcctggaatg ggtggccgtg atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcccgggaca tctccaagaa caccctgtac      240 
 
ctgcagatga actccctgcg ggtggaagat accgccgtgt actactgcgc cagggacggc      300 
 
tgggagctgt ccttcgatta ctggggccag ggcaccctgg tcaccgtgtc tagcggaggc      360 
 
ggaggatctg gtggcggtgg ttctggcggc ggaggctccg acatccagat gacccagtcc      420 
 
ccctccagcc tgtccgcctc cgtgggcgac agagtgacca tcacctgtcg ggcctcccag      480 
 
ggcatcagca actacctggc ctggctgcag cagaagcccg gcaaggcccc caagtccctg      540 
 
atctacgccg ccagctccct gcagtccggc gtgccctcca agttctccgg ctctggctcc      600 
 
ggcaccgact tcaccctgac catctccagc ctgcagcccg aggacttcgc cacctactac      660 
 
tgccagcact acttcaccta cccccggacc ttcggacagg gcaccaaggt ggaaatcaag      720 
 
 
<210>  994 
<211>  240 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 16E2.1 
 
<400>  994 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ile Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Ile Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Asp Gly Trp Glu Leu Ser Phe Asp Tyr Trp Gly Gln Gly Thr  



            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser  
        115                 120                 125              
 
 
Gly Gly Gly Gly Ser Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu  
    130                 135                 140                  
 
 
Ser Ala Ser Val Gly Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln  
145                 150                 155                 160  
 
 
Gly Ile Ser Asn Tyr Leu Ala Trp Leu Gln Gln Lys Pro Gly Lys Ala  
                165                 170                 175      
 
 
Pro Lys Ser Leu Ile Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro  
            180                 185                 190          
 
 
Ser Lys Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile  
        195                 200                 205              
 
 
Ser Ser Leu Gln Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Gln His Tyr  
    210                 215                 220                  
 
 
Phe Thr Tyr Pro Arg Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
225                 230                 235                 240  
 
 
<210>  995 
<211>  501 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 16E2.1 x I2C 
 
<400>  995 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ile Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Ile Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 



 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Asp Gly Trp Glu Leu Ser Phe Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser  
        115                 120                 125              
 
 
Gly Gly Gly Gly Ser Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu  
    130                 135                 140                  
 
 
Ser Ala Ser Val Gly Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln  
145                 150                 155                 160  
 
 
Gly Ile Ser Asn Tyr Leu Ala Trp Leu Gln Gln Lys Pro Gly Lys Ala  
                165                 170                 175      
 
 
Pro Lys Ser Leu Ile Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro  
            180                 185                 190          
 
 
Ser Lys Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile  
        195                 200                 205              
 
 
Ser Ser Leu Gln Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Gln His Tyr  
    210                 215                 220                  
 
 
Phe Thr Tyr Pro Arg Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
225                 230                 235                 240  
 
 
Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly Gly Gly  
                245                 250                 255      
 
 
Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly  
            260                 265                 270          
 
 
Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly  
        275                 280                 285              
 
 
Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr  
    290                 295                 300                  
 
 
Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg  
305                 310                 315                 320  
 
 
Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys Thr  
                325                 330                 335      
 



 
Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn  
            340                 345                 350          
 
 
Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr  
        355                 360                 365              
 
 
Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro  
385                 390                 395                 400  
 
 
Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala Val Thr  
                405                 410                 415      
 
 
Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro  
            420                 425                 430          
 
 
Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro Ala  
        435                 440                 445              
 
 
Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu Ser  
    450                 455                 460                  
 
 
Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp Tyr  
465                 470                 475                 480  
 
 
Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu His  
                485                 490                 495      
 
 
His His His His His  
            500      
 
 
<210>  996 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 17H8.2 
 
<400>  996 
 
Ser Tyr Tyr Trp Ser  
1               5    
 
 
<210>  997 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  CDR-H2 CDH19 17H8.2 
 
<400>  997 
 
Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser  
1               5                   10                  15       
 
 
<210>  998 
<211>  14 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 17H8.2 
 
<400>  998 
 
Asp Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile  
1               5                   10                   
 
 
<210>  999 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 17H8.2 
 
<400>  999 
 
Arg Ala Ser Gln Ser Val Ala Gly Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  1000 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 17H8.2 
 
<400>  1000 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  1001 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 17H8.2 
 
<400>  1001 
 
Gln Gln Tyr Gly Lys Ser Pro Ile Thr  
1               5                    
 



 
<210>  1002 
<211>  366 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 17H8.2 
 
<400>  1002 
caggtgcagc tgcaggaatc cggccctggc ctggtcaagc cctccgagac actgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatcaac tcctactact ggtcctggat ccggcagccc      120 
 
cctggcaagg gcctggaatg gatcggctac atctactaca tcggctccac caactacaac      180 
 
cccagcctga agtccagagt gaccatctcc gtggacacct ccaagaacca gttctccctg      240 
 
aagctgtcct ccgtgaccgc cgctgacacc gccctgtact actgcgccag agactcccgg      300 
 
tacagatccg ggtggtacga cgccttcgac atctggggcc agggcaccat ggtcaccgtg      360 
 
tcctct                                                                 366 
 
 
<210>  1003 
<211>  122 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 17H8.2 
 
<400>  1003 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Asn Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Met Val Thr Val Ser Ser  



        115                 120          
 
 
<210>  1004 
<211>  324 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 17H8.2 
 
<400>  1004 
 
Gly Ala Thr Ala Thr Cys Gly Thr Gly Cys Thr Gly Ala Cys Cys Cys  
1               5                   10                  15       
 
 
Ala Gly Thr Cys Cys Cys Cys Cys Gly Gly Cys Ala Cys Cys Cys Thr  
            20                  25                  30           
 
 
Gly Thr Cys Thr Cys Thr Gly Ala Gly Cys Cys Cys Thr Gly Gly Cys  
        35                  40                  45               
 
 
Gly Ala Gly Ala Gly Ala Gly Cys Cys Ala Cys Cys Cys Thr Gly Thr  
    50                  55                  60                   
 
 
Cys Cys Thr Gly Cys Ala Gly Ala Gly Cys Cys Thr Cys Thr Cys Ala  
65                  70                  75                  80   
 
 
Gly Thr Cys Cys Gly Thr Gly Gly Cys Cys Gly Gly Cys Thr Cys Cys  
                85                  90                  95       
 
 
Thr Ala Cys Cys Thr Gly Gly Cys Thr Thr Gly Gly Thr Ala Thr Cys  
            100                 105                 110          
 
 
Ala Gly Cys Ala Gly Ala Ala Gly Cys Cys Cys Gly Gly Cys Cys Ala  
        115                 120                 125              
 
 
Gly Gly Cys Cys Cys Cys Thr Cys Gly Gly Cys Thr Gly Cys Thr Gly  
    130                 135                 140                  
 
 
Ala Thr Cys Thr Cys Cys Gly Gly Cys Gly Cys Cys Thr Cys Thr Thr  
145                 150                 155                 160  
 
 
Cys Thr Ala Gly Ala Gly Cys Cys Ala Cys Cys Gly Gly Cys Ala Thr  
                165                 170                 175      
 
 
Cys Cys Cys Thr Gly Ala Cys Cys Gly Gly Thr Thr Cys Thr Cys Cys  
            180                 185                 190          
 
 
Gly Gly Cys Thr Cys Thr Gly Gly Cys Thr Cys Cys Gly Gly Cys Ala  
        195                 200                 205              
 



 
Cys Cys Gly Ala Cys Thr Thr Cys Ala Cys Cys Cys Thr Gly Ala Cys  
    210                 215                 220                  
 
 
Cys Ala Thr Cys Ala Gly Cys Cys Gly Gly Cys Thr Gly Gly Ala Ala  
225                 230                 235                 240  
 
 
Cys Cys Cys Gly Ala Gly Gly Ala Cys Thr Thr Cys Gly Cys Cys Gly  
                245                 250                 255      
 
 
Thr Gly Thr Ala Cys Thr Ala Thr Thr Gly Cys Cys Ala Gly Cys Ala  
            260                 265                 270          
 
 
Gly Thr Ala Cys Gly Gly Cys Ala Ala Gly Thr Cys Cys Cys Cys Cys  
        275                 280                 285              
 
 
Ala Thr Cys Ala Cys Cys Thr Thr Cys Gly Gly Cys Cys Ala Gly Gly  
    290                 295                 300                  
 
 
Gly Ala Ala Cys Cys Cys Gly Gly Cys Thr Gly Gly Ala Ala Ala Thr  
305                 310                 315                 320  
 
 
Gly Ala Ala Gly  
                 
 
 
<210>  1005 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 17H8.2 
 
<400>  1005 
 
Asp Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ala Gly Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Ser Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Lys Ser Pro  



                85                  90                  95       
 
 
Ile Thr Phe Gly Gln Gly Thr Arg Leu Glu Met Lys  
            100                 105              
 
 
<210>  1006 
<211>  735 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 17H8.2 
 
<400>  1006 
caggtgcagc tgcaggaatc cggccctggc ctggtcaagc cctccgagac actgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatcaac tcctactact ggtcctggat ccggcagccc      120 
 
cctggcaagg gcctggaatg gatcggctac atctactaca tcggctccac caactacaac      180 
 
cccagcctga agtccagagt gaccatctcc gtggacacct ccaagaacca gttctccctg      240 
 
aagctgtcct ccgtgaccgc cgctgacacc gccctgtact actgcgccag agactcccgg      300 
 
tacagatccg ggtggtacga cgccttcgac atctggggcc agggcaccat ggtcaccgtg      360 
 
tcctctggtg gcggaggctc tggcggaggt ggaagcggag gcggcggatc cgatatcgtg      420 
 
ctgacccagt cccccggcac cctgtctctg agccctggcg agagagccac cctgtcctgc      480 
 
agagcctctc agtccgtggc cggctcctac ctggcttggt atcagcagaa gcccggccag      540 
 
gcccctcggc tgctgatctc cggcgcctct tctagagcca ccggcatccc tgaccggttc      600 
 
tccggctctg gctccggcac cgacttcacc ctgaccatca gccggctgga acccgaggac      660 
 
ttcgccgtgt actattgcca gcagtacggc aagtccccca tcaccttcgg ccagggaacc      720 
 
cggctggaaa tgaag                                                       735 
 
 
<210>  1007 
<211>  245 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 17H8.2 
 
<400>  1007 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Asn Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 



 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly  
        115                 120                 125              
 
 
Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile Val Leu Thr Gln Ser  
    130                 135                 140                  
 
 
Pro Gly Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys  
145                 150                 155                 160  
 
 
Arg Ala Ser Gln Ser Val Ala Gly Ser Tyr Leu Ala Trp Tyr Gln Gln  
                165                 170                 175      
 
 
Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Ser Gly Ala Ser Ser Arg  
            180                 185                 190          
 
 
Ala Thr Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp  
        195                 200                 205              
 
 
Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe Ala Val Tyr  
    210                 215                 220                  
 
 
Tyr Cys Gln Gln Tyr Gly Lys Ser Pro Ile Thr Phe Gly Gln Gly Thr  
225                 230                 235                 240  
 
 
Arg Leu Glu Met Lys  
                245  
 
 
<210>  1008 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 17H8.2 x I2C 
 
<400>  1008 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  



1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Asn Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly  
        115                 120                 125              
 
 
Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile Val Leu Thr Gln Ser  
    130                 135                 140                  
 
 
Pro Gly Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys  
145                 150                 155                 160  
 
 
Arg Ala Ser Gln Ser Val Ala Gly Ser Tyr Leu Ala Trp Tyr Gln Gln  
                165                 170                 175      
 
 
Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Ser Gly Ala Ser Ser Arg  
            180                 185                 190          
 
 
Ala Thr Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp  
        195                 200                 205              
 
 
Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe Ala Val Tyr  
    210                 215                 220                  
 
 
Tyr Cys Gln Gln Tyr Gly Lys Ser Pro Ile Thr Phe Gly Gln Gly Thr  
225                 230                 235                 240  
 
 
Arg Leu Glu Met Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  



            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  1009 



<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 19B5.1 
 
<400>  1009 
 
Ser Tyr Phe Ile His  
1               5    
 
 
<210>  1010 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 19B5.1 
 
<400>  1010 
 
Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1011 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 19B5.1 
 
<400>  1011 
 
Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr  
1               5                   10       
 
 
<210>  1012 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 19B5.1 
 
<400>  1012 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  1013 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  CDR-L2 CDH19 19B5.1 
 
<400>  1013 
 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 
 
<210>  1014 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 19B5.1 
 
<400>  1014 
 
Ala Thr Trp Asp Asp Ser Met Asn Gly Trp Val  
1               5                   10       
 
 
<210>  1015 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 19B5.1 
 
<400>  1015 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg tgtccggcta caccttcacc agctacttca tccactgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccta tctccgtgtc cacctcctac      180 
 
gcccagaaat tccagggcag agtgaccatg acccgggaca cctccacctc caccgtgttc      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcacct ggactattgg ggccagggca ccctggtcac cgtgtcctct      360 
 
 
<210>  1016 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 19B5.1 
 
<400>  1016 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  



        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1017 
<211>  330 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 19B5.1 
 
<400>  1017 
cagtctgccc tgacccagcc tccctccacc accggcacac ctggccagcg cgtgaccatc       60 
 
tcctgctccg gctcccggtc caacatcggc tccaacttcg tgaactggta caagcagctg      120 
 
cccggcaccg cccccaaggt gctgatctac accaacaacc agcggccctc cggcgtgccc      180 
 
gaccggttct ctggctccaa gtctggcacc tccgcctccc tggccatctc cggcctgcag      240 
 
tccgaggacg agtccgacta ctactgtgcc acctgggacg actccatgaa cggctgggtg      300 
 
ttcggcggag gcaccaagct gaccgtgctg                                       330 
 
 
<210>  1018 
<211>  110 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 19B5.1 
 
<400>  1018 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Thr Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  



        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105                 110  
 
 
<210>  1019 
<211>  735 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 19B5.1 
 
<400>  1019 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg tgtccggcta caccttcacc agctacttca tccactgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccta tctccgtgtc cacctcctac      180 
 
gcccagaaat tccagggcag agtgaccatg acccgggaca cctccacctc caccgtgttc      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcacct ggactattgg ggccagggca ccctggtcac cgtgtcctct      360 
 
ggtggcggag gatctggcgg aggtggaagc ggaggcggcg gatctcagtc tgccctgacc      420 
 
cagcctccct ccaccaccgg cacacctggc cagcgcgtga ccatctcctg ctccggctcc      480 
 
cggtccaaca tcggctccaa cttcgtgaac tggtacaagc agctgcccgg caccgccccc      540 
 
aaggtgctga tctacaccaa caaccagcgg ccctccggcg tgcccgaccg gttctctggc      600 
 
tccaagtctg gcacctccgc ctccctggcc atctccggcc tgcagtccga ggacgagtcc      660 
 
gactactact gtgccacctg ggacgactcc atgaacggct gggtgttcgg cggaggcacc      720 
 
aagctgaccg tgctg                                                       735 
 
 
<210>  1020 
<211>  245 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 19B5.1 
 
<400>  1020 



 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Thr Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Lys Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ser Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Thr Trp Asp Asp Ser Met Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu  
                245  
 



 
<210>  1021 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 19B5.1 x I2C 
 
<400>  1021 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Thr Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Lys Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ser Asp Tyr Tyr Cys  



    210                 215                 220                  
 
 
Ala Thr Trp Asp Asp Ser Met Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  



465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  1022 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 20D3.1 
 
<400>  1022 
 
Ser Tyr Phe Ile His  
1               5    
 
 
<210>  1023 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 20D3.1 
 
<400>  1023 
 
Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1024 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 20D3.1 
 
<400>  1024 
 
Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  1025 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 20D3.1 



 
<400>  1025 
 
Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  1026 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 20D3.1 
 
<400>  1026 
 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 
 
<210>  1027 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 20D3.1 
 
<400>  1027 
 
Ala Thr Trp Asp Asp Ser Leu Asn Gly Trp Val  
1               5                   10       
 
 
<210>  1028 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 20D3.1 
 
<400>  1028 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg tgtccggcta caccttcacc agctacttca tccactgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccta tctccgtgtc cacctcctac      180 
 
gcccagaaat tccagggcag agtgaccatg acccgggaca cctccacctc caccgtgttc      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
 
<210>  1029 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 20D3.1 



 
<400>  1029 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1030 
<211>  330 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19  20D3.1 
 
<400>  1030 
cagtctgccc tgacccagcc tccttctgcc accggcaccc ctggccagcg cgtgaccatc       60 
 
tcctgctccg gctcctcctc caacatcggc tccaacttcg tgaactggta caagcagctg      120 
 
cccggcaccg cccccaaggt gctgatctac accaacaacc agcggccctc cggcgtgccc      180 
 
gaccggttct ctggctccaa gtctggcacc tccgcctccc tggccatctc cggcctgcag      240 
 
tccgaggacg agtccgacta ctactgtgcc acctgggacg actccctgaa cggctgggtg      300 
 
ttcggcggag gcaccaagct gaccgtgctg                                       330 
 
 
<210>  1031 
<211>  110 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19  20D3.1 



 
<400>  1031 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105                 110  
 
 
<210>  1032 
<211>  735 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 20D3.1 
 
<400>  1032 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg tgtccggcta caccttcacc agctacttca tccactgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccta tctccgtgtc cacctcctac      180 
 
gcccagaaat tccagggcag agtgaccatg acccgggaca cctccacctc caccgtgttc      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
ggaggcggag gatctggtgg cggtggttct ggcggcggag gctctcagtc tgccctgacc      420 
 
cagcctcctt ctgccaccgg cacccctggc cagcgcgtga ccatctcctg ctccggctcc      480 
 
tcctccaaca tcggctccaa cttcgtgaac tggtacaagc agctgcccgg caccgccccc      540 
 
aaggtgctga tctacaccaa caaccagcgg ccctccggcg tgcccgaccg gttctctggc      600 
 
tccaagtctg gcacctccgc ctccctggcc atctccggcc tgcagtccga ggacgagtcc      660 
 
gactactact gtgccacctg ggacgactcc ctgaacggct gggtgttcgg cggaggcacc      720 
 



aagctgaccg tgctg                                                       735 
 
 
<210>  1033 
<211>  245 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 20D3.1 
 
<400>  1033 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Ser Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Lys Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 



 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ser Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Thr Trp Asp Asp Ser Leu Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu  
                245  
 
 
<210>  1034 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 20D3.1 x I2C 
 
<400>  1034 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Ser Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Lys Gln Leu Pro  



                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ser Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Thr Trp Asp Asp Ser Leu Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  



            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  1035 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 22D1.1 
 
<400>  1035 
 
Ser Tyr Phe Ile His  
1               5    
 
 
<210>  1036 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 22D1.1 
 
<400>  1036 
 
Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1037 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 22D1.1 
 
<400>  1037 



 
Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr  
1               5                   10       
 
 
<210>  1038 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 22D1.1 
 
<400>  1038 
 
Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  1039 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 22D1.1 
 
<400>  1039 
 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 
 
<210>  1040 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 22D1.1 
 
<400>  1040 
 
Ala Thr Trp Asp Asp Ser Met Asn Gly Trp Val  
1               5                   10       
 
 
<210>  1041 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 22D1.1 
 
<400>  1041 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgcgggtg       60 
 
tcctgcaagg tgtccggcta caccttcacc agctacttca tccactgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccta tctccgtgtc cacctcctac      180 
 
gcccagaaat tccagggcag agtgaccatg acccgggaca cctccacctc caccgtgttc      240 
 



atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcacct ggactattgg ggccagggca ccctggtcac cgtgtcctct      360 
 
 
<210>  1042 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 22D1.1 
 
<400>  1042 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Arg Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1043 
<211>  330 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 22D1.1 
 
<400>  1043 
cagtctgccc tgacccagcc tccttccgct accggcaccc ctggccagcg cgtgaccatc       60 
 
tcctgctccg gctcctcctc caacatcggc tccaacttcg tgaactggta caagcagctg      120 
 
cccggcaccg cccccaaggt gctgatctac accaacaacc agcggccctc cggcgtgccc      180 
 
gaccggttct ctggctccaa gtctggcacc tccgcctccc tggccatctc cggcctgcag      240 
 



tccgaggacg agtccgacta ctactgtgcc acctgggacg actccatgaa cggctgggtg      300 
 
ttcggcggag gcaccaagct gaccgtgctg                                       330 
 
 
<210>  1044 
<211>  110 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 22D1.1 
 
<400>  1044 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105                 110  
 
 
<210>  1045 
<211>  735 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 22D1.1 
 
<400>  1045 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgcgggtg       60 
 
tcctgcaagg tgtccggcta caccttcacc agctacttca tccactgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccta tctccgtgtc cacctcctac      180 
 
gcccagaaat tccagggcag agtgaccatg acccgggaca cctccacctc caccgtgttc      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcacct ggactattgg ggccagggca ccctggtcac cgtgtcctct      360 
 



ggtggcggag gatctggcgg aggtggaagc ggaggcggcg gatctcagtc tgccctgacc      420 
 
cagcctcctt ccgctaccgg cacccctggc cagcgcgtga ccatctcctg ctccggctcc      480 
 
tcctccaaca tcggctccaa cttcgtgaac tggtacaagc agctgcccgg caccgccccc      540 
 
aaggtgctga tctacaccaa caaccagcgg ccctccggcg tgcccgaccg gttctctggc      600 
 
tccaagtctg gcacctccgc ctccctggcc atctccggcc tgcagtccga ggacgagtcc      660 
 
gactactact gtgccacctg ggacgactcc atgaacggct gggtgttcgg cggaggcacc      720 
 
aagctgaccg tgctg                                                       735 
 
 
<210>  1046 
<211>  245 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 22D1.1 
 
<400>  1046 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Arg Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 



 
Ser Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Lys Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ser Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Thr Trp Asp Asp Ser Met Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu  
                245  
 
 
<210>  1047 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 22D1.1 x I2C 
 
<400>  1047 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Arg Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  



        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Ser Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Lys Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ser Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Thr Trp Asp Asp Ser Met Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  



    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  1048 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 22G10.1 
 
<400>  1048 
 
Ser Tyr Ala Met Asn  
1               5    
 
 
<210>  1049 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 22G10.1 
 
<400>  1049 
 
Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Gly  



     
 
 
<210>  1050 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 22G10.1 
 
<400>  1050 
 
Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10           
 
 
<210>  1051 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 22G10.1 
 
<400>  1051 
 
Arg Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala  
1               5                   10       
 
 
<210>  1052 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 22G10.1 
 
<400>  1052 
 
Gly Ala Phe Thr Arg Ala Thr  
1               5            
 
 
<210>  1053 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 22G10.1 
 
<400>  1053 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr  
1               5                    
 
 
<210>  1054 
<211>  363 
<212>  ДНК 
<213>  искусственная 
 



<220> 
<223>  VH CDH19 22G10.1 
 
<400>  1054 
gaggtgcagc tgctggaatc cggcggagga ctggtgcagc ctggcggctc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgcca tgaactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtgtccacc atcagcggcg gaggcgccaa cacctactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcctccgaca actccaagtc caccctgtac      240 
 
ctgcagatga actccctgag agccgccgac accgccgtgt accactgtgc taagggcggc      300 
 
atgggcggct actactacgg catggatgtg tggggccagg gcaccaccgt gaccgtgtct      360 
 
agc                                                                    363 
 
 
<210>  1055 
<211>  121 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 22G10.1 
 
<400>  1055 
 
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Ala Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120      
 
 
<210>  1056 
<211>  321 
<212>  ДНК 



<213>  искусственная 
 
<220> 
<223>  VL CDH19 22G10.1 
 
<400>  1056 
gagatcgtga tgacccagtc ccccgtgacc ctgtccctga gcctgggcga gagagccacc       60 
 
ctgtcttgcc gggcctccca gtccatctcc agcaacctgg cctggttcca gcagaagccc      120 
 
ggccaggccc ctcggctgct gatctacggc gcctttaccc gggccaccgg catccctgcc      180 
 
agagtgtctg gctccggctc cggcaccgag ttcaccctga ccatcagctc cctgcagtcc      240 
 
gaggactttg ccgtgtacta ctgccagcag tacaactact ggcccctgac cttcggaggc      300 
 
ggcaccaagg tggaaatcaa g                                                321 
 
 
<210>  1057 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 22G10.1 
 
<400>  1057 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Val Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys  
            100                 105          
 
 
<210>  1058 
<211>  729 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 22G10.1 



 
<400>  1058 
gaggtgcagc tgctggaatc cggcggagga ctggtgcagc ctggcggctc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgcca tgaactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtgtccacc atcagcggcg gaggcgccaa cacctactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcctccgaca actccaagtc caccctgtac      240 
 
ctgcagatga actccctgag agccgccgac accgccgtgt accactgtgc taagggcggc      300 
 
atgggcggct actactacgg catggatgtg tggggccagg gcaccaccgt gaccgtgtct      360 
 
agcggaggcg gaggatctgg cggtggtggt tctggcggag gcggctccga gatcgtgatg      420 
 
acccagtccc ccgtgaccct gtccctgagc ctgggcgaga gagccaccct gtcttgccgg      480 
 
gcctcccagt ccatctccag caacctggcc tggttccagc agaagcccgg ccaggcccct      540 
 
cggctgctga tctacggcgc ctttacccgg gccaccggca tccctgccag agtgtctggc      600 
 
tccggctccg gcaccgagtt caccctgacc atcagctccc tgcagtccga ggactttgcc      660 
 
gtgtactact gccagcagta caactactgg cccctgacct tcggaggcgg caccaaggtg      720 
 
gaaatcaag                                                              729 
 
 
<210>  1059 
<211>  243 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 22G10.1 
 
<400>  1059 
 
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Ala Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  



            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Met Thr Gln Ser Pro  
    130                 135                 140                  
 
 
Val Thr Leu Ser Leu Ser Leu Gly Glu Arg Ala Thr Leu Ser Cys Arg  
145                 150                 155                 160  
 
 
Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala Trp Phe Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Phe Thr Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Ala Arg Val Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Ser Leu Gln Ser Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val  
225                 230                 235                 240  
 
 
Glu Ile Lys  
             
 
 
<210>  1060 
<211>  504 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 22G10.1 x I2C 
 
<400>  1060 
 
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 



 
Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Ala Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Met Thr Gln Ser Pro  
    130                 135                 140                  
 
 
Val Thr Leu Ser Leu Ser Leu Gly Glu Arg Ala Thr Leu Ser Cys Arg  
145                 150                 155                 160  
 
 
Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala Trp Phe Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Phe Thr Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Ala Arg Val Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Ser Leu Gln Ser Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val  
225                 230                 235                 240  
 
 
Glu Ile Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser  
                245                 250                 255      
 
 
Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala  
            260                 265                 270          
 
 
Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln  
        275                 280                 285              
 
 
Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr  
    290                 295                 300                  
 
 
Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr  
305                 310                 315                 320  
 



 
Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn  
                325                 330                 335      
 
 
Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn  
            340                 345                 350          
 
 
Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr  
        355                 360                 365              
 
 
Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser  
    370                 375                 380                  
 
 
Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr  
385                 390                 395                 400  
 
 
Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly  
                405                 410                 415      
 
 
Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly  
            420                 425                 430          
 
 
Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly  
        435                 440                 445              
 
 
Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu  
    450                 455                 460                  
 
 
Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val  
465                 470                 475                 480  
 
 
Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr  
                485                 490                 495      
 
 
Val Leu His His His His His His  
            500                  
 
 
<210>  1061 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 23A10.3 
 
<400>  1061 
 
Arg Tyr Gly Ile His  
1               5    
 
 
<210>  1062 



<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 23A10.3 
 
<400>  1062 
 
Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1063 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 23A10.3 
 
<400>  1063 
 
Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10                  15       
 
 
<210>  1064 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 23A10.3 
 
<400>  1064 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Cys  
1               5                   10       
 
 
<210>  1065 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 23A10.3 
 
<400>  1065 
 
Gln Asp Asn Lys Trp Pro Ser  
1               5            
 
 
<210>  1066 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  CDR-L3 CDH19 23A10.3 
 
<400>  1066 
 
Gln Ala Trp Asp Ser Ser Thr Val Val  
1               5                    
 
 
<210>  1067 
<211>  375 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 23A10.3 
 
<400>  1067 
 
Cys Ala Gly Gly Thr Gly Cys Ala Gly Cys Thr Gly Gly Thr Gly Gly  
1               5                   10                  15       
 
 
Ala Ala Thr Cys Cys Gly Gly Cys Gly Gly Ala Gly Gly Cys Gly Thr  
            20                  25                  30           
 
 
Gly Gly Thr Gly Cys Ala Gly Cys Cys Thr Gly Gly Cys Cys Gly Gly  
        35                  40                  45               
 
 
Thr Cys Cys Cys Thr Gly Ala Gly Ala Cys Thr Gly Thr Cys Thr Thr  
    50                  55                  60                   
 
 
Gly Cys Gly Cys Cys Gly Cys Cys Thr Cys Cys Gly Gly Cys Thr Thr  
65                  70                  75                  80   
 
 
Cys Ala Cys Cys Thr Thr Cys Thr Cys Cys Ala Gly Ala Thr Ala Cys  
                85                  90                  95       
 
 
Gly Gly Cys Ala Thr Cys Cys Ala Cys Thr Gly Gly Gly Thr Cys Cys  
            100                 105                 110          
 
 
Gly Ala Cys Ala Gly Gly Cys Cys Cys Cys Thr Gly Gly Cys Ala Ala  
        115                 120                 125              
 
 
Gly Gly Gly Cys Cys Thr Gly Gly Ala Ala Thr Gly Gly Gly Thr Gly  
    130                 135                 140                  
 
 
Gly Cys Cys Gly Thr Gly Ala Thr Thr Thr Gly Gly Thr Ala Cys Gly  
145                 150                 155                 160  
 
 
Ala Cys Gly Gly Cys Thr Cys Cys Ala Ala Cys Ala Ala Gly Thr Ala  
                165                 170                 175      
 
 
Cys Thr Ala Cys Gly Cys Cys Gly Ala Cys Thr Cys Cys Gly Thr Gly  



            180                 185                 190          
 
 
Ala Ala Gly Gly Gly Cys Cys Gly Gly Thr Thr Cys Ala Cys Cys Ala  
        195                 200                 205              
 
 
Thr Cys Thr Cys Cys Cys Gly Gly Gly Ala Cys Ala Ala Cys Thr Cys  
    210                 215                 220                  
 
 
Cys Ala Ala Gly Ala Ala Cys Ala Cys Cys Cys Thr Gly Thr Ala Cys  
225                 230                 235                 240  
 
 
Cys Thr Gly Cys Thr Gly Ala Thr Gly Ala Ala Cys Thr Cys Cys Cys  
                245                 250                 255      
 
 
Thr Gly Cys Gly Gly Gly Cys Cys Gly Ala Gly Gly Ala Cys Thr Cys  
            260                 265                 270          
 
 
Cys Gly Cys Cys Gly Thr Gly Thr Ala Cys Thr Ala Cys Thr Gly Thr  
        275                 280                 285              
 
 
Gly Cys Cys Ala Gly Ala Ala Gly Gly Gly Cys Cys Gly Gly Cys Ala  
    290                 295                 300                  
 
 
Thr Cys Cys Cys Cys Gly Gly Cys Ala Cys Cys Ala Cys Cys Gly Gly  
305                 310                 315                 320  
 
 
Cys Thr Ala Cys Thr Ala Cys Thr Ala Cys Gly Gly Cys Ala Thr Gly  
                325                 330                 335      
 
 
Gly Ala Thr Gly Thr Gly Thr Gly Gly Gly Gly Cys Cys Ala Gly Gly  
            340                 345                 350          
 
 
Gly Cys Ala Cys Cys Ala Cys Cys Gly Thr Gly Ala Cys Cys Gly Thr  
        355                 360                 365              
 
 
Gly Thr Cys Thr Ala Gly Cys  
    370                 375  
 
 
<210>  1068 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 23A10.3 
 
<400>  1068 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 



 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Leu Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  1069 
<211>  315 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 23A10.3 
 
<400>  1069 
tacgagctga cccagccccc ctccgtgtcc gtgtctcctg gccagaccgc ctccatcacc       60 
 
tgttctggcg accggctggg cgagaaatac gtgtgctggt atcagcagaa gcccggccag      120 
 
tcccccatcc tggtcatcta ccaggacaac aagtggccct ccggcatccc tgagcggttc      180 
 
tccggctcca actccggcaa caccgccacc ctgaccatct ccggcaccca ggccatggac      240 
 
gaggccgact actactgcca ggcctgggac tcctccaccg tggtgttcgg cggaggcacc      300 
 
aagctgaccg tgctg                                                       315 
 
 
<210>  1070 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 23A10.3 
 
<400>  1070 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 



 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val  
            20                  25                  30           
 
 
Cys Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Asn Lys Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  1071 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 23A10.3 
 
<400>  1071 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggccggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agatacggca tccactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccgtg atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcccgggaca actccaagaa caccctgtac      240 
 
ctgctgatga actccctgcg ggccgaggac tccgccgtgt actactgtgc cagaagggcc      300 
 
ggcatccccg gcaccaccgg ctactactac ggcatggatg tgtggggcca gggcaccacc      360 
 
gtgaccgtgt ctagcggagg cggaggatct ggtggcggtg gttctggcgg cggaggctcc      420 
 
tcttacgagc tgacccagcc cccctccgtg tccgtgtctc ctggccagac cgcctccatc      480 
 
acctgttctg gcgaccggct gggcgagaaa tacgtgtgct ggtatcagca gaagcccggc      540 
 
cagtccccca tcctggtcat ctaccaggac aacaagtggc cctccggcat ccctgagcgg      600 
 
ttctccggct ccaactccgg caacaccgcc accctgacca tctccggcac ccaggccatg      660 
 
gacgaggccg actactactg ccaggcctgg gactcctcca ccgtggtgtt cggcggaggc      720 
 
accaagctga ccgtgctg                                                    738 
 
 
<210>  1072 
<211>  246 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 23A10.3 
 
<400>  1072 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Leu Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Cys Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr Gln Asp Asn Lys  
            180                 185                 190          
 
 
Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val Phe Gly Gly Gly  



225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu  
                245      
 
 
<210>  1073 
<211>  507 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 23A10.3 x I2C 
 
<400>  1073 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Leu Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Cys Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr Gln Asp Asn Lys  
            180                 185                 190          
 



 
Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 



 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu His His His His His His  
            500                 505          
 
 
<210>  1074 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 25F8.1 
 
<400>  1074 
 
Ser Tyr Tyr Ile His  
1               5    
 
 
<210>  1075 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 25F8.1 
 
<400>  1075 
 
Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1076 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 25F8.1 
 
<400>  1076 
 
Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  1077 



<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 25F8.1 
 
<400>  1077 
 
Ser Gly Ser Ser Ser Asn Ile Gly Arg Asn Phe Val Asn  
1               5                   10               
 
 
<210>  1078 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 25F8.1 
 
<400>  1078 
 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 
 
<210>  1079 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 25F8.1 
 
<400>  1079 
 
Ala Ala Trp Asp Asp Ser Leu Asn Gly Trp Val  
1               5                   10       
 
 
<210>  1080 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 25F8.1 
 
<400>  1080 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctccggcta caccttcacc agctactaca tccactgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccct ccggcggctc caccagatac      180 
 
gcccagaaat tccagggcag agtgaccatg acccgggaca cctccacctc caccgtgttc      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
 
<210>  1081 



<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 25F8.1 
 
<400>  1081 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1082 
<211>  330 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 25F8.1 
 
<400>  1082 
cagtctgccc tgacccagcc tccttctgcc accggcaccc ctggccagcg cgtgaccatc       60 
 
tcctgctccg gctcctcctc caacatcggc cggaacttcg tgaactggta caagcagctg      120 
 
cccggcaccg cccccaaggt gctgatctac accaacaacc agcggccctc cggcgtgccc      180 
 
gaccggttct ctggctccaa gtctggcacc tccgcctccc tggccatctc cggcctgcag      240 
 
tccgaggacg agtccgacta ctactgtgcc gcctgggacg actccctgaa cggctgggtg      300 
 
ttcggcggag gcaccaagct gaccgtgctg                                       330 
 
 
<210>  1083 



<211>  110 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 25F8.1 
 
<400>  1083 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Arg Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Lys Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105                 110  
 
 
<210>  1084 
<211>  735 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 25F8.1 
 
<400>  1084 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctccggcta caccttcacc agctactaca tccactgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccct ccggcggctc caccagatac      180 
 
gcccagaaat tccagggcag agtgaccatg acccgggaca cctccacctc caccgtgttc      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
ggaggcggag gatctggtgg cggtggttct ggcggcggag gctctcagtc tgccctgacc      420 
 
cagcctcctt ctgccaccgg cacccctggc cagcgcgtga ccatctcctg ctccggctcc      480 
 
tcctccaaca tcggccggaa cttcgtgaac tggtacaagc agctgcccgg caccgccccc      540 
 



aaggtgctga tctacaccaa caaccagcgg ccctccggcg tgcccgaccg gttctctggc      600 
 
tccaagtctg gcacctccgc ctccctggcc atctccggcc tgcagtccga ggacgagtcc      660 
 
gactactact gtgccgcctg ggacgactcc ctgaacggct gggtgttcgg cggaggcacc      720 
 
aagctgaccg tgctg                                                       735 
 
 
<210>  1085 
<211>  245 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 25F8.1 
 
<400>  1085 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Ser Ser Asn Ile Gly Arg Asn Phe Val Asn Trp Tyr Lys Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  



            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ser Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Ala Trp Asp Asp Ser Leu Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu  
                245  
 
 
<210>  1086 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 25F8.1 x I2C 
 
<400>  1086 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 



 
Ala Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Ser Ser Asn Ile Gly Arg Asn Phe Val Asn Trp Tyr Lys Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ser Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Ala Trp Asp Asp Ser Leu Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 



 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  1087 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 25G10.1 
 
<400>  1087 
 
Gly Tyr Tyr Trp Ser  
1               5    
 
 
<210>  1088 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 25G10.1 
 
<400>  1088 
 
Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser  
1               5                   10                  15       
 
 
<210>  1089 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 25G10.1 



 
<400>  1089 
 
Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro  
1               5                   10           
 
 
<210>  1090 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 25G10.1 
 
<400>  1090 
 
Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  1091 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 25G10.1 
 
<400>  1091 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  1092 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 25G10.1 
 
<400>  1092 
 
Gln Gln Tyr Gly Asn Ser Pro Leu Thr  
1               5                    
 
 
<210>  1093 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 25G10.1 
 
<400>  1093 
caggtgcagc tgcaggaatc cggccctggc ctggtcaagc cctccgagac actgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatctcc ggctactact ggtcctggat ccggcagccc      120 
 
cctggcaagg gcctggaatg gatcggctac atctactaca tcggctccac caactacaac      180 
 



cccagcctga agtccagagt gaccatgtcc gtggacacct ccaagaacca gttctccctg      240 
 
aagctgtcct ccgtgaccgc cgctgacacc gccgtgtact actgcgccag agatggctcc      300 
 
tccggctggt atcgttggtt cgacccttgg ggccagggca ccctggtcac cgtgtctagc      360 
 
 
<210>  1094 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 25G10.1 
 
<400>  1094 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1095 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 25G10.1 
 
<400>  1095 
gagatcgtgc tgacccagtc ccctggcacc ctgtccctga gccctggcga gagagccacc       60 
 
ctgtcctgca gagcctccca gtccgtgtcc tcctcctacc tggcttggta tcagcagaag      120 
 
cccggccagg cccctcggct gctgatcttc ggcgcctctt ccagagccac cggcatccct      180 
 



gaccggttct ccggctctgg ctccggcacc gacttcaccc tgaccatctc ccggctggaa      240 
 
cccgaggact tcgctgtgta ccactgccag cagtacggca acagccccct gaccttcggc      300 
 
ggaggcacca aggtggaaat caag                                             324 
 
 
<210>  1096 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 25G10.1 
 
<400>  1096 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr His Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 
 
Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys  
            100                 105              
 
 
<210>  1097 
<211>  729 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 25G10.1 
 
<400>  1097 
caggtgcagc tgcaggaatc cggccctggc ctggtcaagc cctccgagac actgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatctcc ggctactact ggtcctggat ccggcagccc      120 
 
cctggcaagg gcctggaatg gatcggctac atctactaca tcggctccac caactacaac      180 
 
cccagcctga agtccagagt gaccatgtcc gtggacacct ccaagaacca gttctccctg      240 
 
aagctgtcct ccgtgaccgc cgctgacacc gccgtgtact actgcgccag agatggctcc      300 
 



tccggctggt atcgttggtt cgacccttgg ggccagggca ccctggtcac cgtgtctagc      360 
 
ggaggcggag gatctggtgg cggtggttct ggcggcggag gctccgagat cgtgctgacc      420 
 
cagtcccctg gcaccctgtc cctgagccct ggcgagagag ccaccctgtc ctgcagagcc      480 
 
tcccagtccg tgtcctcctc ctacctggct tggtatcagc agaagcccgg ccaggcccct      540 
 
cggctgctga tcttcggcgc ctcttccaga gccaccggca tccctgaccg gttctccggc      600 
 
tctggctccg gcaccgactt caccctgacc atctcccggc tggaacccga ggacttcgct      660 
 
gtgtaccact gccagcagta cggcaacagc cccctgacct tcggcggagg caccaaggtg      720 
 
gaaatcaag                                                              729 
 
 
<210>  1098 
<211>  243 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 25G10.1 
 
<400>  1098 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly  
    130                 135                 140                  
 
 
Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala  



145                 150                 155                 160  
 
 
Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Phe Gly Ala Ser Ser Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe Ala Val Tyr His Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Gly Asn Ser Pro Leu Thr Phe Gly Gly Gly Thr Lys Val  
225                 230                 235                 240  
 
 
Glu Ile Lys  
             
 
 
<210>  1099 
<211>  504 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 25G10.1 x I2C 
 
<400>  1099 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 



 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly  
    130                 135                 140                  
 
 
Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala  
145                 150                 155                 160  
 
 
Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Phe Gly Ala Ser Ser Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe Ala Val Tyr His Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Gly Asn Ser Pro Leu Thr Phe Gly Gly Gly Thr Lys Val  
225                 230                 235                 240  
 
 
Glu Ile Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser  
                245                 250                 255      
 
 
Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala  
            260                 265                 270          
 
 
Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln  
        275                 280                 285              
 
 
Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr  
    290                 295                 300                  
 
 
Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr  
305                 310                 315                 320  
 
 
Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn  
                325                 330                 335      
 
 
Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn  
            340                 345                 350          
 
 
Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr  
        355                 360                 365              
 



 
Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser  
    370                 375                 380                  
 
 
Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr  
385                 390                 395                 400  
 
 
Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly  
                405                 410                 415      
 
 
Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly  
            420                 425                 430          
 
 
Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly  
        435                 440                 445              
 
 
Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu  
    450                 455                 460                  
 
 
Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val  
465                 470                 475                 480  
 
 
Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr  
                485                 490                 495      
 
 
Val Leu His His His His His His  
            500                  
 
 
<210>  1100 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 26D1.1 
 
<400>  1100 
 
Ser Tyr Tyr Met Ser  
1               5    
 
 
<210>  1101 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 26D1.1 
 
<400>  1101 
 
Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 



 
Gly  
     
 
 
<210>  1102 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 26D1.1 
 
<400>  1102 
 
Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  1103 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 26D1.1 
 
<400>  1103 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  1104 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 26D1.1 
 
<400>  1104 
 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 
 
<210>  1105 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 26D1.1 
 
<400>  1105 
 
Ala Val Trp Asp Asp Ser Leu Asn Gly Trp Val  
1               5                   10       
 
 
<210>  1106 
<211>  360 
<212>  ДНК 



<213>  искусственная 
 
<220> 
<223>  VH CDH19 26D1.1 
 
<400>  1106 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctcccggta caccttcacc agctactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atccacccct ctggcggcga caccacctac      180 
 
gcccagaaat tccagggcag agtgaccatg accggcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atcaagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
 
<210>  1107 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 26D1.1 
 
<400>  1107 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1108 
<211>  330 
<212>  ДНК 



<213>  искусственная 
 
<220> 
<223>  VL CDH19 26D1.1 
 
<400>  1108 
cattccgtgc tgacccagtc tccttccgcc tccggcaccc ctggccagcg cgtgaccatc       60 
 
tcctgctccg gctcccggtc caacatcggc tccaacttcg tgaactggta tcagcagctg      120 
 
cccggcaccg cccccaagct gctgatctac accaacaacc agcggccctc cggcgtgccc      180 
 
gaccggttct ctggctccaa gtctggcacc tccgcctccc tggccatctc cggcctgcag      240 
 
tctgaggacg aggccgacta ctactgtgcc gtgtgggacg actccctgaa cggctgggtg      300 
 
ttcggcggag gcaccaagct gaccgtgctg                                       330 
 
 
<210>  1109 
<211>  110 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 26D1.1 
 
<400>  1109 
 
His Ser Val Leu Thr Gln Ser Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105                 110  
 
 
<210>  1110 
<211>  735 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 26D1.1 



 
<400>  1110 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctcccggta caccttcacc agctactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atccacccct ctggcggcga caccacctac      180 
 
gcccagaaat tccagggcag agtgaccatg accggcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atcaagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
ggaggcggag gatctggtgg cggtggttct ggcggcggag gctcccattc cgtgctgacc      420 
 
cagtctcctt ccgcctccgg cacccctggc cagcgcgtga ccatctcctg ctccggctcc      480 
 
cggtccaaca tcggctccaa cttcgtgaac tggtatcagc agctgcccgg caccgccccc      540 
 
aagctgctga tctacaccaa caaccagcgg ccctccggcg tgcccgaccg gttctctggc      600 
 
tccaagtctg gcacctccgc ctccctggcc atctccggcc tgcagtctga ggacgaggcc      660 
 
gactactact gtgccgtgtg ggacgactcc ctgaacggct gggtgttcgg cggaggcacc      720 
 
aagctgaccg tgctg                                                       735 
 
 
<210>  1111 
<211>  245 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 26D1.1 
 
<400>  1111 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  



            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser His Ser Val Leu Thr Gln Ser Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Trp Asp Asp Ser Leu Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu  
                245  
 
 
<210>  1112 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 26D1.1 x I2C 
 
 
<220> 
<221>  misc_feature 
<222>  (5)..(5) 
<223>  Xaa can be any naturally occurring amino acid 
 
<400>  1112 
 
Cys Asp His Asp Xaa Ile Cys  
1               5            
 
 
<210>  1113 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  CDR-H1 CDH19 26F12.1 
 
<400>  1113 
 
Asn Tyr Tyr Met Ser  
1               5    
 
 
<210>  1114 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 26F12.1 
 
<400>  1114 
 
Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1115 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 26F12.1 
 
<400>  1115 
 
Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  1116 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 26F12.1 
 
<400>  1116 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  1117 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 26F12.1 
 
<400>  1117 



 
Thr Asn Tyr Gln Arg Pro Ser  
1               5            
 
 
<210>  1118 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 26F12.1 
 
<400>  1118 
 
Ala Val Trp Asp Asp Ser Leu Asn Gly Trp Val  
1               5                   10       
 
 
<210>  1119 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 26F12.1 
 
<400>  1119 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctcccggta caccttcacc aactactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccct ctggcggcga ctccacctac      180 
 
gcccagaagt tccagggccg gctgaccatg accggcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
 
<210>  1120 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 26F12.1 
 
<400>  1120 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  



    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1121 
<211>  330 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 26F12.1 
 
<400>  1121 
cagtctgtgc tgacccagtc cccttccgcc tctggcaccc ctggccagaa agtgaccatc       60 
 
tcctgctccg gctcccggtc caacatcggc tccaacttcg tgaactggta tcagcagctg      120 
 
cccggcaccg cccccaagct gctgatctac accaactacc agcggccctc cggcgtgccc      180 
 
gaccggttct ctggctccaa gtctggcacc tccgcctccc tggccatctc cggcctgcag      240 
 
tctgaggacg aggccgacta ctactgtgcc gtgtgggacg actccctgaa cggctgggtg      300 
 
ttcggcggag gcaccaagct gaccgtgctg                                       330 
 
 
<210>  1122 
<211>  110 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 26F12.1 
 
<400>  1122 
 
Gln Ser Val Leu Thr Gln Ser Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Lys Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Tyr Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  



    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105                 110  
 
 
<210>  1123 
<211>  735 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 26F12.1 
 
<400>  1123 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctcccggta caccttcacc aactactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccct ctggcggcga ctccacctac      180 
 
gcccagaagt tccagggccg gctgaccatg accggcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
ggaggcggag gatctggtgg cggtggttct ggcggcggag gctcccagtc tgtgctgacc      420 
 
cagtcccctt ccgcctctgg cacccctggc cagaaagtga ccatctcctg ctccggctcc      480 
 
cggtccaaca tcggctccaa cttcgtgaac tggtatcagc agctgcccgg caccgccccc      540 
 
aagctgctga tctacaccaa ctaccagcgg ccctccggcg tgcccgaccg gttctctggc      600 
 
tccaagtctg gcacctccgc ctccctggcc atctccggcc tgcagtctga ggacgaggcc      660 
 
gactactact gtgccgtgtg ggacgactcc ctgaacggct gggtgttcgg cggaggcacc      720 
 
aagctgaccg tgctg                                                       735 
 
 
<210>  1124 
<211>  245 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 26F12.1 
 
<400>  1124 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 



 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Ser Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Lys Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Tyr Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Trp Asp Asp Ser Leu Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu  
                245  
 
 
<210>  1125 
<211>  506 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  CDH19 26F12.1 x I2C 
 
<400>  1125 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Ser Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Lys Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Tyr Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Trp Asp Asp Ser Leu Asn Gly Trp Val Phe Gly Gly Gly Thr  



225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  



                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  1126 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 4A9 
 
<400>  1126 
 
Gly Tyr Tyr Trp Ser  
1               5    
 
 
<210>  1127 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 4A9 
 
<400>  1127 
 
Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser  
1               5                   10                  15       
 
 
<210>  1128 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 4A9 
 
<400>  1128 
 
Asn Trp Ala Phe His Phe Asp Phe  
1               5                
 
 
<210>  1129 
<211>  14 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 4A9 
 
<400>  1129 
 
Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly Tyr Ala Val His  
1               5                   10                   
 
 
<210>  1130 



<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 4A9 
 
<400>  1130 
 
Gly Asn Asn Asn Arg Pro Ser  
1               5            
 
 
<210>  1131 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 4A9 
 
<400>  1131 
 
Gln Ser Tyr Asp Ser Arg Leu Ser Gly Trp Val  
1               5                   10       
 
 
<210>  1132 
<211>  348 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 4A9 
 
<400>  1132 
caggtgcagc tgcaggaatc cggccctggc ctggtcaagc cctccgagac actgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatctcc ggctactact ggtcctggat ccggcagccc      120 
 
cctggcaagg gcctggaatg gttcgcctac ttctcctact ccggctccac caactacaac      180 
 
cccagcctga agtccagagt gaccctgtcc gtggacacct ccaagaacca gttctccctg      240 
 
aagctgtcct ccgtgaccgc cgctgacacc gccgtgtact actgcgcccg gaactgggcc      300 
 
ttccacttcg atttctgggg ccagggcacc ctggtcaccg tgtctagc                   348 
 
 
<210>  1133 
<211>  116 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 4A9 
 
<400>  1133 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  



            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Phe  
        35                  40                  45               
 
 
Ala Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Leu Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Phe Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser  
        115      
 
 
<210>  1134 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 4A9 
 
<400>  1134 
cagtctgtgc tgacccagcc tccctctgtg tctggcgccc ctggccagag agtgaccatc       60 
 
tcctgcaccg gctcctccag caacatcggc accggctacg ccgtgcactg gtatcagcag      120 
 
ttccccggca ccgcccccaa gctgctgatc tacggcaaca acaaccggcc ctccggcgtg      180 
 
cccgaccggt tctctggctc caagtctggc acctccgcct ccctggctat caccggcctg      240 
 
caggctgagg acgaggccga ctactactgc cagtcctacg actcccggct gtccggctgg      300 
 
gtgttcggcg gaggcaccaa gctgaccgtg ctg                                   333 
 
 
<210>  1135 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 4A9 
 
<400>  1135 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  



            20                  25                  30           
 
 
Tyr Ala Val His Trp Tyr Gln Gln Phe Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile Tyr Gly Asn Asn Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Arg  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105                 110      
 
 
<210>  1136 
<211>  726 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 4A9 
 
<400>  1136 
caggtgcagc tgcaggaatc cggccctggc ctggtcaagc cctccgagac actgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatctcc ggctactact ggtcctggat ccggcagccc      120 
 
cctggcaagg gcctggaatg gttcgcctac ttctcctact ccggctccac caactacaac      180 
 
cccagcctga agtccagagt gaccctgtcc gtggacacct ccaagaacca gttctccctg      240 
 
aagctgtcct ccgtgaccgc cgctgacacc gccgtgtact actgcgcccg gaactgggcc      300 
 
ttccacttcg atttctgggg ccagggcacc ctggtcaccg tgtctagcgg aggcggagga      360 
 
tctggtggcg gtggttctgg cggcggaggc tcccagtctg tgctgaccca gcctccctct      420 
 
gtgtctggcg cccctggcca gagagtgacc atctcctgca ccggctcctc cagcaacatc      480 
 
ggcaccggct acgccgtgca ctggtatcag cagttccccg gcaccgcccc caagctgctg      540 
 
atctacggca acaacaaccg gccctccggc gtgcccgacc ggttctctgg ctccaagtct      600 
 
ggcacctccg cctccctggc tatcaccggc ctgcaggctg aggacgaggc cgactactac      660 
 
tgccagtcct acgactcccg gctgtccggc tgggtgttcg gcggaggcac caagctgacc      720 
 
gtgctg                                                                 726 
 
 
<210>  1137 
<211>  242 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  VH-VL CDH19 4A9 
 
<400>  1137 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Phe  
        35                  40                  45               
 
 
Ala Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Leu Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Phe Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala  
    130                 135                 140                  
 
 
Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile  
145                 150                 155                 160  
 
 
Gly Thr Gly Tyr Ala Val His Trp Tyr Gln Gln Phe Pro Gly Thr Ala  
                165                 170                 175      
 
 
Pro Lys Leu Leu Ile Tyr Gly Asn Asn Asn Arg Pro Ser Gly Val Pro  
            180                 185                 190          
 
 
Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile  
        195                 200                 205              
 
 
Thr Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr  
    210                 215                 220                  
 
 
Asp Ser Arg Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr  
225                 230                 235                 240  
 



 
Val Leu  
         
 
 
<210>  1138 
<211>  503 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 4A9  x I2C 
 
<400>  1138 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Phe  
        35                  40                  45               
 
 
Ala Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Leu Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Phe Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala  
    130                 135                 140                  
 
 
Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile  
145                 150                 155                 160  
 
 
Gly Thr Gly Tyr Ala Val His Trp Tyr Gln Gln Phe Pro Gly Thr Ala  
                165                 170                 175      
 
 
Pro Lys Leu Leu Ile Tyr Gly Asn Asn Asn Arg Pro Ser Gly Val Pro  
            180                 185                 190          
 
 
Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile  



        195                 200                 205              
 
 
Thr Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr  
    210                 215                 220                  
 
 
Asp Ser Arg Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr  
225                 230                 235                 240  
 
 
Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly  
                245                 250                 255      
 
 
Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala  
            260                 265                 270          
 
 
Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala  
        275                 280                 285              
 
 
Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn  
    290                 295                 300                  
 
 
Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile  
305                 310                 315                 320  
 
 
Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu  
                325                 330                 335      
 
 
Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe  
            340                 345                 350          
 
 
Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu  
        355                 360                 365              
 
 
Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly  
    370                 375                 380                  
 
 
Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val  
385                 390                 395                 400  
 
 
Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala  
                405                 410                 415      
 
 
Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln  
            420                 425                 430          
 
 
Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr  
        435                 440                 445              
 
 
Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr  



    450                 455                 460                  
 
 
Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu  
465                 470                 475                 480  
 
 
Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val  
                485                 490                 495      
 
 
Leu His His His His His His  
            500              
 
 
<210>  1139 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 4B10 
 
<400>  1139 
 
Ser Tyr Asp Met His  
1               5    
 
 
<210>  1140 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 4B10 
 
<400>  1140 
 
Val Ile Ser Tyr Asp Gly Thr Asn Glu Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1141 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 4B10 
 
<400>  1141 
 
Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr  
1               5                   10   
 
 
<210>  1142 
<211>  12 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 4B10 
 
<400>  1142 
 
Arg Ala Ser Gln Ser Val Ser Asn Thr Tyr Leu Ala  
1               5                   10           
 
 
<210>  1143 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 4B10 
 
<400>  1143 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  1144 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 4B10 
 
<400>  1144 
 
Gln Gln Tyr Ser Asn Ser Trp Thr  
1               5                
 
 
<210>  1145 
<211>  357 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 4B10 
 
<400>  1145 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggccggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgaca tgcactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccgtg atctcctacg acggcaccaa cgagtactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcccgggaca cctccaagaa caccctgtac      240 
 
ctgcagatga actccctgcg ggccgaggac accgccgtgt actactgcgc cagagagcgg      300 
 
tacttcgact ggtccttcga ctactggggc cagggcaccc tggtgtccgt gtctagc         357 
 
 
<210>  1146 
<211>  119 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  VH CDH19 4B10 
 
<400>  1146 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Asp Gly Thr Asn Glu Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser  
        115                  
 
 
<210>  1147 
<211>  321 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 4B10 
 
<400>  1147 
gagatcgtgc tgacccagtc ccctggcacc ctgtccctga gccctggcga gagagccacc       60 
 
ctgtcttgcc gggcctccca gtccgtgtcc aacacctacc tggcctggta tcaccagcgc      120 
 
cctggccagg cccctcggct gctgatctac ggcgcctctt ccagagccac cggcatccct      180 
 
gaccggttct ccggctctgg ctctggcacc gacttcgccc tgaccatctc cagcctggaa      240 
 
cccgaggatt tcgctgtgta ctattgccag cagtactcca actcctggac cttcggacag      300 
 
ggcaccaagg tggaaatcaa g                                                321 
 
 
<210>  1148 
<211>  107 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  VL CDH19 4B10 
 
<400>  1148 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Asn Thr  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr His Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Ala Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ser Asn Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
            100                 105          
 
 
<210>  1149 
<211>  723 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 4B10 
 
<400>  1149 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggccggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgaca tgcactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccgtg atctcctacg acggcaccaa cgagtactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcccgggaca cctccaagaa caccctgtac      240 
 
ctgcagatga actccctgcg ggccgaggac accgccgtgt actactgcgc cagagagcgg      300 
 
tacttcgact ggtccttcga ctactggggc cagggcaccc tggtgtccgt gtctagcgga      360 
 
ggcggaggat ctggtggcgg tggttctggc ggcggaggct ccgagatcgt gctgacccag      420 
 
tcccctggca ccctgtccct gagccctggc gagagagcca ccctgtcttg ccgggcctcc      480 
 
cagtccgtgt ccaacaccta cctggcctgg tatcaccagc gccctggcca ggcccctcgg      540 
 
ctgctgatct acggcgcctc ttccagagcc accggcatcc ctgaccggtt ctccggctct      600 
 



ggctctggca ccgacttcgc cctgaccatc tccagcctgg aacccgagga tttcgctgtg      660 
 
tactattgcc agcagtactc caactcctgg accttcggac agggcaccaa ggtggaaatc      720 
 
aag                                                                    723 
 
 
<210>  1150 
<211>  241 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 4B10 
 
<400>  1150 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Asp Gly Thr Asn Glu Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Asn Thr Tyr Leu Ala Trp Tyr His Gln Arg Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 



 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Ala Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Ser Asn Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys  
     
 
 
<210>  1151 
<211>  502 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 4B10 x I2C 
 
<400>  1151 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Asp Gly Thr Asn Glu Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  



145                 150                 155                 160  
 
 
Gln Ser Val Ser Asn Thr Tyr Leu Ala Trp Tyr His Gln Arg Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Ala Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Ser Asn Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly Gly  
                245                 250                 255      
 
 
Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser  
            260                 265                 270          
 
 
Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala Pro  
        275                 280                 285              
 
 
Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn  
    290                 295                 300                  
 
 
Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser  
305                 310                 315                 320  
 
 
Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys  
                325                 330                 335      
 
 
Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly  
            340                 345                 350          
 
 
Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val  
        355                 360                 365              
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser  
385                 390                 395                 400  
 
 
Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala Val  



                405                 410                 415      
 
 
Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln Ala  
            420                 425                 430          
 
 
Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro  
        435                 440                 445              
 
 
Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu  
    450                 455                 460                  
 
 
Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp  
465                 470                 475                 480  
 
 
Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
                485                 490                 495      
 
 
His His His His His His  
            500          
 
 
<210>  1152 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 4F3 
 
<400>  1152 
 
Ser Tyr Asp Met Asp  
1               5    
 
 
<210>  1153 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 4F3 
 
<400>  1153 
 
Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Arg  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1154 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  CDR-H3 CDH19 4F3 
 
<400>  1154 
 
Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu  
1               5                   10   
 
 
<210>  1155 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 4F3 
 
<400>  1155 
 
Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  1156 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 4F3 
 
<400>  1156 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  1157 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 4F3 
 
<400>  1157 
 
Gln Gln Tyr Gly Ser Ser Trp Thr  
1               5                
 
 
<210>  1158 
<211>  357 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 4F3 
 
<400>  1158 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggccggtc cctgagactg       60 
 
tcttgtgccg cctccggctt cagcttctcc tcctacgaca tggactgggt ccgacagacc      120 
 



cccggcaagg gcctggaatg ggtggccgtg atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgcggggcag attcaccatc tcccgggaca actccaagaa caccctgttt      240 
 
ctgcagatga actccctgcg ggtggaagat accgccgtgt actactgcgc cagagagaca      300 
 
ggcgagggct ggtacttcga cctgtggggc agaggcaccc tggtcaccgt gtctagc         357 
 
 
<210>  1159 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 4F3 
 
<400>  1159 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser  
        115                  
 
 
<210>  1160 
<211>  321 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 4F3 
 
<400>  1160 
gagatcgtgc tgacccagtc ccctggcacc ctgtccctga gccctggcga gagagccacc       60 
 
ctgtcctgca gagcctccca gtccgtgtcc tcctcctacc tggcctggta tcagcagaag      120 
 



cccggccagg cccctcggct gctgatctac ggcgcctctt ccagagccac cggcatccct      180 
 
gaccggttct ccggctctgg ctccggcacc gacttcaccc tgaccatcag ccggctggaa      240 
 
cccgaggact tcgctgtgta ctattgccag cagtacggct cctcctggac cttcggccag      300 
 
ggcaccaagg tggaaatcaa g                                                321 
 
 
<210>  1161 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 4F3 
 
<400>  1161 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
            100                 105          
 
 
<210>  1162 
<211>  723 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 4F3 
 
<400>  1162 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggccggtc cctgagactg       60 
 
tcttgtgccg cctccggctt cagcttctcc tcctacgaca tggactgggt ccgacagacc      120 
 
cccggcaagg gcctggaatg ggtggccgtg atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgcggggcag attcaccatc tcccgggaca actccaagaa caccctgttt      240 
 



ctgcagatga actccctgcg ggtggaagat accgccgtgt actactgcgc cagagagaca      300 
 
ggcgagggct ggtacttcga cctgtggggc agaggcaccc tggtcaccgt gtctagcgga      360 
 
ggcggaggat ctggtggcgg tggttctggc ggcggaggct ccgagatcgt gctgacccag      420 
 
tcccctggca ccctgtccct gagccctggc gagagagcca ccctgtcctg cagagcctcc      480 
 
cagtccgtgt cctcctccta cctggcctgg tatcagcaga agcccggcca ggcccctcgg      540 
 
ctgctgatct acggcgcctc ttccagagcc accggcatcc ctgaccggtt ctccggctct      600 
 
ggctccggca ccgacttcac cctgaccatc agccggctgg aacccgagga cttcgctgtg      660 
 
tactattgcc agcagtacgg ctcctcctgg accttcggcc agggcaccaa ggtggaaatc      720 
 
aag                                                                    723 
 
 
<210>  1163 
<211>  241 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 4F3 
 
<400>  1163 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 



 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Gly Ser Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys  
     
 
 
<210>  1164 
<211>  502 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 4F3 x I2C 
 
<400>  1164 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  



            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Gly Ser Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly Gly  
                245                 250                 255      
 
 
Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser  
            260                 265                 270          
 
 
Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala Pro  
        275                 280                 285              
 
 
Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn  
    290                 295                 300                  
 
 
Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser  
305                 310                 315                 320  
 
 
Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys  
                325                 330                 335      
 
 
Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly  
            340                 345                 350          
 
 
Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val  



        355                 360                 365              
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser  
385                 390                 395                 400  
 
 
Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala Val  
                405                 410                 415      
 
 
Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln Ala  
            420                 425                 430          
 
 
Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro  
        435                 440                 445              
 
 
Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu  
    450                 455                 460                  
 
 
Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp  
465                 470                 475                 480  
 
 
Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
                485                 490                 495      
 
 
His His His His His His  
            500          
 
 
<210>  1165 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 4F7 
 
<400>  1165 
 
Ser Tyr Ser Trp Ser  
1               5    
 
 
<210>  1166 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 4F7 
 
<400>  1166 
 
Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser  



1               5                   10                  15       
 
 
<210>  1167 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 4F7 
 
<400>  1167 
 
Asn Trp Ala Phe His Phe Asp Tyr  
1               5                
 
 
<210>  1168 
<211>  14 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 4F7 
 
<400>  1168 
 
Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly Tyr Asp Val His  
1               5                   10                   
 
 
<210>  1169 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 4F7 
 
<400>  1169 
 
Gly Asn Ser Asn Arg Pro Ser  
1               5            
 
 
<210>  1170 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 4F7 
 
<400>  1170 
 
Gln Ser Tyr Asp Ser Ser Leu Ser Gly Trp Val  
1               5                   10       
 
 
<210>  1171 
<211>  348 
<212>  ДНК 
<213>  искусственная 
 



<220> 
<223>  VH CDH19 4F7 
 
<400>  1171 
caggtgcagc tgcaggaatc cggccctggc ctggtcaagc cctccgagac actgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatctcc tcctactctt ggtcctggat ccggcagccc      120 
 
cctggcaagg gcctggaatg gatcggctac atctactact ccggctccac caactacaac      180 
 
cccagcctga agtccagagt gaccatctcc ctggacacct ccaagaacca gttctccctg      240 
 
aagctgtcct ccgtgaccgc cgctgacacc gccgtgtact actgcgcccg gaactgggcc      300 
 
ttccacttcg actactgggg ccagggcacc ctggtcaccg tgtctagc                   348 
 
 
<210>  1172 
<211>  116 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 4F7 
 
<400>  1172 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser  
        115      
 
 
<210>  1173 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 



<220> 
<223>  VL CDH19 4F7 
 
<400>  1173 
cagtctgtgc tgacccagcc tccctctgtg tctggcgccc ctggccagcg cgtgaccatt       60 
 
tcctgcaccg gctcctccag caacatcggc accggctacg acgtgcactg gtatcagcag      120 
 
ctgcccggca ccgcccccaa gctgctgatc cacggcaact ccaaccggcc ctccggcgtg      180 
 
cccgaccggt tctctggctc caagtctggc acctccgcct ccctggctat caccggcctg      240 
 
caggctgagg acgaggccga ctactactgc cagtcctacg actcctccct gtccggctgg      300 
 
gtgttcggcg gaggcaccag actgaccgtg ctg                                   333 
 
 
<210>  1174 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 4F7 
 
<400>  1174 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile His Gly Asn Ser Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Ser  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr Val Leu  
            100                 105                 110      
 
 
<210>  1175 
<211>  726 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 4F7 
 
<400>  1175 



caggtgcagc tgcaggaatc cggccctggc ctggtcaagc cctccgagac actgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatctcc tcctactctt ggtcctggat ccggcagccc      120 
 
cctggcaagg gcctggaatg gatcggctac atctactact ccggctccac caactacaac      180 
 
cccagcctga agtccagagt gaccatctcc ctggacacct ccaagaacca gttctccctg      240 
 
aagctgtcct ccgtgaccgc cgctgacacc gccgtgtact actgcgcccg gaactgggcc      300 
 
ttccacttcg actactgggg ccagggcacc ctggtcaccg tgtctagcgg aggcggagga      360 
 
tctggtggcg gtggttctgg cggcggaggc tcccagtctg tgctgaccca gcctccctct      420 
 
gtgtctggcg cccctggcca gcgcgtgacc atttcctgca ccggctcctc cagcaacatc      480 
 
ggcaccggct acgacgtgca ctggtatcag cagctgcccg gcaccgcccc caagctgctg      540 
 
atccacggca actccaaccg gccctccggc gtgcccgacc ggttctctgg ctccaagtct      600 
 
ggcacctccg cctccctggc tatcaccggc ctgcaggctg aggacgaggc cgactactac      660 
 
tgccagtcct acgactcctc cctgtccggc tgggtgttcg gcggaggcac cagactgacc      720 
 
gtgctg                                                                 726 
 
 
<210>  1176 
<211>  242 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 4F7 
 
<400>  1176 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 



 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala  
    130                 135                 140                  
 
 
Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile  
145                 150                 155                 160  
 
 
Gly Thr Gly Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala  
                165                 170                 175      
 
 
Pro Lys Leu Leu Ile His Gly Asn Ser Asn Arg Pro Ser Gly Val Pro  
            180                 185                 190          
 
 
Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile  
        195                 200                 205              
 
 
Thr Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr  
    210                 215                 220                  
 
 
Asp Ser Ser Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr  
225                 230                 235                 240  
 
 
Val Leu  
         
 
 
<210>  1177 
<211>  503 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 4F7 x I2C 
 
<400>  1177 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  



65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala  
    130                 135                 140                  
 
 
Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile  
145                 150                 155                 160  
 
 
Gly Thr Gly Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala  
                165                 170                 175      
 
 
Pro Lys Leu Leu Ile His Gly Asn Ser Asn Arg Pro Ser Gly Val Pro  
            180                 185                 190          
 
 
Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile  
        195                 200                 205              
 
 
Thr Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr  
    210                 215                 220                  
 
 
Asp Ser Ser Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr  
225                 230                 235                 240  
 
 
Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly  
                245                 250                 255      
 
 
Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala  
            260                 265                 270          
 
 
Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala  
        275                 280                 285              
 
 
Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn  
    290                 295                 300                  
 
 
Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile  
305                 310                 315                 320  
 
 
Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu  



                325                 330                 335      
 
 
Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe  
            340                 345                 350          
 
 
Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu  
        355                 360                 365              
 
 
Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly  
    370                 375                 380                  
 
 
Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val  
385                 390                 395                 400  
 
 
Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala  
                405                 410                 415      
 
 
Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln  
            420                 425                 430          
 
 
Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr  
        435                 440                 445              
 
 
Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr  
    450                 455                 460                  
 
 
Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu  
465                 470                 475                 480  
 
 
Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val  
                485                 490                 495      
 
 
Leu His His His His His His  
            500              
 
 
<210>  1178 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 14039 
 
<400>  1178 
 
Ser Tyr Gly Met His  
1               5    
 
 
<210>  1179 
<211>  17 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 14039 
 
<400>  1179 
 
Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val Lys  
1               5                   10                  15       
 
 
Asp  
     
 
 
<210>  1180 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 14039 
 
<400>  1180 
 
Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10                  15       
 
 
<210>  1181 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 14039 
 
<400>  1181 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser  
1               5                   10       
 
 
<210>  1182 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 14039 
 
<400>  1182 
 
Gln Asp Thr Lys Arg Pro Ser  
1               5            
 
 
<210>  1183 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 14039 



 
<400>  1183 
 
Gln Ala Trp Glu Ser Ser Thr Val Val  
1               5                    
 
 
<210>  1184 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14039 
 
<400>  1184 
caggtgcagt tggtggagtc tgggggaggc gtggtccagc ctggggggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcattt atatggtatg agggaagtaa taaatactat      180 
 
gcagagtccg tgaaggaccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga atagcctgag agctgaggac acggctgtgt attactgtgc gagaagggcc      300 
 
ggtataatag gaactatagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct ctagt                                                       375 
 
 
<210>  1185 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14039 
 
<400>  1185 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 



 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  1186 
<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14039 
 
<400>  1186 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      120 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggcggaggg      300 
 
accaagctga ccgtccta                                                    318 
 
 
<210>  1187 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14039 
 
<400>  1187 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 



 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  1188 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14039 
 
<400>  1188 
caggtgcagt tggtggagtc tgggggaggc gtggtccagc ctggggggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcattt atatggtatg agggaagtaa taaatactat      180 
 
gcagagtccg tgaaggaccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga atagcctgag agctgaggac acggctgtgt attactgtgc gagaagggcc      300 
 
ggtataatag gaactatagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct ctagtggtgg cggaggatct ggcggaggtg gaagcggagg cggcggatct      420 
 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc      480 
 
acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      540 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      600 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      660 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggcggaggg      720 
 
accaagctga ccgtccta                                                    738 
 
 
<210>  1189 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14039 
 
<400>  1189 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  



    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu  
                245      
 
 
<210>  1190 
<211>  507 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14039 x I2C 
 
<400>  1190 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 



 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 



 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu His His His His His His  
            500                 505          
 
 
<210>  1191 
<211>  5 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 14304 
 
<400>  1191 
 
Ser Tyr Gly Met His  
1               5    
 
 
<210>  1192 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 14304 
 
<400>  1192 
 
Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Asp  
     
 
 
<210>  1193 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 14304 
 
<400>  1193 
 
Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10                  15       
 
 
<210>  1194 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 14304 
 
<400>  1194 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser  
1               5                   10       
 
 
<210>  1195 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 14304 



 
<400>  1195 
 
Gln Asp Asn Lys Trp Pro Ser  
1               5            
 
 
<210>  1196 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 14304 
 
<400>  1196 
 
Gln Ala Trp Asp Ser Ser Thr Val Val  
1               5                    
 
 
<210>  1197 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14304 
 
<400>  1197 
caggtgcagt tggtggagtc tgggggaggc gtggtccagc ctggggggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcattt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaaggaccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga aaagcctgag agctgaggac acggctgtgt attactgtgc gagaagggcc      300 
 
ggtataatag gaactatagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct ctagt                                                       375 
 
 
<210>  1198 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14304 
 
<400>  1198 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  



        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  1199 
<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14304 
 
<400>  1199 
tcctatgagc tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagatagatt gggggagaaa tatgttagct ggtatcagca gaagccaggc      120 
 
cagtccccta tactggtcat ctatcaagat aataagtggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg gaacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gacagcagca ctgtggtatt cggcgggggg      300 
 
accaagctga ccgtccta                                                    318 
 
 
<210>  1200 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14304 
 
<400>  1200 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr  



        35                  40                  45               
 
 
Gln Asp Asn Lys Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  1201 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14304 
 
<400>  1201 
caggtgcagt tggtggagtc tgggggaggc gtggtccagc ctggggggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcattt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaaggaccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga aaagcctgag agctgaggac acggctgtgt attactgtgc gagaagggcc      300 
 
ggtataatag gaactatagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct ctagtggtgg cggaggatct ggcggaggtg gaagcggagg cggcggatct      420 
 
tcctatgagc tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc      480 
 
acctgctctg gagatagatt gggggagaaa tatgttagct ggtatcagca gaagccaggc      540 
 
cagtccccta tactggtcat ctatcaagat aataagtggc cctcagggat ccctgagcga      600 
 
ttctctggct ccaactctgg gaacacagcc actctgacca tcagcgggac ccaggctatg      660 
 
gatgaggctg actattactg tcaggcgtgg gacagcagca ctgtggtatt cggcgggggg      720 
 
accaagctga ccgtccta                                                    738 
 
 
<210>  1202 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14304 
 
<400>  1202 



 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr Gln Asp Asn Lys  
            180                 185                 190          
 
 
Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu  
                245      
 



 
<210>  1203 
<211>  507 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14304 x I2C 
 
<400>  1203 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr Gln Asp Asn Lys  
            180                 185                 190          
 
 
Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  



    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  



465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu His His His His His His  
            500                 505          
 
 
<210>  1204 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 14301 
 
<400>  1204 
 
Ser Tyr Gly Met His  
1               5    
 
 
<210>  1205 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 14301 
 
<400>  1205 
 
Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Asp  
     
 
 
<210>  1206 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 14301 
 
<400>  1206 
 
Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10                  15       
 
 
<210>  1207 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 14301 



 
<400>  1207 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Cys  
1               5                   10       
 
 
<210>  1208 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 14301 
 
<400>  1208 
 
Gln Asp Thr Lys Arg Pro Ser  
1               5            
 
 
<210>  1209 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 14301 
 
<400>  1209 
 
Gln Ala Trp Glu Ser Ser Thr Val Val  
1               5                    
 
 
<210>  1210 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14301 
 
<400>  1210 
caggtgcagt tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcattt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaaggaccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga aaagcctgag agctgaggac acggctgtgt attactgtgc gagaagggcc      300 
 
ggtataatag gaactatagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct ctagt                                                       375 
 
 
<210>  1211 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  VH CDH19 14301 
 
<400>  1211 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  1212 
<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14301 
 
<400>  1212 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagataggtt gggggaaaaa tatacttgct ggtatcagca gaggccaggc      120 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggcggaggg      300 
 
accaagctga ccgtccta                                                    318 
 
 
<210>  1213 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  VL CDH19 14301 
 
<400>  1213 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Cys Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  1214 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14301 
 
<400>  1214 
caggtgcagt tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcattt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaaggaccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga aaagcctgag agctgaggac acggctgtgt attactgtgc gagaagggcc      300 
 
ggtataatag gaactatagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct ctagtggtgg cggaggatct ggcggaggtg gaagcggagg cggcggatct      420 
 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc      480 
 
acctgctctg gagataggtt gggggaaaaa tatacttgct ggtatcagca gaggccaggc      540 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      600 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      660 
 



gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggcggaggg      720 
 
accaagctga ccgtccta                                                    738 
 
 
<210>  1215 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14301 
 
<400>  1215 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Cys Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  



        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu  
                245      
 
 
<210>  1216 
<211>  507 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14301 x I2C 
 
<400>  1216 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 



 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Cys Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 



 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu His His His His His His  
            500                 505          
 
 
<210>  1217 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 14079 
 
<400>  1217 
 
Arg Tyr Gly Ile His  
1               5    
 
 
<210>  1218 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 14079 
 
<400>  1218 
 
Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1219 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 14079 



 
<400>  1219 
 
Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10                  15       
 
 
<210>  1220 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 14079 
 
<400>  1220 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser  
1               5                   10       
 
 
<210>  1221 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 14079 
 
<400>  1221 
 
Gln Asp Asn Lys Trp Pro Ser  
1               5            
 
 
<210>  1222 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 14079 
 
<400>  1222 
 
Gln Ala Trp Glu Ser Ser Thr Val Val  
1               5                    
 
 
<210>  1223 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14079 
 
<400>  1223 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctggggggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt cgctatggca tacactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg agggaagtaa taaatactat      180 
 



gcagagtccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga acagcctgag agccgaggac tcggctgtgt attactgtgc gagaagggcc      300 
 
ggtatacctg gaactacggg ctactactat ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct cctca                                                       375 
 
 
<210>  1224 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14079 
 
<400>  1224 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  1225 
<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14079 
 
<400>  1225 
tcctatgagc tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagatagatt gggggagaaa tatgttagct ggtatcagca gaagccaggc      120 
 



cagtccccta tactggtcat ctatcaagat aataagtggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg gaacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggcgggggg      300 
 
accaagctga ccgtccta                                                    318 
 
 
<210>  1226 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14079 
 
<400>  1226 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Asn Lys Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  1227 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14079 
 
<400>  1227 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctggggggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt cgctatggca tacactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg agggaagtaa taaatactat      180 
 
gcagagtccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 



ctgcaaatga acagcctgag agccgaggac tcggctgtgt attactgtgc gagaagggcc      300 
 
ggtatacctg gaactacggg ctactactat ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct cctcaggtgg cggaggatct ggcggaggtg gaagcggagg cggcggatct      420 
 
tcctatgagc tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc      480 
 
acctgctctg gagatagatt gggggagaaa tatgttagct ggtatcagca gaagccaggc      540 
 
cagtccccta tactggtcat ctatcaagat aataagtggc cctcagggat ccctgagcga      600 
 
ttctctggct ccaactctgg gaacacagcc actctgacca tcagcgggac ccaggctatg      660 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggcgggggg      720 
 
accaagctga ccgtccta                                                    738 
 
 
<210>  1228 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14079 
 
<400>  1228 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 



 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr Gln Asp Asn Lys  
            180                 185                 190          
 
 
Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu  
                245      
 
 
<210>  1229 
<211>  507 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14079 x I2C 
 
<400>  1229 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  



            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr Gln Asp Asn Lys  
            180                 185                 190          
 
 
Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  



        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu His His His His His His  
            500                 505          
 
 
<210>  1230 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19  14077 
 
<400>  1230 
 
Arg Tyr Gly Ile His  
1               5    
 
 
<210>  1231 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 14077 
 
<400>  1231 
 
Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Lys  



1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1232 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 14077 
 
<400>  1232 
 
Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10                  15       
 
 
<210>  1233 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 14077 
 
<400>  1233 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser  
1               5                   10       
 
 
<210>  1234 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 14077 
 
<400>  1234 
 
Gln Asp Asn Lys Trp Pro Ser  
1               5            
 
 
<210>  1235 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 14077 
 
<400>  1235 
 
Gln Ala Trp Asp Ser Ser Thr Val Val  
1               5                    
 
 
<210>  1236 



<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14077 
 
<400>  1236 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt cgctatggca tacactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga acagcctgag agccgaggac tcggctgtgt attactgtgc gagaagggcc      300 
 
ggtatacctg gaactacggg ctactactat ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct cctca                                                       375 
 
 
<210>  1237 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14077 
 
<400>  1237 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 



 
<210>  1238 
<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14077 
 
<400>  1238 
tcctatgagc tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagatagatt gggggagaaa tatgttagct ggtatcagca gaagccaggc      120 
 
cagtccccta tactggtcat ctatcaagat aataagtggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg gaacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gacagcagca ctgtggtatt cggcgggggg      300 
 
accaagctga ccgtccta                                                    318 
 
 
<210>  1239 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14077 
 
<400>  1239 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Asn Lys Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  1240 
<211>  738 
<212>  ДНК 



<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14077 
 
<400>  1240 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt cgctatggca tacactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga acagcctgag agccgaggac tcggctgtgt attactgtgc gagaagggcc      300 
 
ggtatacctg gaactacggg ctactactat ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct cctcaggtgg cggaggatct ggcggaggtg gaagcggagg cggcggatct      420 
 
tcctatgagc tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc      480 
 
acctgctctg gagatagatt gggggagaaa tatgttagct ggtatcagca gaagccaggc      540 
 
cagtccccta tactggtcat ctatcaagat aataagtggc cctcagggat ccctgagcga      600 
 
ttctctggct ccaactctgg gaacacagcc actctgacca tcagcgggac ccaggctatg      660 
 
gatgaggctg actattactg tcaggcgtgg gacagcagca ctgtggtatt cggcgggggg      720 
 
accaagctga ccgtccta                                                    738 
 
 
<210>  1241 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14077 
 
<400>  1241 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  



                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr Gln Asp Asn Lys  
            180                 185                 190          
 
 
Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu  
                245      
 
 
<210>  1242 
<211>  507 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14077 x I2C 
 
<400>  1242 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 



 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr Gln Asp Asn Lys  
            180                 185                 190          
 
 
Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 



 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu His His His His His His  
            500                 505          
 
 
<210>  1243 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 14096 
 
<400>  1243 
 
Ser Tyr Tyr Ile His  



1               5    
 
 
<210>  1244 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 14096 
 
<400>  1244 
 
Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1245 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 14096 
 
<400>  1245 
 
Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  1246 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 14096 
 
<400>  1246 
 
Ser Gly Ser Ser Ser Asn Ile Gly Arg Asn Phe Val Asn  
1               5                   10               
 
 
<210>  1247 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 14096 
 
<400>  1247 
 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 
 
<210>  1248 



<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 14096 
 
<400>  1248 
 
Ala Ala Trp Asp Glu Ser Leu Asn Gly Trp Val  
1               5                   10       
 
 
<210>  1249 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14096 
 
<400>  1249 
caggtgcagc tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt       60 
 
tcctgcaagg catctggata caccttcacc agctactata ttcactgggt gcgccaggcc      120 
 
cctggacaag gacttgagtg gatgggaata atcaacccca gtggtggtag cacaaggtac      180 
 
gcacagaagt tccagggcag agtcaccatg accagggaca cgtccacgag cacagtctac      240 
 
atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gcgaggggga      300 
 
atacagctat ggttacattt tgactactgg ggccagggaa ccctggtcac cgtctcctca      360 
 
 
<210>  1250 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14096 
 
<400>  1250 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 



 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1251 
<211>  330 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14096 
 
<400>  1251 
cagtctgcgc tgactcagcc accctcagcg actgggaccc ccgggcagag ggtcaccatc       60 
 
tcttgttctg gaagcagctc caacatcgga aggaattttg taaactggta tcagcagctc      120 
 
ccaggaacgg cccccaaagt cctcatttat actaataatc agcggccctc aggggtccct      180 
 
gaccgattct ctggctccaa gtctggcacc tcagcctccc tggccatcag tgggctccag      240 
 
tctgaggatg aggctgatta ttactgtgca gcatgggatg agagcctgaa tggttgggtg      300 
 
ttcggcggag ggaccaagct gaccgtccta                                       330 
 
 
<210>  1252 
<211>  110 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14096 
 
<400>  1252 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Arg Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 



 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Glu Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105                 110  
 
 
<210>  1253 
<211>  735 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14096 
 
<400>  1253 
caggtgcagc tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt       60 
 
tcctgcaagg catctggata caccttcacc agctactata ttcactgggt gcgccaggcc      120 
 
cctggacaag gacttgagtg gatgggaata atcaacccca gtggtggtag cacaaggtac      180 
 
gcacagaagt tccagggcag agtcaccatg accagggaca cgtccacgag cacagtctac      240 
 
atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gcgaggggga      300 
 
atacagctat ggttacattt tgactactgg ggccagggaa ccctggtcac cgtctcctca      360 
 
ggtggcggag gatctggcgg aggtggaagc ggaggcggcg gatctcagtc tgcgctgact      420 
 
cagccaccct cagcgactgg gacccccggg cagagggtca ccatctcttg ttctggaagc      480 
 
agctccaaca tcggaaggaa ttttgtaaac tggtatcagc agctcccagg aacggccccc      540 
 
aaagtcctca tttatactaa taatcagcgg ccctcagggg tccctgaccg attctctggc      600 
 
tccaagtctg gcacctcagc ctccctggcc atcagtgggc tccagtctga ggatgaggct      660 
 
gattattact gtgcagcatg ggatgagagc ctgaatggtt gggtgttcgg cggagggacc      720 
 
aagctgaccg tccta                                                       735 
 
 
<210>  1254 
<211>  245 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14096 
 
<400>  1254 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  



        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Ser Ser Asn Ile Gly Arg Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Ala Trp Asp Glu Ser Leu Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu  
                245  
 
 
<210>  1255 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14096 x I2C 
 
<400>  1255 



 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Ser Thr Arg Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Ser Ser Asn Ile Gly Arg Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Ala Trp Asp Glu Ser Leu Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 



 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 



 
<210>  1256 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 14088 
 
<400>  1256 
 
Ser Tyr Tyr Met Ser  
1               5    
 
 
<210>  1257 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 14088 
 
<400>  1257 
 
Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1258 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 14088 
 
<400>  1258 
 
Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  1259 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 14088 
 
<400>  1259 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  1260 
<211>  7 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 14088 
 
<400>  1260 
 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 
 
<210>  1261 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 14088 
 
<400>  1261 
 
Ala Val Trp Asp Asp Ser Leu Asn Gly Trp Val  
1               5                   10       
 
 
<210>  1262 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14088 
 
<400>  1262 
caggtgcagt tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt       60 
 
tcctgtaagg catctggata caccttcacc agctactata tgtcctgggt gcgacaggcc      120 
 
cctggacaag ggcttgagtg gatgggaata atccacccta gtggtggtga cacaacctac      180 
 
gcacagaagt tccagggcag agtcaccatg accagggaca cgtccacgag cacagtctac      240 
 
atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gagagggggg      300 
 
ataaaactat ggttacattt tgactattgg ggccagggaa ccctggtcac cgtctcctca      360 
 
 
<210>  1263 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14088 
 
<400>  1263 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 



 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1264 
<211>  330 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14088 
 
<400>  1264 
cagtctgtgc tgactcagcc accctcagcg tctgggaccc ccggacagag ggtcaccatc       60 
 
tcttgttctg gaagccgctc caacatcgga agtaattttg taaactggta ccagcagctc      120 
 
ccaggaacgg cccccaaact cctcatctat actaataatc agcggccctc aggggtccct      180 
 
gaccgattct ctggctccaa gtctggcacc tcagcctccc tggccatcag tgggctccag      240 
 
tctgaggatg aggctgatta ttactgtgca gtatgggatg acagcctgaa tggttgggtg      300 
 
ttcggcggag ggaccaagct gaccgtccta                                       330 
 
 
<210>  1265 
<211>  110 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14088 
 
<400>  1265 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 



 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105                 110  
 
 
<210>  1266 
<211>  735 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14088 
 
<400>  1266 
caggtgcagt tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt       60 
 
tcctgtaagg catctggata caccttcacc agctactata tgtcctgggt gcgacaggcc      120 
 
cctggacaag ggcttgagtg gatgggaata atccacccta gtggtggtga cacaacctac      180 
 
gcacagaagt tccagggcag agtcaccatg accagggaca cgtccacgag cacagtctac      240 
 
atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gagagggggg      300 
 
ataaaactat ggttacattt tgactattgg ggccagggaa ccctggtcac cgtctcctca      360 
 
ggtggcggag gatctggcgg aggtggaagc ggaggcggcg gatctcagtc tgtgctgact      420 
 
cagccaccct cagcgtctgg gacccccgga cagagggtca ccatctcttg ttctggaagc      480 
 
cgctccaaca tcggaagtaa ttttgtaaac tggtaccagc agctcccagg aacggccccc      540 
 
aaactcctca tctatactaa taatcagcgg ccctcagggg tccctgaccg attctctggc      600 
 
tccaagtctg gcacctcagc ctccctggcc atcagtgggc tccagtctga ggatgaggct      660 
 
gattattact gtgcagtatg ggatgacagc ctgaatggtt gggtgttcgg cggagggacc      720 
 
aagctgaccg tccta                                                       735 
 
 
<210>  1267 
<211>  245 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14088 



 
<400>  1267 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Trp Asp Asp Ser Leu Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu  



                245  
 
 
<210>  1268 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14088 x I2C 
 
<400>  1268 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 



 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Trp Asp Asp Ser Leu Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 



 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  1269 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 14085 
 
<400>  1269 
 
Ser Tyr Tyr Met Ser  
1               5    
 
 
<210>  1270 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 14085 
 
<400>  1270 
 
Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1271 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 14085 
 
<400>  1271 
 
Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  1272 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  CDR-L1 CDH19 14085 
 
<400>  1272 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  1273 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 14085 
 
<400>  1273 
 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 
 
<210>  1274 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 14085 
 
<400>  1274 
 
Ala Val Tyr Asp Asp Ser Leu Asn Gly Trp Val  
1               5                   10       
 
 
<210>  1275 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14085 
 
<400>  1275 
caggtgcagt tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt       60 
 
tcctgtaagg catctagata caccttcacc agctactata tgtcctgggt gcgacaggcc      120 
 
cctggacaag ggcttgagtg gatgggaata atccacccta gtggtggtga cacaacctac      180 
 
gcacagaagt tccagggcag agtcaccatg accggggaca cgtccacgag cacagtctac      240 
 
atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gagagggggg      300 
 
ataaaactat ggttacattt tgactattgg ggccagggaa ccctggtcac cgtctcctca      360 
 
 
<210>  1276 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  VH CDH19 14085 
 
<400>  1276 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1277 
<211>  330 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14085 
 
<400>  1277 
cagtctgtgc tgactcagcc accctcagcg tctgggaccc ccggacagag ggtcaccatc       60 
 
tcttgttctg gaagccgctc caacatcgga agtaattttg taaactggta ccagcagctc      120 
 
ccaggaacgg cccccaaact cctcatctat actaataatc agcggccctc aggggtccct      180 
 
gaccgattct ctggctccaa gtctggcacc tcagcctccc tggccatcag tgggctccag      240 
 
tctgaggatg aggctgatta ttactgtgca gtatacgatg acagcctgaa tggttgggtg      300 
 
ttcggcggag ggaccaagct gaccgtccta                                       330 
 
 
<210>  1278 
<211>  110 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  VL CDH19 14085 
 
<400>  1278 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Tyr Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105                 110  
 
 
<210>  1279 
<211>  735 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14085 
 
<400>  1279 
 
Cys Ala Gly Gly Thr Gly Cys Ala Gly Thr Thr Gly Gly Thr Gly Cys  
1               5                   10                  15       
 
 
Ala Gly Thr Cys Thr Gly Gly Gly Gly Cys Thr Gly Ala Gly Gly Thr  
            20                  25                  30           
 
 
Gly Ala Ala Gly Ala Ala Gly Cys Cys Thr Gly Gly Gly Gly Cys Cys  
        35                  40                  45               
 
 
Thr Cys Ala Gly Thr Gly Ala Ala Gly Gly Thr Thr Thr Cys Cys Thr  
    50                  55                  60                   
 
 
Gly Thr Ala Ala Gly Gly Cys Ala Thr Cys Thr Ala Gly Ala Thr Ala  
65                  70                  75                  80   
 
 
Cys Ala Cys Cys Thr Thr Cys Ala Cys Cys Ala Gly Cys Thr Ala Cys  



                85                  90                  95       
 
 
Thr Ala Thr Ala Thr Gly Thr Cys Cys Thr Gly Gly Gly Thr Gly Cys  
            100                 105                 110          
 
 
Gly Ala Cys Ala Gly Gly Cys Cys Cys Cys Thr Gly Gly Ala Cys Ala  
        115                 120                 125              
 
 
Ala Gly Gly Gly Cys Thr Thr Gly Ala Gly Thr Gly Gly Ala Thr Gly  
    130                 135                 140                  
 
 
Gly Gly Ala Ala Thr Ala Ala Thr Cys Cys Ala Cys Cys Cys Thr Ala  
145                 150                 155                 160  
 
 
Gly Thr Gly Gly Thr Gly Gly Thr Gly Ala Cys Ala Cys Ala Ala Cys  
                165                 170                 175      
 
 
Cys Thr Ala Cys Gly Cys Ala Cys Ala Gly Ala Ala Gly Thr Thr Cys  
            180                 185                 190          
 
 
Cys Ala Gly Gly Gly Cys Ala Gly Ala Gly Thr Cys Ala Cys Cys Ala  
        195                 200                 205              
 
 
Thr Gly Ala Cys Cys Gly Gly Gly Gly Ala Cys Ala Cys Gly Thr Cys  
    210                 215                 220                  
 
 
Cys Ala Cys Gly Ala Gly Cys Ala Cys Ala Gly Thr Cys Thr Ala Cys  
225                 230                 235                 240  
 
 
Ala Thr Gly Gly Ala Gly Cys Thr Gly Ala Gly Cys Ala Gly Cys Cys  
                245                 250                 255      
 
 
Thr Gly Ala Gly Ala Thr Cys Thr Gly Ala Gly Gly Ala Cys Ala Cys  
            260                 265                 270          
 
 
Gly Gly Cys Cys Gly Thr Gly Thr Ala Thr Thr Ala Cys Thr Gly Thr  
        275                 280                 285              
 
 
Gly Cys Gly Ala Gly Ala Gly Gly Gly Gly Gly Gly Ala Thr Ala Ala  
    290                 295                 300                  
 
 
Ala Ala Cys Thr Ala Thr Gly Gly Thr Thr Ala Cys Ala Thr Thr Thr  
305                 310                 315                 320  
 
 
Thr Gly Ala Cys Thr Ala Thr Thr Gly Gly Gly Gly Cys Cys Ala Gly  
                325                 330                 335      
 
 
Gly Gly Ala Ala Cys Cys Cys Thr Gly Gly Thr Cys Ala Cys Cys Gly  



            340                 345                 350          
 
 
Thr Cys Thr Cys Cys Thr Cys Ala Gly Gly Thr Gly Gly Cys Gly Gly  
        355                 360                 365              
 
 
Ala Gly Gly Ala Thr Cys Thr Gly Gly Cys Gly Gly Ala Gly Gly Thr  
    370                 375                 380                  
 
 
Gly Gly Ala Ala Gly Cys Gly Gly Ala Gly Gly Cys Gly Gly Cys Gly  
385                 390                 395                 400  
 
 
Gly Ala Thr Cys Thr Cys Ala Gly Thr Cys Thr Gly Thr Gly Cys Thr  
                405                 410                 415      
 
 
Gly Ala Cys Thr Cys Ala Gly Cys Cys Ala Cys Cys Cys Thr Cys Ala  
            420                 425                 430          
 
 
Gly Cys Gly Thr Cys Thr Gly Gly Gly Ala Cys Cys Cys Cys Cys Gly  
        435                 440                 445              
 
 
Gly Ala Cys Ala Gly Ala Gly Gly Gly Thr Cys Ala Cys Cys Ala Thr  
    450                 455                 460                  
 
 
Cys Thr Cys Thr Thr Gly Thr Thr Cys Thr Gly Gly Ala Ala Gly Cys  
465                 470                 475                 480  
 
 
Cys Gly Cys Thr Cys Cys Ala Ala Cys Ala Thr Cys Gly Gly Ala Ala  
                485                 490                 495      
 
 
Gly Thr Ala Ala Thr Thr Thr Thr Gly Thr Ala Ala Ala Cys Thr Gly  
            500                 505                 510          
 
 
Gly Thr Ala Cys Cys Ala Gly Cys Ala Gly Cys Thr Cys Cys Cys Ala  
        515                 520                 525              
 
 
Gly Gly Ala Ala Cys Gly Gly Cys Cys Cys Cys Cys Ala Ala Ala Cys  
    530                 535                 540                  
 
 
Thr Cys Cys Thr Cys Ala Thr Cys Thr Ala Thr Ala Cys Thr Ala Ala  
545                 550                 555                 560  
 
 
Thr Ala Ala Thr Cys Ala Gly Cys Gly Gly Cys Cys Cys Thr Cys Ala  
                565                 570                 575      
 
 
Gly Gly Gly Gly Thr Cys Cys Cys Thr Gly Ala Cys Cys Gly Ala Thr  
            580                 585                 590          
 
 
Thr Cys Thr Cys Thr Gly Gly Cys Thr Cys Cys Ala Ala Gly Thr Cys  



        595                 600                 605              
 
 
Thr Gly Gly Cys Ala Cys Cys Thr Cys Ala Gly Cys Cys Thr Cys Cys  
    610                 615                 620                  
 
 
Cys Thr Gly Gly Cys Cys Ala Thr Cys Ala Gly Thr Gly Gly Gly Cys  
625                 630                 635                 640  
 
 
Thr Cys Cys Ala Gly Thr Cys Thr Gly Ala Gly Gly Ala Thr Gly Ala  
                645                 650                 655      
 
 
Gly Gly Cys Thr Gly Ala Thr Thr Ala Thr Thr Ala Cys Thr Gly Thr  
            660                 665                 670          
 
 
Gly Cys Ala Gly Thr Ala Thr Ala Cys Gly Ala Thr Gly Ala Cys Ala  
        675                 680                 685              
 
 
Gly Cys Cys Thr Gly Ala Ala Thr Gly Gly Thr Thr Gly Gly Gly Thr  
    690                 695                 700                  
 
 
Gly Thr Thr Cys Gly Gly Cys Gly Gly Ala Gly Gly Gly Ala Cys Cys  
705                 710                 715                 720  
 
 
Ala Ala Gly Cys Thr Gly Ala Cys Cys Gly Thr Cys Cys Thr Ala  
                725                 730                 735  
 
 
<210>  1280 
<211>  245 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14085 
 
<400>  1280 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 



 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Tyr Asp Asp Ser Leu Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu  
                245  
 
 
<210>  1281 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14085 x I2C 
 
<400>  1281 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  



        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Tyr Asp Asp Ser Leu Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  



    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  1282 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 14074 
 
<400>  1282 



 
Ser Tyr Phe Ile His  
1               5    
 
 
<210>  1283 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 14074 
 
<400>  1283 
 
Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1284 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 14074 
 
<400>  1284 
 
Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr  
1               5                   10       
 
 
<210>  1285 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 14074 
 
<400>  1285 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  1286 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 14074 
 
<400>  1286 
 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 



 
<210>  1287 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 14074 
 
<400>  1287 
 
Ala Thr Trp Asp Asp Ser Met Asn Gly Trp Val  
1               5                   10       
 
 
<210>  1288 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14074 
 
<400>  1288 
caggtgcagt tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt       60 
 
tcctgcaagg tttctggata caccttcacc agctacttta ttcactgggt gcgccaggcc      120 
 
cctggacaag ggcttgaatg gatgggaatt atcaacccta ttagtgttag cacaagctac      180 
 
gcacagaagt tccagggcag agtcaccatg accagggaca cgtccacgag cacagtcttc      240 
 
atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gcgagggggg      300 
 
atacagctat ggttacattt ggactactgg ggccagggaa ccctggtcac cgtctcctca      360 
 
 
<210>  1289 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14074 
 
<400>  1289 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  



65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1290 
<211>  330 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14074 
 
<400>  1290 
cagtctgcgc tgactcagcc accctcagtg actgggaccc ccgggcagag ggtcaccatc       60 
 
tcttgttctg gaagcaggtc caacatcgga agcaattttg taaactggta ccagcagctc      120 
 
ccaggaacgg cccccaaagt cctcatctat actaataatc agcggccctc aggggtccct      180 
 
gaccgattct ctggctccaa gtctggcacc tcagcctccc tggccatcag tgggctccag      240 
 
tctgaggatg aggctgatta ttactgcgca acatgggatg acagtatgaa tggttgggtg      300 
 
ttcggcggag ggaccaaact gaccgtccta                                       330 
 
 
<210>  1291 
<211>  110 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14074 
 
<400>  1291 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Val Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  



65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105                 110  
 
 
<210>  1292 
<211>  735 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14074 
 
<400>  1292 
caggtgcagt tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt       60 
 
tcctgcaagg tttctggata caccttcacc agctacttta ttcactgggt gcgccaggcc      120 
 
cctggacaag ggcttgaatg gatgggaatt atcaacccta ttagtgttag cacaagctac      180 
 
gcacagaagt tccagggcag agtcaccatg accagggaca cgtccacgag cacagtcttc      240 
 
atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gcgagggggg      300 
 
atacagctat ggttacattt ggactactgg ggccagggaa ccctggtcac cgtctcctca      360 
 
ggtggcggag gatctggcgg aggtggaagc ggaggcggcg gatctcagtc tgcgctgact      420 
 
cagccaccct cagtgactgg gacccccggg cagagggtca ccatctcttg ttctggaagc      480 
 
aggtccaaca tcggaagcaa ttttgtaaac tggtaccagc agctcccagg aacggccccc      540 
 
aaagtcctca tctatactaa taatcagcgg ccctcagggg tccctgaccg attctctggc      600 
 
tccaagtctg gcacctcagc ctccctggcc atcagtgggc tccagtctga ggatgaggct      660 
 
gattattact gcgcaacatg ggatgacagt atgaatggtt gggtgttcgg cggagggacc      720 
 
aaactgaccg tccta                                                       735 
 
 
<210>  1293 
<211>  245 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14074 
 
<400>  1293 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 



 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Val Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Thr Trp Asp Asp Ser Met Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu  
                245  
 
 
<210>  1294 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14074 x I2C 



 
<400>  1294 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Val Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Thr Trp Asp Asp Ser Met Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  



                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  



            500                 505      
 
 
<210>  1295 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19  14075 
 
<400>  1295 
 
Ser Tyr Phe Ile His  
1               5    
 
 
<210>  1296 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 14075 
 
<400>  1296 
 
Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1297 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 14075 
 
<400>  1297 
 
Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr  
1               5                   10       
 
 
<210>  1298 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 14075 
 
<400>  1298 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  1299 



<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 14075 
 
<400>  1299 
 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 
 
<210>  1300 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 14075 
 
<400>  1300 
 
Ala Thr Trp Asp Glu Ser Met Gln Gly Trp Val  
1               5                   10       
 
 
<210>  1301 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14075 
 
<400>  1301 
caggtgcagt tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt       60 
 
tcctgcaagg tttctggata caccttcacc agctacttta ttcactgggt gcgccaggcc      120 
 
cctggacaag ggcttgaatg gatgggaatt atcaacccta ttagtgttag cacaagctac      180 
 
gcacagaagt tccagggcag agtcaccatg accagggaca cgtccacgag cacagtcttc      240 
 
atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gcgagggggg      300 
 
atacagctat ggttacattt ggactactgg ggccagggaa ccctggtcac cgtctcctca      360 
 
 
<210>  1302 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14075 
 
<400>  1302 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  



            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1303 
<211>  330 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19  14075 
 
<400>  1303 
cagtctgcgc tgactcagcc accctcagtg actgggaccc ccgggcagag ggtcaccatc       60 
 
tcttgttctg gaagcaggtc caacatcgga agcaattttg taaactggta ccagcagctc      120 
 
ccaggaacgg cccccaaagt cctcatctat actaataatc agcggccctc aggggtccct      180 
 
gaccgattct ctggctccaa gtctggcacc tcagcctccc tggccatcag tgggctccag      240 
 
tctgaggatg aggctgatta ttactgcgca acatgggatg agagtatgca gggttgggtg      300 
 
ttcggcggag ggaccaaact gaccgtccta                                       330 
 
 
<210>  1304 
<211>  110 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19  14075 
 
<400>  1304 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Val Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  



            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Glu Ser Met  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105                 110  
 
 
<210>  1305 
<211>  735 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19  14075 
 
<400>  1305 
caggtgcagt tggtgcagtc tggggctgag gtgaagaagc ctggggcctc agtgaaggtt       60 
 
tcctgcaagg tttctggata caccttcacc agctacttta ttcactgggt gcgccaggcc      120 
 
cctggacaag ggcttgaatg gatgggaatt atcaacccta ttagtgttag cacaagctac      180 
 
gcacagaagt tccagggcag agtcaccatg accagggaca cgtccacgag cacagtcttc      240 
 
atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gcgagggggg      300 
 
atacagctat ggttacattt ggactactgg ggccagggaa ccctggtcac cgtctcctca      360 
 
ggtggcggag gatctggcgg aggtggaagc ggaggcggcg gatctcagtc tgcgctgact      420 
 
cagccaccct cagtgactgg gacccccggg cagagggtca ccatctcttg ttctggaagc      480 
 
aggtccaaca tcggaagcaa ttttgtaaac tggtaccagc agctcccagg aacggccccc      540 
 
aaagtcctca tctatactaa taatcagcgg ccctcagggg tccctgaccg attctctggc      600 
 
tccaagtctg gcacctcagc ctccctggcc atcagtgggc tccagtctga ggatgaggct      660 
 
gattattact gcgcaacatg ggatgagagt atgcagggtt gggtgttcgg cggagggacc      720 
 
aaactgaccg tccta                                                       735 
 
 
<210>  1306 
<211>  245 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  VH-VL CDH19  14075 
 
<400>  1306 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Val Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Thr Trp Asp Glu Ser Met Gln Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 



 
Lys Leu Thr Val Leu  
                245  
 
 
<210>  1307 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14075 x I2C 
 
<400>  1307 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Val Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  



        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Thr Trp Asp Glu Ser Met Gln Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  



    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  1308 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 14024 
 
<400>  1308 
 
Ser Ser Gly Tyr Tyr  
1               5    
 
 
<210>  1309 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 14024 
 
<400>  1309 
 
Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser Leu Lys Ser  
1               5                   10                  15       
 
 
<210>  1310 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 14024 
 
<400>  1310 
 
Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr  
1               5                   10   
 
 
<210>  1311 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 14024 



 
<400>  1311 
 
Arg Ala Ser Arg Gln Ile Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  1312 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 14024 
 
<400>  1312 
 
Gly Pro Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  1313 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 14024 
 
<400>  1313 
 
Gln Gln Tyr Gly Ser Ser Phe Thr  
1               5                
 
 
<210>  1314 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14024 
 
<400>  1314 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcagagac cctgtccctc       60 
 
acctgcactg tctctggtgg ctccatcagc agtagtggtt actactggag ctggatccgc      120 
 
cagcccccag ggaagggcct ggagtggatt gggtacatct attacactgg gagcgcctac      180 
 
tacaacccgt ccctcaagag tcgagttacc atatcagtag acacgtctaa gaaccagttc      240 
 
tccctgaagc tgagctctgt gactgccgcg gacacggccg tgtattactg tgcgagagat      300 
 
ggaagcagtg gctggtactt ccagtattgg ggccagggca ccctggtcac cgtctctagt      360 
 
 
<210>  1315 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14024 



 
<400>  1315 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1316 
<211>  321 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14024 
 
<400>  1316 
gaaattgtgt tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc       60 
 
ctctcctgca gggccagtcg gcagattagc agcagctact tagcctggta ccagcagaaa      120 
 
cctggccagg ctcccaggct cctcatctat ggtccatcca gcagggccac tggcatccca      180 
 
gacaggttca gtggcagtgg gtctgggaca gacttcactc tcaccatcag cagactggag      240 
 
cctgaagatt ttgcagtgta ttactgtcag cagtatggta gctcattcac tttcggccag      300 
 
gggaccaaag tggatatcaa a                                                321 
 
 
<210>  1317 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14024 



 
<400>  1317 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Arg Gln Ile Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Pro Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Phe  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Asp Ile Lys  
            100                 105          
 
 
<210>  1318 
<211>  726 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 
 
<400>  1318 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcagagac cctgtccctc       60 
 
acctgcactg tctctggtgg ctccatcagc agtagtggtt actactggag ctggatccgc      120 
 
cagcccccag ggaagggcct ggagtggatt gggtacatct attacactgg gagcgcctac      180 
 
tacaacccgt ccctcaagag tcgagttacc atatcagtag acacgtctaa gaaccagttc      240 
 
tccctgaagc tgagctctgt gactgccgcg gacacggccg tgtattactg tgcgagagat      300 
 
ggaagcagtg gctggtactt ccagtattgg ggccagggca ccctggtcac cgtctctagt      360 
 
ggtggcggag gatctggcgg aggtggaagc ggaggcggcg gatctgaaat tgtgttgacg      420 
 
cagtctccag gcaccctgtc tttgtctcca ggggaaagag ccaccctctc ctgcagggcc      480 
 
agtcggcaga ttagcagcag ctacttagcc tggtaccagc agaaacctgg ccaggctccc      540 
 
aggctcctca tctatggtcc atccagcagg gccactggca tcccagacag gttcagtggc      600 
 
agtgggtctg ggacagactt cactctcacc atcagcagac tggagcctga agattttgca      660 
 
gtgtattact gtcagcagta tggtagctca ttcactttcg gccaggggac caaagtggat      720 
 



atcaaa                                                                 726 
 
 
<210>  1319 
<211>  242 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 
 
<400>  1319 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly  
    130                 135                 140                  
 
 
Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala  
145                 150                 155                 160  
 
 
Ser Arg Gln Ile Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Pro Ser Ser Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr  
        195                 200                 205              
 



 
Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Gly Ser Ser Phe Thr Phe Gly Gln Gly Thr Lys Val Asp  
225                 230                 235                 240  
 
 
Ile Lys  
         
 
 
<210>  1320 
<211>  503 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14024 x I2C 
 
<400>  1320 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly  
    130                 135                 140                  
 
 
Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala  
145                 150                 155                 160  
 
 
Ser Arg Gln Ile Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Lys Pro  



                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Pro Ser Ser Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Gly Ser Ser Phe Thr Phe Gly Gln Gly Thr Lys Val Asp  
225                 230                 235                 240  
 
 
Ile Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly  
                245                 250                 255      
 
 
Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala  
            260                 265                 270          
 
 
Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala  
        275                 280                 285              
 
 
Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn  
    290                 295                 300                  
 
 
Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile  
305                 310                 315                 320  
 
 
Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu  
                325                 330                 335      
 
 
Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe  
            340                 345                 350          
 
 
Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu  
        355                 360                 365              
 
 
Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly  
    370                 375                 380                  
 
 
Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val  
385                 390                 395                 400  
 
 
Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala  
                405                 410                 415      
 
 
Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln  



            420                 425                 430          
 
 
Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr  
        435                 440                 445              
 
 
Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr  
    450                 455                 460                  
 
 
Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu  
465                 470                 475                 480  
 
 
Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val  
                485                 490                 495      
 
 
Leu His His His His His His  
            500              
 
 
<210>  1321 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 14054 
 
<400>  1321 
 
Ser Tyr Asp Met His  
1               5    
 
 
<210>  1322 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 14054 
 
<400>  1322 
 
Val Ile Ser Tyr Asp Gly Thr Asn Glu Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1323 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 14054 
 
<400>  1323 



 
Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr  
1               5                   10   
 
 
<210>  1324 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 14054 
 
<400>  1324 
 
Arg Ala Ser Gln Ser Val Ser Asn Thr Tyr Leu Ala  
1               5                   10           
 
 
<210>  1325 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 14054 
 
<400>  1325 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  1326 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 14054 
 
<400>  1326 
 
Gln Gln Tyr Ser Asn Ser Trp Thr  
1               5                
 
 
<210>  1327 
<211>  357 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14054 
 
<400>  1327 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctggggggtc cctgagactc       60 
 
tcctgtgcag cctctggatt caccttcagt agctatgaca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcagtt atatcatatg atggaactaa tgaatactat      180 
 
gcagactccg tgaagggccg attcaccatc tccagagaca cttccaagaa cacgctgtat      240 
 



ttgcaaatga acagcctgag agctgaggac acggctgtat attactgtgc gagagaacga      300 
 
tattttgact ggtcttttga ctactggggc cagggaaccc tggtcagcgt ctctagt         357 
 
 
<210>  1328 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14054 
 
<400>  1328 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Asp Gly Thr Asn Glu Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser  
        115                  
 
 
<210>  1329 
<211>  321 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14054 
 
<400>  1329 
gaaattgtat tgacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc       60 
 
ctctcctgca gggccagtca gagtgttagc aacacctact tagcctggta ccagcagaga      120 
 
cctggccagg ctcccaggct cctcatctat ggtgcatcca gcagggccac tggcatccca      180 
 
gacagattca gtggcagtgg gtctgggaca gacttcactc tcaccatcag cagtctggag      240 
 



cctgaagatt ttgcagtgta ttactgtcag cagtacagta actcgtggac gttcggccaa      300 
 
gggaccaagg tggaaatcaa a                                                321 
 
 
<210>  1330 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14054 
 
<400>  1330 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Asn Thr  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ser Asn Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
            100                 105          
 
 
<210>  1331 
<211>  723 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14054 
 
<400>  1331 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctggggggtc cctgagactc       60 
 
tcctgtgcag cctctggatt caccttcagt agctatgaca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcagtt atatcatatg atggaactaa tgaatactat      180 
 
gcagactccg tgaagggccg attcaccatc tccagagaca cttccaagaa cacgctgtat      240 
 
ttgcaaatga acagcctgag agctgaggac acggctgtat attactgtgc gagagaacga      300 
 
tattttgact ggtcttttga ctactggggc cagggaaccc tggtcagcgt ctctagtggt      360 
 



ggcggaggat ctggcggagg tggaagcgga ggcggcggat ctgaaattgt attgacgcag      420 
 
tctccaggca ccctgtcttt gtctccaggg gaaagagcca ccctctcctg cagggccagt      480 
 
cagagtgtta gcaacaccta cttagcctgg taccagcaga gacctggcca ggctcccagg      540 
 
ctcctcatct atggtgcatc cagcagggcc actggcatcc cagacagatt cagtggcagt      600 
 
gggtctggga cagacttcac tctcaccatc agcagtctgg agcctgaaga ttttgcagtg      660 
 
tattactgtc agcagtacag taactcgtgg acgttcggcc aagggaccaa ggtggaaatc      720 
 
aaa                                                                    723 
 
 
<210>  1332 
<211>  241 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14054 
 
<400>  1332 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Asp Gly Thr Asn Glu Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 



 
Gln Ser Val Ser Asn Thr Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Ser Asn Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys  
     
 
 
<210>  1333 
<211>  502 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14054 x I2C 
 
<400>  1333 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Asp Gly Thr Asn Glu Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  



        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Asn Thr Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Ser Asn Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly Gly  
                245                 250                 255      
 
 
Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser  
            260                 265                 270          
 
 
Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala Pro  
        275                 280                 285              
 
 
Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn  
    290                 295                 300                  
 
 
Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser  
305                 310                 315                 320  
 
 
Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys  
                325                 330                 335      
 
 
Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly  
            340                 345                 350          
 
 
Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val  
        355                 360                 365              
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  



    370                 375                 380                  
 
 
Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser  
385                 390                 395                 400  
 
 
Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala Val  
                405                 410                 415      
 
 
Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln Ala  
            420                 425                 430          
 
 
Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro  
        435                 440                 445              
 
 
Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu  
    450                 455                 460                  
 
 
Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp  
465                 470                 475                 480  
 
 
Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
                485                 490                 495      
 
 
His His His His His His  
            500          
 
 
<210>  1334 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 14056 
 
<400>  1334 
 
Gly Tyr Tyr Trp Ser  
1               5    
 
 
<210>  1335 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 14056 
 
<400>  1335 
 
Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser  
1               5                   10                  15       
 
 
<210>  1336 



<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 14056 
 
<400>  1336 
 
Asn Trp Ala Phe His Phe Asp Phe  
1               5                
 
 
<210>  1337 
<211>  14 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 14056 
 
<400>  1337 
 
Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly Tyr Ala Val His  
1               5                   10                   
 
 
<210>  1338 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 14056 
 
<400>  1338 
 
Gly Asn Asn Asn Arg Pro Ser  
1               5            
 
 
<210>  1339 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 14056 
 
<400>  1339 
 
Gln Ser Tyr Asp Ser Arg Leu Ser Gly Trp Val  
1               5                   10       
 
 
<210>  1340 
<211>  348 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14056 
 
<400>  1340 



caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc       60 
 
acctgcactg tctctggtgg ctccatcagt ggttactact ggagctggat ccggcagccc      120 
 
ccaggaaagg gactggagtg gtttgcatat ttctcttaca gtgggagcac caactacaac      180 
 
ccctccctca agagtcgagt caccttatca gtagacacgt ccaagaacca gttctccctg      240 
 
aagctgagct ctgtgaccgc tgcggacacg gccgtgtatt actgtgcgag gaactgggcc      300 
 
ttccactttg acttctgggg ccagggaacc ctggtcaccg tctctagt                   348 
 
 
<210>  1341 
<211>  116 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14056 
 
<400>  1341 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Phe  
        35                  40                  45               
 
 
Ala Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Leu Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Phe Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser  
        115      
 
 
<210>  1342 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14056 
 
<400>  1342 



cagtctgtgc tgacgcagcc gccctcagtg tctggggccc caggacagag ggtcaccatc       60 
 
tcctgcactg ggagcagctc caacatcggg acaggttatg ctgtacactg gtaccagcag      120 
 
cttccaggaa cagcccccaa actcctcatc tatggtaaca acaatcggcc ctcaggggtt      180 
 
cctgaccgat tctctggctc caagtctggc acctcagcct ccctggccat cactgggctc      240 
 
caggctgagg atgaggctga ttattactgc cagtcctatg acagcagact gagtggttgg      300 
 
gtgttcggcg gagggaccaa gctgaccgtc cta                                   333 
 
 
<210>  1343 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14056 
 
<400>  1343 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Ala Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile Tyr Gly Asn Asn Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Arg  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105                 110      
 
 
<210>  1344 
<211>  726 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14056 
 
<400>  1344 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc       60 
 
acctgcactg tctctggtgg ctccatcagt ggttactact ggagctggat ccggcagccc      120 
 



ccaggaaagg gactggagtg gtttgcatat ttctcttaca gtgggagcac caactacaac      180 
 
ccctccctca agagtcgagt caccttatca gtagacacgt ccaagaacca gttctccctg      240 
 
aagctgagct ctgtgaccgc tgcggacacg gccgtgtatt actgtgcgag gaactgggcc      300 
 
ttccactttg acttctgggg ccagggaacc ctggtcaccg tctctagtgg tggcggagga      360 
 
tctggcggag gtggaagcgg aggcggcgga tctcagtctg tgctgacgca gccgccctca      420 
 
gtgtctgggg ccccaggaca gagggtcacc atctcctgca ctgggagcag ctccaacatc      480 
 
gggacaggtt atgctgtaca ctggtaccag cagcttccag gaacagcccc caaactcctc      540 
 
atctatggta acaacaatcg gccctcaggg gttcctgacc gattctctgg ctccaagtct      600 
 
ggcacctcag cctccctggc catcactggg ctccaggctg aggatgaggc tgattattac      660 
 
tgccagtcct atgacagcag actgagtggt tgggtgttcg gcggagggac caagctgacc      720 
 
gtccta                                                                 726 
 
 
<210>  1345 
<211>  242 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14056 
 
<400>  1345 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Phe  
        35                  40                  45               
 
 
Ala Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Leu Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Phe Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 



 
Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala  
    130                 135                 140                  
 
 
Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile  
145                 150                 155                 160  
 
 
Gly Thr Gly Tyr Ala Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala  
                165                 170                 175      
 
 
Pro Lys Leu Leu Ile Tyr Gly Asn Asn Asn Arg Pro Ser Gly Val Pro  
            180                 185                 190          
 
 
Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile  
        195                 200                 205              
 
 
Thr Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr  
    210                 215                 220                  
 
 
Asp Ser Arg Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr  
225                 230                 235                 240  
 
 
Val Leu  
         
 
 
<210>  1346 
<211>  503 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14056 x I2C 
 
<400>  1346 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Phe  
        35                  40                  45               
 
 
Ala Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Leu Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  



                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Phe Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala  
    130                 135                 140                  
 
 
Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile  
145                 150                 155                 160  
 
 
Gly Thr Gly Tyr Ala Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala  
                165                 170                 175      
 
 
Pro Lys Leu Leu Ile Tyr Gly Asn Asn Asn Arg Pro Ser Gly Val Pro  
            180                 185                 190          
 
 
Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile  
        195                 200                 205              
 
 
Thr Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr  
    210                 215                 220                  
 
 
Asp Ser Arg Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr  
225                 230                 235                 240  
 
 
Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly  
                245                 250                 255      
 
 
Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala  
            260                 265                 270          
 
 
Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala  
        275                 280                 285              
 
 
Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn  
    290                 295                 300                  
 
 
Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile  
305                 310                 315                 320  
 
 
Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu  
                325                 330                 335      
 
 
Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe  



            340                 345                 350          
 
 
Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu  
        355                 360                 365              
 
 
Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly  
    370                 375                 380                  
 
 
Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val  
385                 390                 395                 400  
 
 
Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala  
                405                 410                 415      
 
 
Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln  
            420                 425                 430          
 
 
Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr  
        435                 440                 445              
 
 
Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr  
    450                 455                 460                  
 
 
Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu  
465                 470                 475                 480  
 
 
Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val  
                485                 490                 495      
 
 
Leu His His His His His His  
            500              
 
 
<210>  1347 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 14057 
 
<400>  1347 
 
Gly Tyr Tyr Trp Ser  
1               5    
 
 
<210>  1348 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 14057 



 
<400>  1348 
 
Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser  
1               5                   10                  15       
 
 
<210>  1349 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 14057 
 
<400>  1349 
 
Asn Trp Ala Phe His Phe Asp Phe  
1               5                
 
 
<210>  1350 
<211>  14 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 14057 
 
<400>  1350 
 
Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly Tyr Ala Val His  
1               5                   10                   
 
 
<210>  1351 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 14057 
 
<400>  1351 
 
Gly Asn Asn Asn Arg Pro Ser  
1               5            
 
 
<210>  1352 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 14057 
 
<400>  1352 
 
Gln Ser Tyr Asp Ser Arg Leu Ser Gly Trp Val  
1               5                   10       
 
 
<210>  1353 



<211>  348 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14057 
 
<400>  1353 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc       60 
 
acctgcactg tctctggtgg ctccatcagt ggttactact ggagctggat ccggcagccc      120 
 
ccaggaaagg gactggagtg gattggatat ttctcttaca gtgggagcac caactacaac      180 
 
ccctccctca agagtcgagt caccttatca gtagacacgt ccaagaacca gttctccctg      240 
 
aagctgagct ctgtgaccgc tgcggacacg gccgtgtatt actgtgcgag gaactgggcc      300 
 
ttccactttg acttctgggg ccagggaacc ctggtcaccg tctctagt                   348 
 
 
<210>  1354 
<211>  116 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14057 
 
<400>  1354 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Leu Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Phe Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser  
        115      
 
 
<210>  1355 



<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14057 
 
<400>  1355 
cagtctgtgc tgacgcagcc gccctcagtg tctggggccc caggacagag ggtcaccatc       60 
 
tcctgcactg ggagcagctc caacatcggg acaggttatg ctgtacactg gtaccagcag      120 
 
cttccaggaa cagcccccaa actcctcatc tatggtaaca acaatcggcc ctcaggggtt      180 
 
cctgaccgat tctctggctc caagtctggc acctcagcct ccctggccat cactgggctc      240 
 
caggctgagg atgaggctga ttattactgc cagtcctatg acagcagact gagtggttgg      300 
 
gtgttcggcg gagggaccaa gctgaccgtc cta                                   333 
 
 
<210>  1356 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14057 
 
<400>  1356 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Ala Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile Tyr Gly Asn Asn Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Arg  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105                 110      
 
 
<210>  1357 
<211>  726 
<212>  ДНК 
<213>  искусственная 
 



<220> 
<223>  VH-VL CDH19 14057 
 
<400>  1357 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc       60 
 
acctgcactg tctctggtgg ctccatcagt ggttactact ggagctggat ccggcagccc      120 
 
ccaggaaagg gactggagtg gattggatat ttctcttaca gtgggagcac caactacaac      180 
 
ccctccctca agagtcgagt caccttatca gtagacacgt ccaagaacca gttctccctg      240 
 
aagctgagct ctgtgaccgc tgcggacacg gccgtgtatt actgtgcgag gaactgggcc      300 
 
ttccactttg acttctgggg ccagggaacc ctggtcaccg tctctagtgg tggcggagga      360 
 
tctggcggag gtggaagcgg aggcggcgga tctcagtctg tgctgacgca gccgccctca      420 
 
gtgtctgggg ccccaggaca gagggtcacc atctcctgca ctgggagcag ctccaacatc      480 
 
gggacaggtt atgctgtaca ctggtaccag cagcttccag gaacagcccc caaactcctc      540 
 
atctatggta acaacaatcg gccctcaggg gttcctgacc gattctctgg ctccaagtct      600 
 
ggcacctcag cctccctggc catcactggg ctccaggctg aggatgaggc tgattattac      660 
 
tgccagtcct atgacagcag actgagtggt tgggtgttcg gcggagggac caagctgacc      720 
 
gtccta                                                                 726 
 
 
<210>  1358 
<211>  242 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14057 
 
<400>  1358 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Leu Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 



 
Arg Asn Trp Ala Phe His Phe Asp Phe Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala  
    130                 135                 140                  
 
 
Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile  
145                 150                 155                 160  
 
 
Gly Thr Gly Tyr Ala Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala  
                165                 170                 175      
 
 
Pro Lys Leu Leu Ile Tyr Gly Asn Asn Asn Arg Pro Ser Gly Val Pro  
            180                 185                 190          
 
 
Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile  
        195                 200                 205              
 
 
Thr Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr  
    210                 215                 220                  
 
 
Asp Ser Arg Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr  
225                 230                 235                 240  
 
 
Val Leu  
         
 
 
<210>  1359 
<211>  503 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14057 x I2C 
 
<400>  1359 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Phe Ser Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  



    50                  55                  60                   
 
 
Ser Arg Val Thr Leu Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Phe Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala  
    130                 135                 140                  
 
 
Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile  
145                 150                 155                 160  
 
 
Gly Thr Gly Tyr Ala Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala  
                165                 170                 175      
 
 
Pro Lys Leu Leu Ile Tyr Gly Asn Asn Asn Arg Pro Ser Gly Val Pro  
            180                 185                 190          
 
 
Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile  
        195                 200                 205              
 
 
Thr Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr  
    210                 215                 220                  
 
 
Asp Ser Arg Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr  
225                 230                 235                 240  
 
 
Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly  
                245                 250                 255      
 
 
Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala  
            260                 265                 270          
 
 
Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala  
        275                 280                 285              
 
 
Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn  
    290                 295                 300                  
 
 
Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile  



305                 310                 315                 320  
 
 
Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu  
                325                 330                 335      
 
 
Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe  
            340                 345                 350          
 
 
Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu  
        355                 360                 365              
 
 
Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly  
    370                 375                 380                  
 
 
Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val  
385                 390                 395                 400  
 
 
Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala  
                405                 410                 415      
 
 
Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln  
            420                 425                 430          
 
 
Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr  
        435                 440                 445              
 
 
Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr  
    450                 455                 460                  
 
 
Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu  
465                 470                 475                 480  
 
 
Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val  
                485                 490                 495      
 
 
Leu His His His His His His  
            500              
 
 
<210>  1360 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 14049 
 
<400>  1360 
 
Ser Tyr Ser Trp Ser  
1               5    
 



 
<210>  1361 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 14049 
 
<400>  1361 
 
Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser  
1               5                   10                  15       
 
 
<210>  1362 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 14049 
 
<400>  1362 
 
Asn Trp Ala Phe His Phe Asp Tyr  
1               5                
 
 
<210>  1363 
<211>  14 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 14049 
 
<400>  1363 
 
Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly Tyr Asp Val His  
1               5                   10                   
 
 
<210>  1364 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 14049 
 
<400>  1364 
 
Gly Asn Ser Asn Arg Pro Ser  
1               5            
 
 
<210>  1365 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 14049 



 
<400>  1365 
 
Gln Ser Tyr Asp Ser Ser Leu Ser Gly Trp Val  
1               5                   10       
 
 
<210>  1366 
<211>  348 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14049 
 
<400>  1366 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc       60 
 
acctgcactg tctctggtgg ctccatcagt agttactcct ggagctggat ccggcagccc      120 
 
ccagggaagg gactggagtg gattgggtat atctattaca gtgggagcac caactacaac      180 
 
ccctccctca agagtcgagt caccatatca ttagacacgt ccaagaacca gttctccctg      240 
 
aagctgagct ctgtgaccgc tgcggacacg gccgtgtatt actgtgcgag gaactgggcc      300 
 
ttccactttg actactgggg ccagggaacc ctggtcaccg tctctagt                   348 
 
 
<210>  1367 
<211>  116 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14049 
 
<400>  1367 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  



            100                 105                 110          
 
 
Thr Val Ser Ser  
        115      
 
 
<210>  1368 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14049 
 
<400>  1368 
cagtctgtgc tgacgcagcc gccctcagtg tctggggccc cagggcagag ggtcaccatc       60 
 
tcctgcactg ggagcagctc caatatcggg acaggttatg atgtacactg gtatcagcag      120 
 
cttccaggaa cagcccccaa actcctcatc tatggtaaca gcaatcggcc ctcaggggtc      180 
 
cctgaccgat tctctggctc caagtctggc acctcagcct ccctggccat cactgggctc      240 
 
caggctgagg atgaggctga ttattactgc cagtcctatg acagcagtct gagtggttgg      300 
 
gtgttcggcg gagggaccag gttgaccgtc cta                                   333 
 
 
<210>  1369 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14049 
 
<400>  1369 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile Tyr Gly Asn Ser Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Ser  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr Val Leu  



            100                 105                 110      
 
 
<210>  1370 
<211>  726 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14049 
 
<400>  1370 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc       60 
 
acctgcactg tctctggtgg ctccatcagt agttactcct ggagctggat ccggcagccc      120 
 
ccagggaagg gactggagtg gattgggtat atctattaca gtgggagcac caactacaac      180 
 
ccctccctca agagtcgagt caccatatca ttagacacgt ccaagaacca gttctccctg      240 
 
aagctgagct ctgtgaccgc tgcggacacg gccgtgtatt actgtgcgag gaactgggcc      300 
 
ttccactttg actactgggg ccagggaacc ctggtcaccg tctctagtgg tggcggagga      360 
 
tctggcggag gtggaagcgg aggcggcgga tctcagtctg tgctgacgca gccgccctca      420 
 
gtgtctgggg ccccagggca gagggtcacc atctcctgca ctgggagcag ctccaatatc      480 
 
gggacaggtt atgatgtaca ctggtatcag cagcttccag gaacagcccc caaactcctc      540 
 
atctatggta acagcaatcg gccctcaggg gtccctgacc gattctctgg ctccaagtct      600 
 
ggcacctcag cctccctggc catcactggg ctccaggctg aggatgaggc tgattattac      660 
 
tgccagtcct atgacagcag tctgagtggt tgggtgttcg gcggagggac caggttgacc      720 
 
gtccta                                                                 726 
 
 
<210>  1371 
<211>  242 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14049 
 
<400>  1371 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 



 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala  
    130                 135                 140                  
 
 
Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile  
145                 150                 155                 160  
 
 
Gly Thr Gly Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala  
                165                 170                 175      
 
 
Pro Lys Leu Leu Ile Tyr Gly Asn Ser Asn Arg Pro Ser Gly Val Pro  
            180                 185                 190          
 
 
Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile  
        195                 200                 205              
 
 
Thr Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr  
    210                 215                 220                  
 
 
Asp Ser Ser Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr  
225                 230                 235                 240  
 
 
Val Leu  
         
 
 
<210>  1372 
<211>  503 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14049 x I2C 
 
<400>  1372 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  



            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala  
    130                 135                 140                  
 
 
Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile  
145                 150                 155                 160  
 
 
Gly Thr Gly Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala  
                165                 170                 175      
 
 
Pro Lys Leu Leu Ile Tyr Gly Asn Ser Asn Arg Pro Ser Gly Val Pro  
            180                 185                 190          
 
 
Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile  
        195                 200                 205              
 
 
Thr Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr  
    210                 215                 220                  
 
 
Asp Ser Ser Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr  
225                 230                 235                 240  
 
 
Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly  
                245                 250                 255      
 
 
Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala  
            260                 265                 270          
 
 
Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala  



        275                 280                 285              
 
 
Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn  
    290                 295                 300                  
 
 
Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile  
305                 310                 315                 320  
 
 
Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu  
                325                 330                 335      
 
 
Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe  
            340                 345                 350          
 
 
Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu  
        355                 360                 365              
 
 
Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly  
    370                 375                 380                  
 
 
Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val  
385                 390                 395                 400  
 
 
Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala  
                405                 410                 415      
 
 
Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln  
            420                 425                 430          
 
 
Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr  
        435                 440                 445              
 
 
Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr  
    450                 455                 460                  
 
 
Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu  
465                 470                 475                 480  
 
 
Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val  
                485                 490                 495      
 
 
Leu His His His His His His  
            500              
 
 
<210>  1373 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  CDR-H1 CDH19 14302 
 
<400>  1373 
 
Ser Tyr Gly Met His  
1               5    
 
 
<210>  1374 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 14302 
 
<400>  1374 
 
Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Asp  
     
 
 
<210>  1375 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 14302 
 
<400>  1375 
 
Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10                  15       
 
 
<210>  1376 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 14302 
 
<400>  1376 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser  
1               5                   10       
 
 
<210>  1377 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 14302 
 
<400>  1377 



 
Gln Asp Thr Lys Arg Pro Ser  
1               5            
 
 
<210>  1378 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 14302 
 
<400>  1378 
 
Gln Ala Trp Glu Ser Ser Thr Val Val  
1               5                    
 
 
<210>  1379 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14302 
 
<400>  1379 
caggtgcagt tggtggagtc tgggggaggc gtggtccagc ctggggggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcattt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaaggaccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga atagcctgag agctgaggac acggctgtgt attactgtgc gagaagggcc      300 
 
ggtataatag gaactatagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct ctagt                                                       375 
 
 
<210>  1380 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14302 
 
<400>  1380 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 



 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  1381 
<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14302 
 
<400>  1381 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      120 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggcggaggg      300 
 
accaagctga ccgtccta                                                    318 
 
 
<210>  1382 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14302 
 
<400>  1382 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 



 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  1383 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14302 
 
<400>  1383 
caggtgcagt tggtggagtc tgggggaggc gtggtccagc ctggggggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcattt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaaggaccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga atagcctgag agctgaggac acggctgtgt attactgtgc gagaagggcc      300 
 
ggtataatag gaactatagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct ctagtggtgg cggaggatct ggcggaggtg gaagcggagg cggcggatct      420 
 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc      480 
 
acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      540 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      600 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      660 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggcggaggg      720 
 
accaagctga ccgtccta                                                    738 
 
 
<210>  1384 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14302 
 
<400>  1384 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  



1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu  
                245      
 
 
<210>  1385 



<211>  507 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 x I2C 
 
<400>  1385 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 



 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 



 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu His His His His His His  
            500                 505          
 
 
<210>  1386 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 14303 
 
<400>  1386 
 
Ser Tyr Gly Met His  
1               5    
 
 
<210>  1387 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 14303 
 
<400>  1387 
 
Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val Lys  
1               5                   10                  15       
 
 
Asp  
     
 
 
<210>  1388 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 14303 
 
<400>  1388 
 
Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10                  15       
 
 
<210>  1389 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 14303 
 
<400>  1389 



 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser  
1               5                   10       
 
 
<210>  1390 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 14303 
 
<400>  1390 
 
Gln Asp Thr Lys Arg Pro Ser  
1               5            
 
 
<210>  1391 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 14303 
 
<400>  1391 
 
Gln Ala Trp Glu Ser Ser Thr Val Val  
1               5                    
 
 
<210>  1392 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14303 
 
<400>  1392 
caggtgcagt tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcattt atatggtatg agggaagtaa taaatactat      180 
 
gcagagtccg tgaaggaccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga aaagcctgag agctgaggac acggctgtgt attactgtgc gagaagggcc      300 
 
ggtataatag gaactatagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct ctagt                                                       375 
 
 
<210>  1393 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14303 



 
<400>  1393 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  1394 
<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14303 
 
<400>  1394 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      120 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggcggaggg      300 
 
accaagctga ccgtccta                                                    318 
 
 
<210>  1395 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14303 



 
<400>  1395 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  1396 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14303 
 
<400>  1396 
caggtgcagt tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcattt atatggtatg agggaagtaa taaatactat      180 
 
gcagagtccg tgaaggaccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga aaagcctgag agctgaggac acggctgtgt attactgtgc gagaagggcc      300 
 
ggtataatag gaactatagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct ctagtggtgg cggaggatct ggcggaggtg gaagcggagg cggcggatct      420 
 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc      480 
 
acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      540 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      600 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      660 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggcggaggg      720 
 



accaagctga ccgtccta                                                    738 
 
 
<210>  1397 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14303 
 
<400>  1397 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 



 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu  
                245      
 
 
<210>  1398 
<211>  507 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14303 x I2C 
 
<400>  1398 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  



                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  



            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu His His His His His His  
            500                 505          
 
 
<210>  1399 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 14078 
 
<400>  1399 
 
Arg Tyr Gly Ile His  
1               5    
 
 
<210>  1400 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 14078 
 
<400>  1400 
 
Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1401 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 14078 
 
<400>  1401 



 
Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10                  15       
 
 
<210>  1402 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 14078 
 
<400>  1402 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser  
1               5                   10       
 
 
<210>  1403 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 14078 
 
<400>  1403 
 
Gln Asp Asn Lys Trp Pro Ser  
1               5            
 
 
<210>  1404 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  QDNKWPS 
 
<400>  1404 
 
Gln Ala Trp Asp Ser Ser Thr Val Val  
1               5                    
 
 
<210>  1405 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14078 
 
<400>  1405 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctggggggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt cgctatggca tacactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 



ctgcaaatga acagcctgag agccgaggac tcggctgtgt attactgtgc gagaagggcc      300 
 
ggtatacctg gaactacggg ctactactat ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct cctca                                                       375 
 
 
<210>  1406 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14078 
 
<400>  1406 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  1407 
<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14078 
 
<400>  1407 
tcctatgagc tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagatagatt gggggagaaa tatgttagct ggtatcagca gaagccaggc      120 
 
cagtccccta tactggtcat ctatcaagat aataagtggc cctcagggat ccctgagcga      180 
 



ttctctggct ccaactctgg gaacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gacagcagca ctgtggtatt cggcgggggg      300 
 
accaagctga ccgtccta                                                    318 
 
 
<210>  1408 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14078 
 
<400>  1408 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Asn Lys Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  1409 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14078 
 
<400>  1409 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctggggggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt cgctatggca tacactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga acagcctgag agccgaggac tcggctgtgt attactgtgc gagaagggcc      300 
 



ggtatacctg gaactacggg ctactactat ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct cctcaggtgg cggaggatct ggcggaggtg gaagcggagg cggcggatct      420 
 
tcctatgagc tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc      480 
 
acctgctctg gagatagatt gggggagaaa tatgttagct ggtatcagca gaagccaggc      540 
 
cagtccccta tactggtcat ctatcaagat aataagtggc cctcagggat ccctgagcga      600 
 
ttctctggct ccaactctgg gaacacagcc actctgacca tcagcgggac ccaggctatg      660 
 
gatgaggctg actattactg tcaggcgtgg gacagcagca ctgtggtatt cggcgggggg      720 
 
accaagctga ccgtccta                                                    738 
 
 
<210>  1410 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14078 
 
<400>  1410 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  



145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr Gln Asp Asn Lys  
            180                 185                 190          
 
 
Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu  
                245      
 
 
<210>  1411 
<211>  507 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14078  x I2C 
 
<400>  1411 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 



 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr Gln Asp Asn Lys  
            180                 185                 190          
 
 
Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 



 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu His His His His His His  
            500                 505          
 
 
<210>  1412 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 14080 
 
<400>  1412 
 
Arg Tyr Gly Ile His  
1               5    
 
 
<210>  1413 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 14080 
 
<400>  1413 
 
Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 



 
Gly  
     
 
 
<210>  1414 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 14080 
 
<400>  1414 
 
Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10                  15       
 
 
<210>  1415 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 14080 
 
<400>  1415 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Tyr  
1               5                   10       
 
 
<210>  1416 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 14080 
 
<400>  1416 
 
Gln Asp Asn Lys Trp Pro Ser  
1               5            
 
 
<210>  1417 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 14080 
 
<400>  1417 
 
Gln Ala Trp Asp Ser Ser Thr Val Val  
1               5                    
 
 
<210>  1418 
<211>  375 
<212>  ДНК 



<213>  искусственная 
 
<220> 
<223>  VH CDH19 14080 
 
<400>  1418 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt cgctatggca tacactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgctaatga acagcctgag agccgaggac tcggctgtgt attactgtgc gagaagggcc      300 
 
ggtatacctg gaactacggg ctactactat ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct cctca                                                       375 
 
 
<210>  1419 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14080 
 
<400>  1419 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Leu Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  1420 



<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14080 
 
<400>  1420 
tcctatgagc tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagatagatt gggggagaaa tatgtttact ggtatcagca gaagccaggc      120 
 
cagtccccta tactggtcat ctatcaagat aataagtggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg gaacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gacagcagca ctgtggtatt cggcgggggg      300 
 
accaagctga ccgtccta                                                    318 
 
 
<210>  1421 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14080 
 
<400>  1421 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Leu Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  



    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Tyr Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr Gln Asp Asn Lys  
            180                 185                 190          
 
 
Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu  
                245      
 
 
<210>  1422 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14080 
 
<400>  1422 
caggtgcagc tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt cgctatggca tacactgggt ccgccaggct      120 
 
ccaggcaagg ggctggagtg ggtggcagtt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgctaatga acagcctgag agccgaggac tcggctgtgt attactgtgc gagaagggcc      300 
 
ggtatacctg gaactacggg ctactactat ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct cctcaggtgg cggaggatct ggcggaggtg gaagcggagg cggcggatct      420 
 
tcctatgagc tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc      480 
 
acctgctctg gagatagatt gggggagaaa tatgtttact ggtatcagca gaagccaggc      540 
 
cagtccccta tactggtcat ctatcaagat aataagtggc cctcagggat ccctgagcga      600 
 
ttctctggct ccaactctgg gaacacagcc actctgacca tcagcgggac ccaggctatg      660 
 
gatgaggctg actattactg tcaggcgtgg gacagcagca ctgtggtatt cggcgggggg      720 
 



accaagctga ccgtccta                                                    738 
 
 
<210>  1423 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14080 
 
<400>  1423 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Leu Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Tyr Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr Gln Asp Asn Lys  
            180                 185                 190          
 
 
Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 



 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu  
                245      
 
 
<210>  1424 
<211>  507 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14080 x I2C 
 
<400>  1424 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Leu Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Tyr Trp Tyr Gln  



                165                 170                 175      
 
 
Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr Gln Asp Asn Lys  
            180                 185                 190          
 
 
Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  



            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu His His His His His His  
            500                 505          
 
 
<210>  1425 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 13591 
 
<400>  1425 
 
Ser Tyr Ser Trp Ser  
1               5    
 
 
<210>  1426 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 13591 
 
<400>  1426 
 
Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser  
1               5                   10                  15       
 
 
<210>  1427 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 13591 
 
<400>  1427 
 
Asn Trp Ala Phe His Phe Asp Tyr  
1               5                
 



 
<210>  1428 
<211>  14 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 13591 
 
<400>  1428 
 
Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly Tyr Asp Val His  
1               5                   10                   
 
 
<210>  1429 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 13591 
 
<400>  1429 
 
Gly Asn Ser Asn Arg Pro Ser  
1               5            
 
 
<210>  1430 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 13591 
 
<400>  1430 
 
Gln Ser Tyr Asp Ser Ser Leu Ser Gly Trp Val  
1               5                   10       
 
 
<210>  1431 
<211>  348 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 13591 
 
<400>  1431 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc       60 
 
acctgcactg tctctggtgg ctccatcagt agttactcct ggagctggat ccggcagccc      120 
 
ccagggaagg gactggagtg gattgggtat atctattaca gtgggagcac caactacaac      180 
 
ccctccctca agagtcgagt caccatatca ttagacacgt ccaagaacca gttctccctg      240 
 
aagctgagct ctgtgaccgc tgcggacacg gccgtgtatt actgtgcgag gaactgggcc      300 
 
ttccactttg actactgggg ccagggaacc ctggtcaccg tctctagt                   348 
 



 
<210>  1432 
<211>  116 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 13591 
 
<400>  1432 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser  
        115      
 
 
<210>  1433 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 13591 
 
<400>  1433 
cagtctgtgc tgacgcagcc gccctcagtg tctggggccc cagggcagag ggtcaccatc       60 
 
tcctgcactg ggagcagctc caatatcggg acaggttatg atgtacactg gtatcagcag      120 
 
cttccaggaa cagcccccaa actcctcatc catggtaaca gcaatcggcc ctcaggggtc      180 
 
cctgaccgat tctctggctc caagtctggc acctcagcct ccctggccat cactgggctc      240 
 
caggctgagg atgaggctga ttattactgc cagtcctatg acagcagtct gagtggttgg      300 
 
gtgttcggcg gagggaccag gttgaccgtc cta                                   333 
 



 
<210>  1434 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 13591 
 
<400>  1434 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile His Gly Asn Ser Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Ser  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr Val Leu  
            100                 105                 110      
 
 
<210>  1435 
<211>  726 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 1591 
 
<400>  1435 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc       60 
 
acctgcactg tctctggtgg ctccatcagt agttactcct ggagctggat ccggcagccc      120 
 
ccagggaagg gactggagtg gattgggtat atctattaca gtgggagcac caactacaac      180 
 
ccctccctca agagtcgagt caccatatca ttagacacgt ccaagaacca gttctccctg      240 
 
aagctgagct ctgtgaccgc tgcggacacg gccgtgtatt actgtgcgag gaactgggcc      300 
 
ttccactttg actactgggg ccagggaacc ctggtcaccg tctctagtgg tggcggagga      360 
 
tctggcggag gtggaagcgg aggcggcgga tctcagtctg tgctgacgca gccgccctca      420 
 
gtgtctgggg ccccagggca gagggtcacc atctcctgca ctgggagcag ctccaatatc      480 
 



gggacaggtt atgatgtaca ctggtatcag cagcttccag gaacagcccc caaactcctc      540 
 
atccatggta acagcaatcg gccctcaggg gtccctgacc gattctctgg ctccaagtct      600 
 
ggcacctcag cctccctggc catcactggg ctccaggctg aggatgaggc tgattattac      660 
 
tgccagtcct atgacagcag tctgagtggt tgggtgttcg gcggagggac caggttgacc      720 
 
gtccta                                                                 726 
 
 
<210>  1436 
<211>  242 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 1591 
 
<400>  1436 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala  
    130                 135                 140                  
 
 
Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile  
145                 150                 155                 160  
 
 
Gly Thr Gly Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala  
                165                 170                 175      
 



 
Pro Lys Leu Leu Ile His Gly Asn Ser Asn Arg Pro Ser Gly Val Pro  
            180                 185                 190          
 
 
Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile  
        195                 200                 205              
 
 
Thr Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr  
    210                 215                 220                  
 
 
Asp Ser Ser Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr  
225                 230                 235                 240  
 
 
Val Leu  
         
 
 
<210>  1437 
<211>  503 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 13591 x I2C 
 
<400>  1437 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala  



    130                 135                 140                  
 
 
Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile  
145                 150                 155                 160  
 
 
Gly Thr Gly Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala  
                165                 170                 175      
 
 
Pro Lys Leu Leu Ile His Gly Asn Ser Asn Arg Pro Ser Gly Val Pro  
            180                 185                 190          
 
 
Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile  
        195                 200                 205              
 
 
Thr Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr  
    210                 215                 220                  
 
 
Asp Ser Ser Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr  
225                 230                 235                 240  
 
 
Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly  
                245                 250                 255      
 
 
Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala  
            260                 265                 270          
 
 
Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala  
        275                 280                 285              
 
 
Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn  
    290                 295                 300                  
 
 
Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile  
305                 310                 315                 320  
 
 
Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu  
                325                 330                 335      
 
 
Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe  
            340                 345                 350          
 
 
Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu  
        355                 360                 365              
 
 
Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly  
    370                 375                 380                  
 
 
Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val  



385                 390                 395                 400  
 
 
Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala  
                405                 410                 415      
 
 
Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln  
            420                 425                 430          
 
 
Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr  
        435                 440                 445              
 
 
Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr  
    450                 455                 460                  
 
 
Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu  
465                 470                 475                 480  
 
 
Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val  
                485                 490                 495      
 
 
Leu His His His His His His  
            500              
 
 
<210>  1438 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 14299 
 
<400>  1438 
 
Ser Tyr Ser Trp Ser  
1               5    
 
 
<210>  1439 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 14299 
 
<400>  1439 
 
Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser  
1               5                   10                  15       
 
 
<210>  1440 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  CDR-H3 CDH19 14299 
 
<400>  1440 
 
Asn Trp Ala Phe His Phe Asp Tyr  
1               5                
 
 
<210>  1441 
<211>  14 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 14299 
 
<400>  1441 
 
Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly Tyr Asp Val His  
1               5                   10                   
 
 
<210>  1442 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 14299 
 
<400>  1442 
 
Gly Asn Ser Asn Arg Pro Ser  
1               5            
 
 
<210>  1443 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 14299 
 
<400>  1443 
 
Gln Ser Tyr Asp Ser Ser Leu Ser Gly Trp Val  
1               5                   10       
 
 
<210>  1444 
<211>  348 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14299 
 
<400>  1444 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc       60 
 
acctgcactg tctctggtgg ctccatcagt agttactcct ggagctggat ccggcagccc      120 
 



ccagggaagg gactggagtg gattgggtat atctattaca gtgggagcac caactacaac      180 
 
ccctccctca agagtcgagt caccatatca ttagacacgt ccaagaacca gttctccctg      240 
 
aagctgagct ctgtgaccgc tgcggacacg gccgtgtatt actgtgcgag gaactgggcc      300 
 
ttccactttg actactgggg ccagggaacc ctggtcaccg tctctagt                   348 
 
 
<210>  1445 
<211>  116 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14299 
 
<400>  1445 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser  
        115      
 
 
<210>  1446 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14299 
 
<400>  1446 
cagtctgtgc tgacgcagcc gccctcagtg tctggggccc cagggcagag ggtcaccatc       60 
 
tcctgcactg ggagcagctc caatatcggg acaggttatg atgtacactg gtatcagcag      120 
 



cttccaggaa cagcccccaa actcctcatc catggtaaca gcaatcggcc ctcaggggtc      180 
 
cctgaccgat tctctggctc caagtctggc acctcagcct ccctggccat cactgggctc      240 
 
caggctgagg atgaggctga ttattactgc cagtcctatg acagcagtct gagtggttgg      300 
 
gtgttcggcg gagggaccag gttgaccgtc cta                                   333 
 
 
<210>  1447 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14299 
 
<400>  1447 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile His Gly Asn Ser Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Ser  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr Val Leu  
            100                 105                 110      
 
 
<210>  1448 
<211>  726 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14299 
 
<400>  1448 
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc       60 
 
acctgcactg tctctggtgg ctccatcagt agttactcct ggagctggat ccggcagccc      120 
 
ccagggaagg gactggagtg gattgggtat atctattaca gtgggagcac caactacaac      180 
 
ccctccctca agagtcgagt caccatatca ttagacacgt ccaagaacca gttctccctg      240 
 



aagctgagct ctgtgaccgc tgcggacacg gccgtgtatt actgtgcgag gaactgggcc      300 
 
ttccactttg actactgggg ccagggaacc ctggtcaccg tctctagtgg tggcggagga      360 
 
tctggcggag gtggaagcgg aggcggcgga tctcagtctg tgctgacgca gccgccctca      420 
 
gtgtctgggg ccccagggca gagggtcacc atctcctgca ctgggagcag ctccaatatc      480 
 
gggacaggtt atgatgtaca ctggtatcag cagcttccag gaacagcccc caaactcctc      540 
 
atccatggta acagcaatcg gccctcaggg gtccctgacc gattctctgg ctccaagtct      600 
 
ggcacctcag cctccctggc catcactggg ctccaggctg aggatgaggc tgattattac      660 
 
tgccagtcct atgacagcag tctgagtggt tgggtgttcg gcggagggac caggttgacc      720 
 
gtccta                                                                 726 
 
 
<210>  1449 
<211>  242 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14299 
 
<400>  1449 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala  
    130                 135                 140                  
 



 
Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile  
145                 150                 155                 160  
 
 
Gly Thr Gly Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala  
                165                 170                 175      
 
 
Pro Lys Leu Leu Ile His Gly Asn Ser Asn Arg Pro Ser Gly Val Pro  
            180                 185                 190          
 
 
Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile  
        195                 200                 205              
 
 
Thr Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr  
    210                 215                 220                  
 
 
Asp Ser Ser Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr  
225                 230                 235                 240  
 
 
Val Leu  
         
 
 
<210>  1450 
<211>  503 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14299 x I2C 
 
<400>  1450 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  



            100                 105                 110          
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala  
    130                 135                 140                  
 
 
Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile  
145                 150                 155                 160  
 
 
Gly Thr Gly Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala  
                165                 170                 175      
 
 
Pro Lys Leu Leu Ile His Gly Asn Ser Asn Arg Pro Ser Gly Val Pro  
            180                 185                 190          
 
 
Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile  
        195                 200                 205              
 
 
Thr Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr  
    210                 215                 220                  
 
 
Asp Ser Ser Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Arg Leu Thr  
225                 230                 235                 240  
 
 
Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly  
                245                 250                 255      
 
 
Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala  
            260                 265                 270          
 
 
Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala  
        275                 280                 285              
 
 
Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn  
    290                 295                 300                  
 
 
Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile  
305                 310                 315                 320  
 
 
Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu  
                325                 330                 335      
 
 
Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe  
            340                 345                 350          
 
 
Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu  



        355                 360                 365              
 
 
Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly  
    370                 375                 380                  
 
 
Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val  
385                 390                 395                 400  
 
 
Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala  
                405                 410                 415      
 
 
Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln  
            420                 425                 430          
 
 
Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr  
        435                 440                 445              
 
 
Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr  
    450                 455                 460                  
 
 
Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu  
465                 470                 475                 480  
 
 
Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val  
                485                 490                 495      
 
 
Leu His His His His His His  
            500              
 
 
<210>  1451 
<211>  784 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  ckCDH19(1-43)::FLAG::ckCDH19(44-776) 
 
<400>  1451 
 
Met Asn Cys Ser Thr Phe Leu Ser Leu Val Leu Ala Leu Val Gln Leu  
1               5                   10                  15       
 
 
Gln Leu Cys Ser Pro Thr Thr Gln Ile Phe Ser Ala Gln Lys Thr Asp  
            20                  25                  30           
 
 
Gln Ser Tyr Thr Thr Ile Arg Arg Val Lys Arg Asp Tyr Lys Asp Asp  
        35                  40                  45               
 
 
Asp Asp Lys Gly Trp Val Trp Glu Pro Leu Phe Val Thr Glu Glu Glu  
    50                  55                  60                   
 



 
Thr Ser Thr Met Pro Met Tyr Val Gly Gln Leu Lys Ser Asp Leu Asp  
65                  70                  75                  80   
 
 
Lys Glu Asp Gly Ser Leu Gln Tyr Ile Leu Thr Gly Glu Gly Ala Asp  
                85                  90                  95       
 
 
Ser Ile Phe Phe Ile Asn Glu His Gly Lys Ile Tyr Val Arg Gln Lys  
            100                 105                 110          
 
 
Leu Asp Arg Glu Lys Lys Ser Phe Tyr Ile Leu Arg Ala Gln Val Ile  
        115                 120                 125              
 
 
Asn Arg Lys Thr Arg His Pro Ile Glu Pro Asp Ser Glu Phe Ile Ile  
    130                 135                 140                  
 
 
Lys Val Arg Asp Ile Asn Asp His Glu Pro Gln Phe Leu Asp Gly Pro  
145                 150                 155                 160  
 
 
Tyr Val Ala Thr Val Pro Glu Met Ser Pro Glu Gly Thr Ser Val Thr  
                165                 170                 175      
 
 
Gln Val Thr Ala Thr Asp Gly Asp Asp Pro Ser Tyr Gly Asn Asn Ala  
            180                 185                 190          
 
 
Arg Leu Leu Tyr Ser Leu Ile Gln Gly Gln Pro Tyr Phe Ser Val Glu  
        195                 200                 205              
 
 
Pro Lys Thr Gly Val Ile Arg Met Thr Ser Gln Met Asp Arg Glu Thr  
    210                 215                 220                  
 
 
Lys Asp Gln Tyr Leu Val Val Ile Gln Ala Lys Asp Met Val Gly Gln  
225                 230                 235                 240  
 
 
Ala Gly Ala Phe Ser Ala Thr Ala Thr Val Thr Ile Asn Leu Ser Asp  
                245                 250                 255      
 
 
Val Asn Asp Asn Pro Pro Lys Phe Gln Gln Arg Leu Tyr Tyr Leu Asn  
            260                 265                 270          
 
 
Val Ser Glu Glu Ala Pro Val Gly Thr Thr Val Gly Arg Leu Leu Ala  
        275                 280                 285              
 
 
Glu Asp Ser Asp Ile Gly Glu Asn Ala Ala Met Asn Tyr Phe Ile Glu  
    290                 295                 300                  
 
 
Glu Asp Ser Ser Asp Val Phe Gly Ile Ile Thr Asp Arg Glu Thr Gln  
305                 310                 315                 320  
 



 
Glu Gly Ile Ile Ile Leu Lys Lys Arg Val Asp Tyr Glu Ser Lys Arg  
                325                 330                 335      
 
 
Lys His Ser Val Arg Val Lys Ala Val Asn Arg Tyr Ile Asp Asp Arg  
            340                 345                 350          
 
 
Phe Leu Lys Glu Gly Pro Phe Glu Asp Ile Thr Ile Val Gln Ile Ser  
        355                 360                 365              
 
 
Val Val Asp Ala Asp Glu Pro Pro Val Phe Thr Leu Glu Ser Tyr Val  
    370                 375                 380                  
 
 
Met Glu Ile Ala Glu Gly Val Val Ser Gly Ser Leu Val Gly Thr Val  
385                 390                 395                 400  
 
 
Ser Ala Arg Asp Leu Asp Asn Asp Asp Ser Ser Val Arg Tyr Ser Ile  
                405                 410                 415      
 
 
Val Gln Gly Leu His Leu Lys Arg Leu Phe Ser Ile Asn Glu His Asn  
            420                 425                 430          
 
 
Gly Thr Ile Ile Thr Thr Glu Pro Leu Asp Arg Glu Lys Ala Ser Trp  
        435                 440                 445              
 
 
His Asn Ile Thr Val Thr Ala Thr Glu Thr Arg Asn Pro Glu Lys Ile  
    450                 455                 460                  
 
 
Ser Glu Ala Asn Val Tyr Ile Gln Val Leu Asp Val Asn Asp His Ala  
465                 470                 475                 480  
 
 
Pro Glu Phe Ser Lys Tyr Tyr Glu Thr Phe Val Cys Glu Asn Ala Val  
                485                 490                 495      
 
 
Pro Gly Gln Leu Ile Gln Asn Ile Ser Ala Val Asp Lys Asp Asp Ser  
            500                 505                 510          
 
 
Ala Glu Asn His Arg Phe Tyr Phe Ser Leu Ala Gln Ala Thr Asn Ser  
        515                 520                 525              
 
 
Ser His Phe Thr Val Lys Asp Asn Gln Asp Asn Thr Ala Gly Ile Phe  
    530                 535                 540                  
 
 
Thr Ala Gly Ser Gly Phe Ser Arg Lys Glu Gln Phe Tyr Phe Phe Leu  
545                 550                 555                 560  
 
 
Pro Ile Leu Ile Leu Asp Asn Gly Ser Pro Pro Leu Thr Ser Thr Asn  
                565                 570                 575      
 



 
Thr Leu Thr Val Thr Val Cys Asp Cys Asp Thr Glu Val Asn Thr Leu  
            580                 585                 590          
 
 
Tyr Cys Arg Tyr Gly Ala Phe Leu Tyr Ser Ile Gly Leu Ser Thr Glu  
        595                 600                 605              
 
 
Ala Leu Val Ala Val Leu Ala Cys Leu Leu Ile Leu Leu Val Phe Phe  
    610                 615                 620                  
 
 
Leu Ala Ile Ile Gly Ile Arg Gln Gln Arg Lys Lys Thr Leu Phe Ser  
625                 630                 635                 640  
 
 
Glu Lys Val Glu Glu Phe Arg Glu Asn Ile Val Arg Tyr Asp Asp Glu  
                645                 650                 655      
 
 
Gly Gly Gly Glu Glu Asp Thr Glu Ala Phe Asp Ile Ser Ala Leu Arg  
            660                 665                 670          
 
 
Thr Arg Ala Val Leu Arg Thr His Lys Pro Arg Lys Lys Ile Thr Thr  
        675                 680                 685              
 
 
Glu Ile His Ser Leu Tyr Arg Gln Ser Leu Gln Val Gly Pro Asp Ser  
    690                 695                 700                  
 
 
Ala Ile Phe Arg Gln Phe Ile Ser Glu Lys Leu Glu Glu Ala Asn Thr  
705                 710                 715                 720  
 
 
Asp Pro Ser Val Pro Pro Tyr Asp Ser Leu Gln Thr Tyr Ala Phe Glu  
                725                 730                 735      
 
 
Gly Thr Gly Ser Leu Ala Gly Ser Leu Ser Ser Leu Gly Ser Asn Thr  
            740                 745                 750          
 
 
Ser Asp Val Asp Gln Asn Tyr Glu Tyr Leu Val Gly Trp Gly Pro Pro  
        755                 760                 765              
 
 
Phe Lys Gln Leu Ala Gly Met Tyr Thr Ser Gln Arg Ser Thr Arg Asp  
    770                 775                 780                  
 
 
<210>  1452 
<211>  784 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  huCDH19(1-43)::FLAG::hu(44-141)::ckCDH19(142-776) 
 
<400>  1452 
 
Met Asn Cys Tyr Leu Leu Leu Arg Phe Met Leu Gly Ile Pro Leu Leu  



1               5                   10                  15       
 
 
Trp Pro Cys Leu Gly Ala Thr Glu Asn Ser Gln Thr Lys Lys Val Lys  
            20                  25                  30           
 
 
Gln Pro Val Arg Ser His Leu Arg Val Lys Arg Asp Tyr Lys Asp Asp  
        35                  40                  45               
 
 
Asp Asp Lys Gly Trp Val Trp Asn Gln Phe Phe Val Pro Glu Glu Met  
    50                  55                  60                   
 
 
Asn Thr Thr Ser His His Ile Gly Gln Leu Arg Ser Asp Leu Asp Asn  
65                  70                  75                  80   
 
 
Gly Asn Asn Ser Phe Gln Tyr Lys Leu Leu Gly Ala Gly Ala Gly Ser  
                85                  90                  95       
 
 
Thr Phe Ile Ile Asp Glu Arg Thr Gly Asp Ile Tyr Ala Ile Gln Lys  
            100                 105                 110          
 
 
Leu Asp Arg Glu Glu Arg Ser Leu Tyr Ile Leu Arg Ala Gln Val Ile  
        115                 120                 125              
 
 
Asp Ile Ala Thr Gly Arg Ala Val Glu Pro Glu Ser Glu Phe Val Ile  
    130                 135                 140                  
 
 
Lys Val Ser Asp Ile Asn Asp His Glu Pro Gln Phe Leu Asp Gly Pro  
145                 150                 155                 160  
 
 
Tyr Val Ala Thr Val Pro Glu Met Ser Pro Glu Gly Thr Ser Val Thr  
                165                 170                 175      
 
 
Gln Val Thr Ala Thr Asp Gly Asp Asp Pro Ser Tyr Gly Asn Asn Ala  
            180                 185                 190          
 
 
Arg Leu Leu Tyr Ser Leu Ile Gln Gly Gln Pro Tyr Phe Ser Val Glu  
        195                 200                 205              
 
 
Pro Lys Thr Gly Val Ile Arg Met Thr Ser Gln Met Asp Arg Glu Thr  
    210                 215                 220                  
 
 
Lys Asp Gln Tyr Leu Val Val Ile Gln Ala Lys Asp Met Val Gly Gln  
225                 230                 235                 240  
 
 
Ala Gly Ala Phe Ser Ala Thr Ala Thr Val Thr Ile Asn Leu Ser Asp  
                245                 250                 255      
 
 
Val Asn Asp Asn Pro Pro Lys Phe Gln Gln Arg Leu Tyr Tyr Leu Asn  



            260                 265                 270          
 
 
Val Ser Glu Glu Ala Pro Val Gly Thr Thr Val Gly Arg Leu Leu Ala  
        275                 280                 285              
 
 
Glu Asp Ser Asp Ile Gly Glu Asn Ala Ala Met Asn Tyr Phe Ile Glu  
    290                 295                 300                  
 
 
Glu Asp Ser Ser Asp Val Phe Gly Ile Ile Thr Asp Arg Glu Thr Gln  
305                 310                 315                 320  
 
 
Glu Gly Ile Ile Ile Leu Lys Lys Arg Val Asp Tyr Glu Ser Lys Arg  
                325                 330                 335      
 
 
Lys His Ser Val Arg Val Lys Ala Val Asn Arg Tyr Ile Asp Asp Arg  
            340                 345                 350          
 
 
Phe Leu Lys Glu Gly Pro Phe Glu Asp Ile Thr Ile Val Gln Ile Ser  
        355                 360                 365              
 
 
Val Val Asp Ala Asp Glu Pro Pro Val Phe Thr Leu Glu Ser Tyr Val  
    370                 375                 380                  
 
 
Met Glu Ile Ala Glu Gly Val Val Ser Gly Ser Leu Val Gly Thr Val  
385                 390                 395                 400  
 
 
Ser Ala Arg Asp Leu Asp Asn Asp Asp Ser Ser Val Arg Tyr Ser Ile  
                405                 410                 415      
 
 
Val Gln Gly Leu His Leu Lys Arg Leu Phe Ser Ile Asn Glu His Asn  
            420                 425                 430          
 
 
Gly Thr Ile Ile Thr Thr Glu Pro Leu Asp Arg Glu Lys Ala Ser Trp  
        435                 440                 445              
 
 
His Asn Ile Thr Val Thr Ala Thr Glu Thr Arg Asn Pro Glu Lys Ile  
    450                 455                 460                  
 
 
Ser Glu Ala Asn Val Tyr Ile Gln Val Leu Asp Val Asn Asp His Ala  
465                 470                 475                 480  
 
 
Pro Glu Phe Ser Lys Tyr Tyr Glu Thr Phe Val Cys Glu Asn Ala Val  
                485                 490                 495      
 
 
Pro Gly Gln Leu Ile Gln Asn Ile Ser Ala Val Asp Lys Asp Asp Ser  
            500                 505                 510          
 
 
Ala Glu Asn His Arg Phe Tyr Phe Ser Leu Ala Gln Ala Thr Asn Ser  



        515                 520                 525              
 
 
Ser His Phe Thr Val Lys Asp Asn Gln Asp Asn Thr Ala Gly Ile Phe  
    530                 535                 540                  
 
 
Thr Ala Gly Ser Gly Phe Ser Arg Lys Glu Gln Phe Tyr Phe Phe Leu  
545                 550                 555                 560  
 
 
Pro Ile Leu Ile Leu Asp Asn Gly Ser Pro Pro Leu Thr Ser Thr Asn  
                565                 570                 575      
 
 
Thr Leu Thr Val Thr Val Cys Asp Cys Asp Thr Glu Val Asn Thr Leu  
            580                 585                 590          
 
 
Tyr Cys Arg Tyr Gly Ala Phe Leu Tyr Ser Ile Gly Leu Ser Thr Glu  
        595                 600                 605              
 
 
Ala Leu Val Ala Val Leu Ala Cys Leu Leu Ile Leu Leu Val Phe Phe  
    610                 615                 620                  
 
 
Leu Ala Ile Ile Gly Ile Arg Gln Gln Arg Lys Lys Thr Leu Phe Ser  
625                 630                 635                 640  
 
 
Glu Lys Val Glu Glu Phe Arg Glu Asn Ile Val Arg Tyr Asp Asp Glu  
                645                 650                 655      
 
 
Gly Gly Gly Glu Glu Asp Thr Glu Ala Phe Asp Ile Ser Ala Leu Arg  
            660                 665                 670          
 
 
Thr Arg Ala Val Leu Arg Thr His Lys Pro Arg Lys Lys Ile Thr Thr  
        675                 680                 685              
 
 
Glu Ile His Ser Leu Tyr Arg Gln Ser Leu Gln Val Gly Pro Asp Ser  
    690                 695                 700                  
 
 
Ala Ile Phe Arg Gln Phe Ile Ser Glu Lys Leu Glu Glu Ala Asn Thr  
705                 710                 715                 720  
 
 
Asp Pro Ser Val Pro Pro Tyr Asp Ser Leu Gln Thr Tyr Ala Phe Glu  
                725                 730                 735      
 
 
Gly Thr Gly Ser Leu Ala Gly Ser Leu Ser Ser Leu Gly Ser Asn Thr  
            740                 745                 750          
 
 
Ser Asp Val Asp Gln Asn Tyr Glu Tyr Leu Val Gly Trp Gly Pro Pro  
        755                 760                 765              
 
 
Phe Lys Gln Leu Ala Gly Met Tyr Thr Ser Gln Arg Ser Thr Arg Asp  



    770                 775                 780                  
 
 
<210>  1453 
<211>  784 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  ckCDH19(1-43)::FLAG::ckCDH19(44-141)::huCDH19(142-249)::ckCDH19(2 
       50-776) 
 
<400>  1453 
 
Met Asn Cys Ser Thr Phe Leu Ser Leu Val Leu Ala Leu Val Gln Leu  
1               5                   10                  15       
 
 
Gln Leu Cys Ser Pro Thr Thr Gln Ile Phe Ser Ala Gln Lys Thr Asp  
            20                  25                  30           
 
 
Gln Ser Tyr Thr Thr Ile Arg Arg Val Lys Arg Asp Tyr Lys Asp Asp  
        35                  40                  45               
 
 
Asp Asp Lys Gly Trp Val Trp Glu Pro Leu Phe Val Thr Glu Glu Glu  
    50                  55                  60                   
 
 
Thr Ser Thr Met Pro Met Tyr Val Gly Gln Leu Lys Ser Asp Leu Asp  
65                  70                  75                  80   
 
 
Lys Glu Asp Gly Ser Leu Gln Tyr Ile Leu Thr Gly Glu Gly Ala Asp  
                85                  90                  95       
 
 
Ser Ile Phe Phe Ile Asn Glu His Gly Lys Ile Tyr Val Arg Gln Lys  
            100                 105                 110          
 
 
Leu Asp Arg Glu Lys Lys Ser Phe Tyr Ile Leu Arg Ala Gln Val Ile  
        115                 120                 125              
 
 
Asn Arg Lys Thr Arg His Pro Ile Glu Pro Asp Ser Glu Phe Ile Ile  
    130                 135                 140                  
 
 
Lys Val Arg Asp Ile Asn Asp Asn Glu Pro Lys Phe Leu Asp Glu Pro  
145                 150                 155                 160  
 
 
Tyr Glu Ala Ile Val Pro Glu Met Ser Pro Glu Gly Thr Leu Val Ile  
                165                 170                 175      
 
 
Gln Val Thr Ala Ser Asp Ala Asp Asp Pro Ser Ser Gly Asn Asn Ala  
            180                 185                 190          
 
 
Arg Leu Leu Tyr Ser Leu Leu Gln Gly Gln Pro Tyr Phe Ser Val Glu  
        195                 200                 205              



 
 
Pro Thr Thr Gly Val Ile Arg Ile Ser Ser Lys Met Asp Arg Glu Leu  
    210                 215                 220                  
 
 
Gln Asp Glu Tyr Trp Val Ile Ile Gln Ala Lys Asp Met Ile Gly Gln  
225                 230                 235                 240  
 
 
Pro Gly Ala Leu Ser Gly Thr Thr Ser Val Leu Ile Lys Leu Ser Asp  
                245                 250                 255      
 
 
Val Asn Asp Asn Pro Pro Lys Phe Gln Gln Arg Leu Tyr Tyr Leu Asn  
            260                 265                 270          
 
 
Val Ser Glu Glu Ala Pro Val Gly Thr Thr Val Gly Arg Leu Leu Ala  
        275                 280                 285              
 
 
Glu Asp Ser Asp Ile Gly Glu Asn Ala Ala Met Asn Tyr Phe Ile Glu  
    290                 295                 300                  
 
 
Glu Asp Ser Ser Asp Val Phe Gly Ile Ile Thr Asp Arg Glu Thr Gln  
305                 310                 315                 320  
 
 
Glu Gly Ile Ile Ile Leu Lys Lys Arg Val Asp Tyr Glu Ser Lys Arg  
                325                 330                 335      
 
 
Lys His Ser Val Arg Val Lys Ala Val Asn Arg Tyr Ile Asp Asp Arg  
            340                 345                 350          
 
 
Phe Leu Lys Glu Gly Pro Phe Glu Asp Ile Thr Ile Val Gln Ile Ser  
        355                 360                 365              
 
 
Val Val Asp Ala Asp Glu Pro Pro Val Phe Thr Leu Glu Ser Tyr Val  
    370                 375                 380                  
 
 
Met Glu Ile Ala Glu Gly Val Val Ser Gly Ser Leu Val Gly Thr Val  
385                 390                 395                 400  
 
 
Ser Ala Arg Asp Leu Asp Asn Asp Asp Ser Ser Val Arg Tyr Ser Ile  
                405                 410                 415      
 
 
Val Gln Gly Leu His Leu Lys Arg Leu Phe Ser Ile Asn Glu His Asn  
            420                 425                 430          
 
 
Gly Thr Ile Ile Thr Thr Glu Pro Leu Asp Arg Glu Lys Ala Ser Trp  
        435                 440                 445              
 
 
His Asn Ile Thr Val Thr Ala Thr Glu Thr Arg Asn Pro Glu Lys Ile  
    450                 455                 460                  



 
 
Ser Glu Ala Asn Val Tyr Ile Gln Val Leu Asp Val Asn Asp His Ala  
465                 470                 475                 480  
 
 
Pro Glu Phe Ser Lys Tyr Tyr Glu Thr Phe Val Cys Glu Asn Ala Val  
                485                 490                 495      
 
 
Pro Gly Gln Leu Ile Gln Asn Ile Ser Ala Val Asp Lys Asp Asp Ser  
            500                 505                 510          
 
 
Ala Glu Asn His Arg Phe Tyr Phe Ser Leu Ala Gln Ala Thr Asn Ser  
        515                 520                 525              
 
 
Ser His Phe Thr Val Lys Asp Asn Gln Asp Asn Thr Ala Gly Ile Phe  
    530                 535                 540                  
 
 
Thr Ala Gly Ser Gly Phe Ser Arg Lys Glu Gln Phe Tyr Phe Phe Leu  
545                 550                 555                 560  
 
 
Pro Ile Leu Ile Leu Asp Asn Gly Ser Pro Pro Leu Thr Ser Thr Asn  
                565                 570                 575      
 
 
Thr Leu Thr Val Thr Val Cys Asp Cys Asp Thr Glu Val Asn Thr Leu  
            580                 585                 590          
 
 
Tyr Cys Arg Tyr Gly Ala Phe Leu Tyr Ser Ile Gly Leu Ser Thr Glu  
        595                 600                 605              
 
 
Ala Leu Val Ala Val Leu Ala Cys Leu Leu Ile Leu Leu Val Phe Phe  
    610                 615                 620                  
 
 
Leu Ala Ile Ile Gly Ile Arg Gln Gln Arg Lys Lys Thr Leu Phe Ser  
625                 630                 635                 640  
 
 
Glu Lys Val Glu Glu Phe Arg Glu Asn Ile Val Arg Tyr Asp Asp Glu  
                645                 650                 655      
 
 
Gly Gly Gly Glu Glu Asp Thr Glu Ala Phe Asp Ile Ser Ala Leu Arg  
            660                 665                 670          
 
 
Thr Arg Ala Val Leu Arg Thr His Lys Pro Arg Lys Lys Ile Thr Thr  
        675                 680                 685              
 
 
Glu Ile His Ser Leu Tyr Arg Gln Ser Leu Gln Val Gly Pro Asp Ser  
    690                 695                 700                  
 
 
Ala Ile Phe Arg Gln Phe Ile Ser Glu Lys Leu Glu Glu Ala Asn Thr  
705                 710                 715                 720  



 
 
Asp Pro Ser Val Pro Pro Tyr Asp Ser Leu Gln Thr Tyr Ala Phe Glu  
                725                 730                 735      
 
 
Gly Thr Gly Ser Leu Ala Gly Ser Leu Ser Ser Leu Gly Ser Asn Thr  
            740                 745                 750          
 
 
Ser Asp Val Asp Gln Asn Tyr Glu Tyr Leu Val Gly Trp Gly Pro Pro  
        755                 760                 765              
 
 
Phe Lys Gln Leu Ala Gly Met Tyr Thr Ser Gln Arg Ser Thr Arg Asp  
    770                 775                 780                  
 
 
<210>  1454 
<211>  784 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  ckCDH19(1-43)::FLAG::ckCDH19(44-249)::huCDH19(250-364)::ckCDH19(3 
       65-776) 
 
<400>  1454 
 
Met Asn Cys Ser Thr Phe Leu Ser Leu Val Leu Ala Leu Val Gln Leu  
1               5                   10                  15       
 
 
Gln Leu Cys Ser Pro Thr Thr Gln Ile Phe Ser Ala Gln Lys Thr Asp  
            20                  25                  30           
 
 
Gln Ser Tyr Thr Thr Ile Arg Arg Val Lys Arg Asp Tyr Lys Asp Asp  
        35                  40                  45               
 
 
Asp Asp Lys Gly Trp Val Trp Glu Pro Leu Phe Val Thr Glu Glu Glu  
    50                  55                  60                   
 
 
Thr Ser Thr Met Pro Met Tyr Val Gly Gln Leu Lys Ser Asp Leu Asp  
65                  70                  75                  80   
 
 
Lys Glu Asp Gly Ser Leu Gln Tyr Ile Leu Thr Gly Glu Gly Ala Asp  
                85                  90                  95       
 
 
Ser Ile Phe Phe Ile Asn Glu His Gly Lys Ile Tyr Val Arg Gln Lys  
            100                 105                 110          
 
 
Leu Asp Arg Glu Lys Lys Ser Phe Tyr Ile Leu Arg Ala Gln Val Ile  
        115                 120                 125              
 
 
Asn Arg Lys Thr Arg His Pro Ile Glu Pro Asp Ser Glu Phe Ile Ile  
    130                 135                 140                  
 



 
Lys Val Arg Asp Ile Asn Asp His Glu Pro Gln Phe Leu Asp Gly Pro  
145                 150                 155                 160  
 
 
Tyr Val Ala Thr Val Pro Glu Met Ser Pro Glu Gly Thr Ser Val Thr  
                165                 170                 175      
 
 
Gln Val Thr Ala Thr Asp Gly Asp Asp Pro Ser Tyr Gly Asn Asn Ala  
            180                 185                 190          
 
 
Arg Leu Leu Tyr Ser Leu Ile Gln Gly Gln Pro Tyr Phe Ser Val Glu  
        195                 200                 205              
 
 
Pro Lys Thr Gly Val Ile Arg Met Thr Ser Gln Met Asp Arg Glu Thr  
    210                 215                 220                  
 
 
Lys Asp Gln Tyr Leu Val Val Ile Gln Ala Lys Asp Met Val Gly Gln  
225                 230                 235                 240  
 
 
Ala Gly Ala Phe Ser Ala Thr Ala Thr Val Thr Ile Asn Leu Ser Asp  
                245                 250                 255      
 
 
Val Asn Asp Asn Lys Pro Ile Phe Lys Glu Ser Leu Tyr Arg Leu Thr  
            260                 265                 270          
 
 
Val Ser Glu Ser Ala Pro Thr Gly Thr Ser Ile Gly Thr Ile Met Ala  
        275                 280                 285              
 
 
Tyr Asp Asn Asp Ile Gly Glu Asn Ala Glu Met Asp Tyr Ser Ile Glu  
    290                 295                 300                  
 
 
Glu Asp Asp Ser Gln Thr Phe Asp Ile Ile Thr Asn His Glu Thr Gln  
305                 310                 315                 320  
 
 
Glu Gly Ile Val Ile Leu Lys Lys Lys Val Asp Phe Glu His Gln Asn  
                325                 330                 335      
 
 
His Tyr Gly Ile Arg Ala Lys Val Lys Asn His His Val Pro Glu Gln  
            340                 345                 350          
 
 
Leu Met Lys Tyr His Thr Glu Ala Ser Thr Thr Phe Ile Lys Ile Gln  
        355                 360                 365              
 
 
Val Glu Asp Val Asp Glu Pro Pro Val Phe Thr Leu Glu Ser Tyr Val  
    370                 375                 380                  
 
 
Met Glu Ile Ala Glu Gly Val Val Ser Gly Ser Leu Val Gly Thr Val  
385                 390                 395                 400  
 



 
Ser Ala Arg Asp Leu Asp Asn Asp Asp Ser Ser Val Arg Tyr Ser Ile  
                405                 410                 415      
 
 
Val Gln Gly Leu His Leu Lys Arg Leu Phe Ser Ile Asn Glu His Asn  
            420                 425                 430          
 
 
Gly Thr Ile Ile Thr Thr Glu Pro Leu Asp Arg Glu Lys Ala Ser Trp  
        435                 440                 445              
 
 
His Asn Ile Thr Val Thr Ala Thr Glu Thr Arg Asn Pro Glu Lys Ile  
    450                 455                 460                  
 
 
Ser Glu Ala Asn Val Tyr Ile Gln Val Leu Asp Val Asn Asp His Ala  
465                 470                 475                 480  
 
 
Pro Glu Phe Ser Lys Tyr Tyr Glu Thr Phe Val Cys Glu Asn Ala Val  
                485                 490                 495      
 
 
Pro Gly Gln Leu Ile Gln Asn Ile Ser Ala Val Asp Lys Asp Asp Ser  
            500                 505                 510          
 
 
Ala Glu Asn His Arg Phe Tyr Phe Ser Leu Ala Gln Ala Thr Asn Ser  
        515                 520                 525              
 
 
Ser His Phe Thr Val Lys Asp Asn Gln Asp Asn Thr Ala Gly Ile Phe  
    530                 535                 540                  
 
 
Thr Ala Gly Ser Gly Phe Ser Arg Lys Glu Gln Phe Tyr Phe Phe Leu  
545                 550                 555                 560  
 
 
Pro Ile Leu Ile Leu Asp Asn Gly Ser Pro Pro Leu Thr Ser Thr Asn  
                565                 570                 575      
 
 
Thr Leu Thr Val Thr Val Cys Asp Cys Asp Thr Glu Val Asn Thr Leu  
            580                 585                 590          
 
 
Tyr Cys Arg Tyr Gly Ala Phe Leu Tyr Ser Ile Gly Leu Ser Thr Glu  
        595                 600                 605              
 
 
Ala Leu Val Ala Val Leu Ala Cys Leu Leu Ile Leu Leu Val Phe Phe  
    610                 615                 620                  
 
 
Leu Ala Ile Ile Gly Ile Arg Gln Gln Arg Lys Lys Thr Leu Phe Ser  
625                 630                 635                 640  
 
 
Glu Lys Val Glu Glu Phe Arg Glu Asn Ile Val Arg Tyr Asp Asp Glu  
                645                 650                 655      
 



 
Gly Gly Gly Glu Glu Asp Thr Glu Ala Phe Asp Ile Ser Ala Leu Arg  
            660                 665                 670          
 
 
Thr Arg Ala Val Leu Arg Thr His Lys Pro Arg Lys Lys Ile Thr Thr  
        675                 680                 685              
 
 
Glu Ile His Ser Leu Tyr Arg Gln Ser Leu Gln Val Gly Pro Asp Ser  
    690                 695                 700                  
 
 
Ala Ile Phe Arg Gln Phe Ile Ser Glu Lys Leu Glu Glu Ala Asn Thr  
705                 710                 715                 720  
 
 
Asp Pro Ser Val Pro Pro Tyr Asp Ser Leu Gln Thr Tyr Ala Phe Glu  
                725                 730                 735      
 
 
Gly Thr Gly Ser Leu Ala Gly Ser Leu Ser Ser Leu Gly Ser Asn Thr  
            740                 745                 750          
 
 
Ser Asp Val Asp Gln Asn Tyr Glu Tyr Leu Val Gly Trp Gly Pro Pro  
        755                 760                 765              
 
 
Phe Lys Gln Leu Ala Gly Met Tyr Thr Ser Gln Arg Ser Thr Arg Asp  
    770                 775                 780                  
 
 
<210>  1455 
<211>  779 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  ckCDH19(1-43)::FLAG::ckCDH19(44-364)::huCDH19(365-463)::ckCDH19(4 
       69-776) 
 
<400>  1455 
 
Met Asn Cys Ser Thr Phe Leu Ser Leu Val Leu Ala Leu Val Gln Leu  
1               5                   10                  15       
 
 
Gln Leu Cys Ser Pro Thr Thr Gln Ile Phe Ser Ala Gln Lys Thr Asp  
            20                  25                  30           
 
 
Gln Ser Tyr Thr Thr Ile Arg Arg Val Lys Arg Asp Tyr Lys Asp Asp  
        35                  40                  45               
 
 
Asp Asp Lys Gly Trp Val Trp Glu Pro Leu Phe Val Thr Glu Glu Glu  
    50                  55                  60                   
 
 
Thr Ser Thr Met Pro Met Tyr Val Gly Gln Leu Lys Ser Asp Leu Asp  
65                  70                  75                  80   
 
 



Lys Glu Asp Gly Ser Leu Gln Tyr Ile Leu Thr Gly Glu Gly Ala Asp  
                85                  90                  95       
 
 
Ser Ile Phe Phe Ile Asn Glu His Gly Lys Ile Tyr Val Arg Gln Lys  
            100                 105                 110          
 
 
Leu Asp Arg Glu Lys Lys Ser Phe Tyr Ile Leu Arg Ala Gln Val Ile  
        115                 120                 125              
 
 
Asn Arg Lys Thr Arg His Pro Ile Glu Pro Asp Ser Glu Phe Ile Ile  
    130                 135                 140                  
 
 
Lys Val Arg Asp Ile Asn Asp His Glu Pro Gln Phe Leu Asp Gly Pro  
145                 150                 155                 160  
 
 
Tyr Val Ala Thr Val Pro Glu Met Ser Pro Glu Gly Thr Ser Val Thr  
                165                 170                 175      
 
 
Gln Val Thr Ala Thr Asp Gly Asp Asp Pro Ser Tyr Gly Asn Asn Ala  
            180                 185                 190          
 
 
Arg Leu Leu Tyr Ser Leu Ile Gln Gly Gln Pro Tyr Phe Ser Val Glu  
        195                 200                 205              
 
 
Pro Lys Thr Gly Val Ile Arg Met Thr Ser Gln Met Asp Arg Glu Thr  
    210                 215                 220                  
 
 
Lys Asp Gln Tyr Leu Val Val Ile Gln Ala Lys Asp Met Val Gly Gln  
225                 230                 235                 240  
 
 
Ala Gly Ala Phe Ser Ala Thr Ala Thr Val Thr Ile Asn Leu Ser Asp  
                245                 250                 255      
 
 
Val Asn Asp Asn Pro Pro Lys Phe Gln Gln Arg Leu Tyr Tyr Leu Asn  
            260                 265                 270          
 
 
Val Ser Glu Glu Ala Pro Val Gly Thr Thr Val Gly Arg Leu Leu Ala  
        275                 280                 285              
 
 
Glu Asp Ser Asp Ile Gly Glu Asn Ala Ala Met Asn Tyr Phe Ile Glu  
    290                 295                 300                  
 
 
Glu Asp Ser Ser Asp Val Phe Gly Ile Ile Thr Asp Arg Glu Thr Gln  
305                 310                 315                 320  
 
 
Glu Gly Ile Ile Ile Leu Lys Lys Arg Val Asp Tyr Glu Ser Lys Arg  
                325                 330                 335      
 
 



Lys His Ser Val Arg Val Lys Ala Val Asn Arg Tyr Ile Asp Asp Arg  
            340                 345                 350          
 
 
Phe Leu Lys Glu Gly Pro Phe Glu Asp Ile Thr Ile Val Gln Ile Ser  
        355                 360                 365              
 
 
Val Val Asp Ala Asp Glu Pro Pro Leu Phe Leu Leu Pro Tyr Tyr Val  
    370                 375                 380                  
 
 
Phe Glu Val Phe Glu Glu Thr Pro Gln Gly Ser Phe Val Gly Val Val  
385                 390                 395                 400  
 
 
Ser Ala Thr Asp Pro Asp Asn Arg Lys Ser Pro Ile Arg Tyr Ser Ile  
                405                 410                 415      
 
 
Thr Arg Ser Lys Val Phe Asn Ile Asn Asp Asn Gly Thr Ile Thr Thr  
            420                 425                 430          
 
 
Ser Asn Ser Leu Asp Arg Glu Ile Ser Ala Trp Tyr Asn Leu Ser Ile  
        435                 440                 445              
 
 
Thr Ala Thr Glu Lys Tyr Asn Ile Glu Gln Ile Ser Ser Ile Pro Leu  
    450                 455                 460                  
 
 
Tyr Val Gln Val Leu Asn Ile Asn Asp His Ala Pro Glu Phe Ser Lys  
465                 470                 475                 480  
 
 
Tyr Tyr Glu Thr Phe Val Cys Glu Asn Ala Val Pro Gly Gln Leu Ile  
                485                 490                 495      
 
 
Gln Asn Ile Ser Ala Val Asp Lys Asp Asp Ser Ala Glu Asn His Arg  
            500                 505                 510          
 
 
Phe Tyr Phe Ser Leu Ala Gln Ala Thr Asn Ser Ser His Phe Thr Val  
        515                 520                 525              
 
 
Lys Asp Asn Gln Asp Asn Thr Ala Gly Ile Phe Thr Ala Gly Ser Gly  
    530                 535                 540                  
 
 
Phe Ser Arg Lys Glu Gln Phe Tyr Phe Phe Leu Pro Ile Leu Ile Leu  
545                 550                 555                 560  
 
 
Asp Asn Gly Ser Pro Pro Leu Thr Ser Thr Asn Thr Leu Thr Val Thr  
                565                 570                 575      
 
 
Val Cys Asp Cys Asp Thr Glu Val Asn Thr Leu Tyr Cys Arg Tyr Gly  
            580                 585                 590          
 
 



Ala Phe Leu Tyr Ser Ile Gly Leu Ser Thr Glu Ala Leu Val Ala Val  
        595                 600                 605              
 
 
Leu Ala Cys Leu Leu Ile Leu Leu Val Phe Phe Leu Ala Ile Ile Gly  
    610                 615                 620                  
 
 
Ile Arg Gln Gln Arg Lys Lys Thr Leu Phe Ser Glu Lys Val Glu Glu  
625                 630                 635                 640  
 
 
Phe Arg Glu Asn Ile Val Arg Tyr Asp Asp Glu Gly Gly Gly Glu Glu  
                645                 650                 655      
 
 
Asp Thr Glu Ala Phe Asp Ile Ser Ala Leu Arg Thr Arg Ala Val Leu  
            660                 665                 670          
 
 
Arg Thr His Lys Pro Arg Lys Lys Ile Thr Thr Glu Ile His Ser Leu  
        675                 680                 685              
 
 
Tyr Arg Gln Ser Leu Gln Val Gly Pro Asp Ser Ala Ile Phe Arg Gln  
    690                 695                 700                  
 
 
Phe Ile Ser Glu Lys Leu Glu Glu Ala Asn Thr Asp Pro Ser Val Pro  
705                 710                 715                 720  
 
 
Pro Tyr Asp Ser Leu Gln Thr Tyr Ala Phe Glu Gly Thr Gly Ser Leu  
                725                 730                 735      
 
 
Ala Gly Ser Leu Ser Ser Leu Gly Ser Asn Thr Ser Asp Val Asp Gln  
            740                 745                 750          
 
 
Asn Tyr Glu Tyr Leu Val Gly Trp Gly Pro Pro Phe Lys Gln Leu Ala  
        755                 760                 765              
 
 
Gly Met Tyr Thr Ser Gln Arg Ser Thr Arg Asp  
    770                 775                  
 
 
<210>  1456 
<211>  785 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  (1-43)::FLAG::ckCDH19(44-468)::huCDH19(464-772) 
 
<400>  1456 
 
Met Asn Cys Ser Thr Phe Leu Ser Leu Val Leu Ala Leu Val Gln Leu  
1               5                   10                  15       
 
 
Gln Leu Cys Ser Pro Thr Thr Gln Ile Phe Ser Ala Gln Lys Thr Asp  
            20                  25                  30           



 
 
Gln Ser Tyr Thr Thr Ile Arg Arg Val Lys Arg Asp Tyr Lys Asp Asp  
        35                  40                  45               
 
 
Asp Asp Lys Gly Trp Val Trp Glu Pro Leu Phe Val Thr Glu Glu Glu  
    50                  55                  60                   
 
 
Thr Ser Thr Met Pro Met Tyr Val Gly Gln Leu Lys Ser Asp Leu Asp  
65                  70                  75                  80   
 
 
Lys Glu Asp Gly Ser Leu Gln Tyr Ile Leu Thr Gly Glu Gly Ala Asp  
                85                  90                  95       
 
 
Ser Ile Phe Phe Ile Asn Glu His Gly Lys Ile Tyr Val Arg Gln Lys  
            100                 105                 110          
 
 
Leu Asp Arg Glu Lys Lys Ser Phe Tyr Ile Leu Arg Ala Gln Val Ile  
        115                 120                 125              
 
 
Asn Arg Lys Thr Arg His Pro Ile Glu Pro Asp Ser Glu Phe Ile Ile  
    130                 135                 140                  
 
 
Lys Val Arg Asp Ile Asn Asp His Glu Pro Gln Phe Leu Asp Gly Pro  
145                 150                 155                 160  
 
 
Tyr Val Ala Thr Val Pro Glu Met Ser Pro Glu Gly Thr Ser Val Thr  
                165                 170                 175      
 
 
Gln Val Thr Ala Thr Asp Gly Asp Asp Pro Ser Tyr Gly Asn Asn Ala  
            180                 185                 190          
 
 
Arg Leu Leu Tyr Ser Leu Ile Gln Gly Gln Pro Tyr Phe Ser Val Glu  
        195                 200                 205              
 
 
Pro Lys Thr Gly Val Ile Arg Met Thr Ser Gln Met Asp Arg Glu Thr  
    210                 215                 220                  
 
 
Lys Asp Gln Tyr Leu Val Val Ile Gln Ala Lys Asp Met Val Gly Gln  
225                 230                 235                 240  
 
 
Ala Gly Ala Phe Ser Ala Thr Ala Thr Val Thr Ile Asn Leu Ser Asp  
                245                 250                 255      
 
 
Val Asn Asp Asn Pro Pro Lys Phe Gln Gln Arg Leu Tyr Tyr Leu Asn  
            260                 265                 270          
 
 
Val Ser Glu Glu Ala Pro Val Gly Thr Thr Val Gly Arg Leu Leu Ala  
        275                 280                 285              



 
 
Glu Asp Ser Asp Ile Gly Glu Asn Ala Ala Met Asn Tyr Phe Ile Glu  
    290                 295                 300                  
 
 
Glu Asp Ser Ser Asp Val Phe Gly Ile Ile Thr Asp Arg Glu Thr Gln  
305                 310                 315                 320  
 
 
Glu Gly Ile Ile Ile Leu Lys Lys Arg Val Asp Tyr Glu Ser Lys Arg  
                325                 330                 335      
 
 
Lys His Ser Val Arg Val Lys Ala Val Asn Arg Tyr Ile Asp Asp Arg  
            340                 345                 350          
 
 
Phe Leu Lys Glu Gly Pro Phe Glu Asp Ile Thr Ile Val Gln Ile Ser  
        355                 360                 365              
 
 
Val Val Asp Ala Asp Glu Pro Pro Val Phe Thr Leu Glu Ser Tyr Val  
    370                 375                 380                  
 
 
Met Glu Ile Ala Glu Gly Val Val Ser Gly Ser Leu Val Gly Thr Val  
385                 390                 395                 400  
 
 
Ser Ala Arg Asp Leu Asp Asn Asp Asp Ser Ser Val Arg Tyr Ser Ile  
                405                 410                 415      
 
 
Val Gln Gly Leu His Leu Lys Arg Leu Phe Ser Ile Asn Glu His Asn  
            420                 425                 430          
 
 
Gly Thr Ile Ile Thr Thr Glu Pro Leu Asp Arg Glu Lys Ala Ser Trp  
        435                 440                 445              
 
 
His Asn Ile Thr Val Thr Ala Thr Glu Thr Arg Asn Pro Glu Lys Ile  
    450                 455                 460                  
 
 
Ser Glu Ala Asn Val Tyr Ile Gln Val Leu Asp Val Asn Asp His Ala  
465                 470                 475                 480  
 
 
Pro Glu Phe Ser Gln Tyr Tyr Glu Thr Tyr Val Cys Glu Asn Ala Gly  
                485                 490                 495      
 
 
Ser Gly Gln Val Ile Gln Thr Ile Ser Ala Val Asp Arg Asp Glu Ser  
            500                 505                 510          
 
 
Ile Glu Glu His His Phe Tyr Phe Asn Leu Ser Val Glu Asp Thr Asn  
        515                 520                 525              
 
 
Asn Ser Ser Phe Thr Ile Ile Asp Asn Gln Asp Asn Thr Ala Val Ile  
    530                 535                 540                  



 
 
Leu Thr Asn Arg Thr Gly Phe Asn Leu Gln Glu Glu Pro Val Phe Tyr  
545                 550                 555                 560  
 
 
Ile Ser Ile Leu Ile Ala Asp Asn Gly Ile Pro Ser Leu Thr Ser Thr  
                565                 570                 575      
 
 
Asn Thr Leu Thr Ile His Val Cys Asp Cys Gly Asp Ser Gly Ser Thr  
            580                 585                 590          
 
 
Gln Thr Cys Gln Tyr Gln Glu Leu Val Leu Ser Met Gly Phe Lys Thr  
        595                 600                 605              
 
 
Glu Val Ile Ile Ala Ile Leu Ile Cys Ile Met Ile Ile Phe Gly Phe  
    610                 615                 620                  
 
 
Ile Phe Leu Thr Leu Gly Leu Lys Gln Arg Arg Lys Gln Ile Leu Phe  
625                 630                 635                 640  
 
 
Pro Glu Lys Ser Glu Asp Phe Arg Glu Asn Ile Phe Gln Tyr Asp Asp  
                645                 650                 655      
 
 
Glu Gly Gly Gly Glu Glu Asp Thr Glu Ala Phe Asp Ile Ala Glu Leu  
            660                 665                 670          
 
 
Arg Ser Ser Thr Ile Met Arg Glu Arg Lys Thr Arg Lys Thr Thr Ser  
        675                 680                 685              
 
 
Ala Glu Ile Arg Ser Leu Tyr Arg Gln Ser Leu Gln Val Gly Pro Asp  
    690                 695                 700                  
 
 
Ser Ala Ile Phe Arg Lys Phe Ile Leu Glu Lys Leu Glu Glu Ala Asn  
705                 710                 715                 720  
 
 
Thr Asp Pro Cys Ala Pro Pro Phe Asp Ser Leu Gln Thr Tyr Ala Phe  
                725                 730                 735      
 
 
Glu Gly Thr Gly Ser Leu Ala Gly Ser Leu Ser Ser Leu Glu Ser Ala  
            740                 745                 750          
 
 
Val Ser Asp Gln Asp Glu Ser Tyr Asp Tyr Leu Asn Glu Leu Gly Pro  
        755                 760                 765              
 
 
Arg Phe Lys Arg Leu Ala Cys Met Phe Gly Ser Ala Val Gln Ser Asn  
    770                 775                 780                  
 
 
Asn  
785  



 
 
<210>  1457 
<211>  780 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  rhCDH19(1-43)::FLAG::rhCDH19(44-772) 
 
<400>  1457 
 
Met Asn Cys Tyr Leu Leu Leu Pro Phe Met Leu Gly Ile Pro Leu Leu  
1               5                   10                  15       
 
 
Trp Pro Cys Leu Gly Ala Thr Glu Asn Ser Gln Thr Lys Lys Val Gln  
            20                  25                  30           
 
 
Gln Pro Val Gly Ser His Leu Arg Val Lys Arg Asp Tyr Lys Asp Asp  
        35                  40                  45               
 
 
Asp Asp Lys Gly Trp Val Trp Asn Gln Phe Phe Val Pro Glu Glu Met  
    50                  55                  60                   
 
 
Asn Thr Thr Ser His His Val Gly Arg Leu Arg Ser Asp Leu Asp Asn  
65                  70                  75                  80   
 
 
Gly Asn Asn Ser Phe Gln Tyr Lys Leu Leu Gly Ala Gly Ala Gly Ser  
                85                  90                  95       
 
 
Thr Phe Ile Ile Asp Glu Arg Thr Gly Asp Ile Tyr Ala Ile Glu Lys  
            100                 105                 110          
 
 
Leu Asp Arg Glu Glu Arg Ser Leu Tyr Ile Leu Arg Ala Gln Val Ile  
        115                 120                 125              
 
 
Asp Ile Thr Thr Gly Arg Ala Val Glu Pro Glu Ser Glu Phe Val Ile  
    130                 135                 140                  
 
 
Lys Val Ser Asp Ile Asn Asp Asn Glu Pro Lys Phe Leu Asp Glu Pro  
145                 150                 155                 160  
 
 
Tyr Glu Ala Ile Val Pro Glu Met Ser Pro Glu Gly Thr Leu Val Ile  
                165                 170                 175      
 
 
Gln Val Thr Ala Ser Asp Ala Asp Asp Pro Ser Ser Gly Asn Asn Ala  
            180                 185                 190          
 
 
Arg Leu Leu Tyr Ser Leu Leu Gln Gly Gln Pro Tyr Phe Ser Val Glu  
        195                 200                 205              
 
 



Pro Thr Thr Gly Val Ile Arg Ile Ser Ser Lys Met Asp Arg Glu Leu  
    210                 215                 220                  
 
 
Gln Asp Glu Tyr Trp Val Ile Ile Gln Ala Lys Asp Met Ile Gly Gln  
225                 230                 235                 240  
 
 
Pro Gly Ala Leu Ser Gly Thr Thr Ser Val Leu Ile Lys Leu Ser Asp  
                245                 250                 255      
 
 
Val Asn Asp Asn Lys Pro Ile Phe Lys Glu Ser Leu Tyr Arg Leu Thr  
            260                 265                 270          
 
 
Val Ser Glu Ser Ala Pro Thr Gly Thr Ser Ile Gly Thr Ile Met Ala  
        275                 280                 285              
 
 
Tyr Asp Asn Asp Ile Gly Glu Asn Ala Glu Met Asp Tyr Ser Ile Glu  
    290                 295                 300                  
 
 
Glu Asp Asp Ser Gln Thr Phe Asp Ile Ile Thr Asn His Glu Thr Gln  
305                 310                 315                 320  
 
 
Glu Gly Ile Val Ile Leu Lys Lys Lys Val Asn Phe Glu His Gln Asn  
                325                 330                 335      
 
 
His Tyr Gly Ile Arg Ala Lys Val Lys Asn His His Val Asp Glu Gln  
            340                 345                 350          
 
 
Leu Met Lys Tyr His Thr Glu Ala Ser Thr Thr Phe Ile Lys Ile Gln  
        355                 360                 365              
 
 
Val Glu Asp Val Asp Glu Pro Pro Leu Phe Leu Leu Pro Tyr Tyr Ile  
    370                 375                 380                  
 
 
Phe Glu Ile Phe Glu Glu Thr Pro Gln Gly Ser Phe Val Gly Val Val  
385                 390                 395                 400  
 
 
Ser Ala Thr Asp Pro Asp Asn Arg Lys Ser Pro Ile Arg Tyr Ser Ile  
                405                 410                 415      
 
 
Thr Arg Ser Lys Val Phe Asn Ile Asp Asp Asn Gly Thr Ile Thr Thr  
            420                 425                 430          
 
 
Thr Asn Ser Leu Asp Arg Glu Ile Ser Ala Trp Tyr Asn Leu Ser Ile  
        435                 440                 445              
 
 
Thr Ala Thr Glu Lys Tyr Asn Ile Glu Gln Ile Ser Ser Ile Pro Val  
    450                 455                 460                  
 
 



Tyr Val Gln Val Leu Asn Ile Asn Asp His Ala Pro Glu Phe Ser Gln  
465                 470                 475                 480  
 
 
Tyr Tyr Glu Ser Tyr Val Cys Glu Asn Ala Gly Ser Gly Gln Val Ile  
                485                 490                 495      
 
 
Gln Thr Ile Ser Ala Val Asp Arg Asp Glu Ser Ile Glu Glu His His  
            500                 505                 510          
 
 
Phe Tyr Phe Asn Leu Ser Val Glu Asp Thr Asn Ser Ser Ser Phe Thr  
        515                 520                 525              
 
 
Ile Ile Asp Asn Gln Asp Asn Thr Ala Val Ile Leu Thr Asn Arg Thr  
    530                 535                 540                  
 
 
Gly Phe Asn Leu Gln Glu Glu Pro Ile Phe Tyr Ile Ser Ile Leu Ile  
545                 550                 555                 560  
 
 
Ala Asp Asn Gly Ile Pro Ser Leu Thr Ser Thr Asn Thr Leu Thr Ile  
                565                 570                 575      
 
 
His Val Cys Asp Cys Asp Asp Ser Gly Ser Thr Gln Thr Cys Gln Tyr  
            580                 585                 590          
 
 
Gln Glu Leu Met Leu Ser Met Gly Phe Lys Thr Glu Val Ile Ile Ala  
        595                 600                 605              
 
 
Ile Leu Ile Cys Ile Met Val Ile Phe Gly Phe Ile Phe Leu Thr Leu  
    610                 615                 620                  
 
 
Gly Leu Lys Gln Arg Arg Lys Gln Ile Leu Phe Pro Glu Lys Ser Glu  
625                 630                 635                 640  
 
 
Asp Phe Arg Glu Asn Ile Phe Arg Tyr Asp Asp Glu Gly Gly Gly Glu  
                645                 650                 655      
 
 
Glu Asp Thr Glu Ala Phe Asp Val Ala Ala Leu Arg Ser Ser Thr Ile  
            660                 665                 670          
 
 
Met Arg Glu Arg Lys Thr Arg Lys Thr Thr Ser Ala Glu Ile Arg Ser  
        675                 680                 685              
 
 
Leu Tyr Arg Gln Ser Leu Gln Val Gly Pro Asp Ser Ala Ile Phe Arg  
    690                 695                 700                  
 
 
Lys Phe Ile Leu Glu Lys Leu Glu Glu Ala Asp Thr Asp Pro Cys Ala  
705                 710                 715                 720  
 
 



Pro Pro Phe Asp Ser Leu Gln Thr Tyr Ala Phe Glu Gly Thr Gly Ser  
                725                 730                 735      
 
 
Leu Ala Gly Ser Leu Ser Ser Leu Glu Ser Ala Val Ser Asp Gln Asp  
            740                 745                 750          
 
 
Glu Ser Tyr Asp Tyr Leu Asn Glu Leu Gly Pro Arg Phe Lys Arg Leu  
        755                 760                 765              
 
 
Ala Cys Met Phe Gly Ser Ala Val Gln Ser Asn Asn  
    770                 775                 780  
 
 
<210>  1458 
<211>  723 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  caCDH19(1-42)::FLAG::caCDH19(43-770) 
 
<400>  1458 
 
Gln Phe Phe Val Pro Glu Glu Met Asn Lys Thr Asp Tyr His Ile Gly  
1               5                   10                  15       
 
 
Gln Leu Arg Ser Asp Leu Asp Asn Gly Asn Asn Ser Phe Gln Tyr Lys  
            20                  25                  30           
 
 
Leu Leu Gly Ala Gly Ala Gly Ser Ile Phe Val Ile Asp Glu Arg Thr  
        35                  40                  45               
 
 
Gly Asp Ile Tyr Ala Ile Gln Lys Leu Asp Arg Glu Glu Arg Ser Leu  
    50                  55                  60                   
 
 
Tyr Thr Leu Arg Ala Gln Val Ile Asp Ser Thr Thr Gly Arg Ala Val  
65                  70                  75                  80   
 
 
Glu Pro Glu Ser Glu Phe Val Ile Arg Val Ser Asp Ile Asn Asp Asn  
                85                  90                  95       
 
 
Glu Pro Lys Phe Leu Asp Glu Pro Tyr Glu Ala Ile Val Pro Glu Met  
            100                 105                 110          
 
 
Ser Pro Glu Gly Thr Leu Val Ile Gln Val Thr Ala Thr Asp Ala Asp  
        115                 120                 125              
 
 
Asp Pro Ala Ser Gly Asn Asn Ala Arg Leu Leu Tyr Ser Leu Leu Gln  
    130                 135                 140                  
 
 
Gly Gln Pro Tyr Phe Ser Ile Glu Pro Thr Thr Gly Val Ile Arg Ile  
145                 150                 155                 160  



 
 
Ser Ser Lys Met Asp Arg Glu Leu Gln Asp Glu Tyr Trp Val Ile Ile  
                165                 170                 175      
 
 
Gln Ala Lys Asp Met Ile Gly Leu Pro Gly Ala Leu Ser Gly Thr Thr  
            180                 185                 190          
 
 
Ser Val Leu Ile Lys Leu Ser Asp Val Asn Asp Asn Lys Pro Ile Phe  
        195                 200                 205              
 
 
Lys Glu Arg Leu Tyr Arg Leu Thr Val Ser Glu Ser Ala Pro Thr Gly  
    210                 215                 220                  
 
 
Thr Ser Ile Gly Arg Ile Met Ala Tyr Asp Asn Asp Ile Gly Glu Asn  
225                 230                 235                 240  
 
 
Ala Glu Met Asp Tyr Ser Ile Glu Asp Asp Ser Gln Thr Phe Asp Ile  
                245                 250                 255      
 
 
Ile Thr Asn Asn Glu Thr Gln Glu Gly Ile Val Ile Leu Lys Lys Lys  
            260                 265                 270          
 
 
Val Asp Phe Glu His Gln Asn His Tyr Leu Ile Arg Ala Asn Val Lys  
        275                 280                 285              
 
 
Asn Arg His Val Ala Glu His Leu Met Glu Tyr His Val Glu Ala Ser  
    290                 295                 300                  
 
 
Thr Thr Phe Val Arg Val Gln Val Glu Asp Glu Asp Glu Pro Pro Val  
305                 310                 315                 320  
 
 
Phe Leu Leu Pro Tyr Tyr Leu Phe Glu Ile Leu Glu Glu Ser Pro His  
                325                 330                 335      
 
 
Gly Ser Phe Val Gly Met Val Ser Ala Thr Asp Pro Asp Gln Arg Lys  
            340                 345                 350          
 
 
Ser Pro Ile Arg Tyr Ser Ile Thr Arg Ser Lys Val Phe Ser Ile Asp  
        355                 360                 365              
 
 
Asp Asn Gly Thr Ile Ile Thr Thr Asn Pro Leu Asp Arg Glu Ile Ser  
    370                 375                 380                  
 
 
Ala Trp Tyr Asn Leu Ser Ile Thr Ala Thr Glu Lys Tyr Asn Val Gln  
385                 390                 395                 400  
 
 
Gln Ile Ser Ala Val Pro Val Tyr Val Gln Val Leu Asn Ile Asn Asp  
                405                 410                 415      



 
 
His Ala Pro Glu Phe Ser Glu Tyr Tyr Asp Ser Tyr Val Cys Glu Asn  
            420                 425                 430          
 
 
Ala Gly Ser Gly Gln Val Ile Gln Thr Ile Ser Ala Val Asp Arg Asp  
        435                 440                 445              
 
 
Glu Ser Val Glu Asp His His Phe Tyr Phe Asn Leu Ser Val Glu Asp  
    450                 455                 460                  
 
 
Thr Lys Asn Ser Ser Phe Ile Ile Ile Asp Asn Glu Asp Asn Thr Ala  
465                 470                 475                 480  
 
 
Val Ile Leu Thr Asn Arg Thr Gly Phe Ser Leu Gln Glu Glu Pro Val  
                485                 490                 495      
 
 
Phe Tyr Ile Ser Val Leu Ile Ala Asp Asn Gly Ile Pro Ser Leu Thr  
            500                 505                 510          
 
 
Ser Thr Asn Thr Leu Thr Ile His Ile Cys Asp Cys Asp Asp Tyr Gly  
        515                 520                 525              
 
 
Ser Thr Gln Thr Cys Arg Asp Lys Asp Leu Leu Leu Ser Met Gly Phe  
    530                 535                 540                  
 
 
Arg Thr Glu Val Ile Leu Ala Ile Leu Ile Ser Ile Met Ile Ile Phe  
545                 550                 555                 560  
 
 
Gly Phe Ile Phe Leu Ile Leu Gly Leu Lys Gln Arg Arg Lys Pro Thr  
                565                 570                 575      
 
 
Leu Phe Pro Glu Lys Gly Glu Asp Phe Arg Glu Asn Ile Phe Arg Tyr  
            580                 585                 590          
 
 
Asp Asp Glu Gly Gly Gly Glu Glu Asp Thr Glu Ala Phe Asp Ile Val  
        595                 600                 605              
 
 
Gln Leu Arg Ser Ser Thr Ile Met Arg Glu Arg Lys Thr Arg Lys Thr  
    610                 615                 620                  
 
 
Ala Ala Ala Glu Ile Arg Ser Leu Tyr Arg Gln Ser Leu Gln Val Gly  
625                 630                 635                 640  
 
 
Pro Asp Ser Ala Ile Phe Arg Lys Phe Ile Leu Glu Lys Leu Glu Glu  
                645                 650                 655      
 
 
Ala Asn Thr Asp Pro Cys Ala Pro Pro Phe Asp Ser Leu Gln Thr Tyr  
            660                 665                 670          



 
 
Ala Phe Glu Gly Thr Gly Ser Leu Ala Gly Ser Leu Ser Ser Leu Gly  
        675                 680                 685              
 
 
Ser Ala Val Ser Asp Gln Asp Glu Asn Tyr Asp Tyr Leu Asn Glu Leu  
    690                 695                 700                  
 
 
Gly Pro Arg Phe Lys Arg Leu Ala Cys Met Phe Gly Ser Ala Met Gln  
705                 710                 715                 720  
 
 
Ser Asn Asn  
             
 
 
<210>  1459 
<211>  779 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  rhCDH19(1-43):FLAG::rhCDH19(44-141)::caCDH19(141-770) 
 
<400>  1459 
 
Met Asn Cys Tyr Leu Leu Leu Pro Phe Met Leu Gly Ile Pro Leu Leu  
1               5                   10                  15       
 
 
Trp Pro Cys Leu Gly Ala Thr Glu Asn Ser Gln Thr Lys Lys Val Gln  
            20                  25                  30           
 
 
Gln Pro Val Gly Ser His Leu Arg Val Lys Arg Asp Tyr Lys Asp Asp  
        35                  40                  45               
 
 
Asp Asp Lys Gly Trp Val Trp Asn Gln Phe Phe Val Pro Glu Glu Met  
    50                  55                  60                   
 
 
Asn Thr Thr Ser His His Val Gly Arg Leu Arg Ser Asp Leu Asp Asn  
65                  70                  75                  80   
 
 
Gly Asn Asn Ser Phe Gln Tyr Lys Leu Leu Gly Ala Gly Ala Gly Ser  
                85                  90                  95       
 
 
Thr Phe Ile Ile Asp Glu Arg Thr Gly Asp Ile Tyr Ala Ile Glu Lys  
            100                 105                 110          
 
 
Leu Asp Arg Glu Glu Arg Ser Leu Tyr Ile Leu Arg Ala Gln Val Ile  
        115                 120                 125              
 
 
Asp Ile Thr Thr Gly Arg Ala Val Glu Pro Glu Ser Glu Phe Val Ile  
    130                 135                 140                  
 
 



Lys Val Ser Asp Ile Asn Asp Asn Glu Pro Lys Phe Leu Asp Glu Pro  
145                 150                 155                 160  
 
 
Tyr Glu Ala Ile Val Pro Glu Met Ser Pro Glu Gly Thr Leu Val Ile  
                165                 170                 175      
 
 
Gln Val Thr Ala Thr Asp Ala Asp Asp Pro Ala Ser Gly Asn Asn Ala  
            180                 185                 190          
 
 
Arg Leu Leu Tyr Ser Leu Leu Gln Gly Gln Pro Tyr Phe Ser Ile Glu  
        195                 200                 205              
 
 
Pro Thr Thr Gly Val Ile Arg Ile Ser Ser Lys Met Asp Arg Glu Leu  
    210                 215                 220                  
 
 
Gln Asp Glu Tyr Trp Val Ile Ile Gln Ala Lys Asp Met Ile Gly Leu  
225                 230                 235                 240  
 
 
Pro Gly Ala Leu Ser Gly Thr Thr Ser Val Leu Ile Lys Leu Ser Asp  
                245                 250                 255      
 
 
Val Asn Asp Asn Lys Pro Ile Phe Lys Glu Arg Leu Tyr Arg Leu Thr  
            260                 265                 270          
 
 
Val Ser Glu Ser Ala Pro Thr Gly Thr Ser Ile Gly Arg Ile Met Ala  
        275                 280                 285              
 
 
Tyr Asp Asn Asp Ile Gly Glu Asn Ala Glu Met Asp Tyr Ser Ile Glu  
    290                 295                 300                  
 
 
Asp Asp Ser Gln Thr Phe Asp Ile Ile Thr Asn Asn Glu Thr Gln Glu  
305                 310                 315                 320  
 
 
Gly Ile Val Ile Leu Lys Lys Lys Val Asp Phe Glu His Gln Asn His  
                325                 330                 335      
 
 
Tyr Leu Ile Arg Ala Asn Val Lys Asn Arg His Val Ala Glu His Leu  
            340                 345                 350          
 
 
Met Glu Tyr His Val Glu Ala Ser Thr Thr Phe Val Arg Val Gln Val  
        355                 360                 365              
 
 
Glu Asp Glu Asp Glu Pro Pro Val Phe Leu Leu Pro Tyr Tyr Leu Phe  
    370                 375                 380                  
 
 
Glu Ile Leu Glu Glu Ser Pro His Gly Ser Phe Val Gly Met Val Ser  
385                 390                 395                 400  
 
 



Ala Thr Asp Pro Asp Gln Arg Lys Ser Pro Ile Arg Tyr Ser Ile Thr  
                405                 410                 415      
 
 
Arg Ser Lys Val Phe Ser Ile Asp Asp Asn Gly Thr Ile Ile Thr Thr  
            420                 425                 430          
 
 
Asn Pro Leu Asp Arg Glu Ile Ser Ala Trp Tyr Asn Leu Ser Ile Thr  
        435                 440                 445              
 
 
Ala Thr Glu Lys Tyr Asn Val Gln Gln Ile Ser Ala Val Pro Val Tyr  
    450                 455                 460                  
 
 
Val Gln Val Leu Asn Ile Asn Asp His Ala Pro Glu Phe Ser Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Asp Ser Tyr Val Cys Glu Asn Ala Gly Ser Gly Gln Val Ile Gln  
                485                 490                 495      
 
 
Thr Ile Ser Ala Val Asp Arg Asp Glu Ser Val Glu Asp His His Phe  
            500                 505                 510          
 
 
Tyr Phe Asn Leu Ser Val Glu Asp Thr Lys Asn Ser Ser Phe Ile Ile  
        515                 520                 525              
 
 
Ile Asp Asn Glu Asp Asn Thr Ala Val Ile Leu Thr Asn Arg Thr Gly  
    530                 535                 540                  
 
 
Phe Ser Leu Gln Glu Glu Pro Val Phe Tyr Ile Ser Val Leu Ile Ala  
545                 550                 555                 560  
 
 
Asp Asn Gly Ile Pro Ser Leu Thr Ser Thr Asn Thr Leu Thr Ile His  
                565                 570                 575      
 
 
Ile Cys Asp Cys Asp Asp Tyr Gly Ser Thr Gln Thr Cys Arg Asp Lys  
            580                 585                 590          
 
 
Asp Leu Leu Leu Ser Met Gly Phe Arg Thr Glu Val Ile Leu Ala Ile  
        595                 600                 605              
 
 
Leu Ile Ser Ile Met Ile Ile Phe Gly Phe Ile Phe Leu Ile Leu Gly  
    610                 615                 620                  
 
 
Leu Lys Gln Arg Arg Lys Pro Thr Leu Phe Pro Glu Lys Gly Glu Asp  
625                 630                 635                 640  
 
 
Phe Arg Glu Asn Ile Phe Arg Tyr Asp Asp Glu Gly Gly Gly Glu Glu  
                645                 650                 655      
 
 



Asp Thr Glu Ala Phe Asp Ile Val Gln Leu Arg Ser Ser Thr Ile Met  
            660                 665                 670          
 
 
Arg Glu Arg Lys Thr Arg Lys Thr Ala Ala Ala Glu Ile Arg Ser Leu  
        675                 680                 685              
 
 
Tyr Arg Gln Ser Leu Gln Val Gly Pro Asp Ser Ala Ile Phe Arg Lys  
    690                 695                 700                  
 
 
Phe Ile Leu Glu Lys Leu Glu Glu Ala Asn Thr Asp Pro Cys Ala Pro  
705                 710                 715                 720  
 
 
Pro Phe Asp Ser Leu Gln Thr Tyr Ala Phe Glu Gly Thr Gly Ser Leu  
                725                 730                 735      
 
 
Ala Gly Ser Leu Ser Ser Leu Gly Ser Ala Val Ser Asp Gln Asp Glu  
            740                 745                 750          
 
 
Asn Tyr Asp Tyr Leu Asn Glu Leu Gly Pro Arg Phe Lys Arg Leu Ala  
        755                 760                 765              
 
 
Cys Met Phe Gly Ser Ala Met Gln Ser Asn Asn  
    770                 775                  
 
 
<210>  1460 
<211>  779 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  rhCDH19(1-43)::FLAG::rhCDH19(44-65)::caCDH19(65-770) 
 
<400>  1460 
 
Met Asn Cys Tyr Leu Leu Leu Pro Phe Met Leu Gly Ile Pro Leu Leu  
1               5                   10                  15       
 
 
Trp Pro Cys Leu Gly Ala Thr Glu Asn Ser Gln Thr Lys Lys Val Gln  
            20                  25                  30           
 
 
Gln Pro Val Gly Ser His Leu Arg Val Lys Arg Asp Tyr Lys Asp Asp  
        35                  40                  45               
 
 
Asp Asp Lys Gly Trp Val Trp Asn Gln Phe Phe Val Pro Glu Glu Met  
    50                  55                  60                   
 
 
Asn Thr Thr Ser His His Val Gly Arg Leu Arg Ser Asp Leu Asp Asn  
65                  70                  75                  80   
 
 
Gly Asn Asn Ser Phe Gln Tyr Lys Leu Leu Gly Ala Gly Ala Gly Ser  
                85                  90                  95       



 
 
Ile Phe Val Ile Asp Glu Arg Thr Gly Asp Ile Tyr Ala Ile Gln Lys  
            100                 105                 110          
 
 
Leu Asp Arg Glu Glu Arg Ser Leu Tyr Thr Leu Arg Ala Gln Val Ile  
        115                 120                 125              
 
 
Asp Ser Thr Thr Gly Arg Ala Val Glu Pro Glu Ser Glu Phe Val Ile  
    130                 135                 140                  
 
 
Arg Val Ser Asp Ile Asn Asp Asn Glu Pro Lys Phe Leu Asp Glu Pro  
145                 150                 155                 160  
 
 
Tyr Glu Ala Ile Val Pro Glu Met Ser Pro Glu Gly Thr Leu Val Ile  
                165                 170                 175      
 
 
Gln Val Thr Ala Thr Asp Ala Asp Asp Pro Ala Ser Gly Asn Asn Ala  
            180                 185                 190          
 
 
Arg Leu Leu Tyr Ser Leu Leu Gln Gly Gln Pro Tyr Phe Ser Ile Glu  
        195                 200                 205              
 
 
Pro Thr Thr Gly Val Ile Arg Ile Ser Ser Lys Met Asp Arg Glu Leu  
    210                 215                 220                  
 
 
Gln Asp Glu Tyr Trp Val Ile Ile Gln Ala Lys Asp Met Ile Gly Leu  
225                 230                 235                 240  
 
 
Pro Gly Ala Leu Ser Gly Thr Thr Ser Val Leu Ile Lys Leu Ser Asp  
                245                 250                 255      
 
 
Val Asn Asp Asn Lys Pro Ile Phe Lys Glu Arg Leu Tyr Arg Leu Thr  
            260                 265                 270          
 
 
Val Ser Glu Ser Ala Pro Thr Gly Thr Ser Ile Gly Arg Ile Met Ala  
        275                 280                 285              
 
 
Tyr Asp Asn Asp Ile Gly Glu Asn Ala Glu Met Asp Tyr Ser Ile Glu  
    290                 295                 300                  
 
 
Asp Asp Ser Gln Thr Phe Asp Ile Ile Thr Asn Asn Glu Thr Gln Glu  
305                 310                 315                 320  
 
 
Gly Ile Val Ile Leu Lys Lys Lys Val Asp Phe Glu His Gln Asn His  
                325                 330                 335      
 
 
Tyr Leu Ile Arg Ala Asn Val Lys Asn Arg His Val Ala Glu His Leu  
            340                 345                 350          



 
 
Met Glu Tyr His Val Glu Ala Ser Thr Thr Phe Val Arg Val Gln Val  
        355                 360                 365              
 
 
Glu Asp Glu Asp Glu Pro Pro Val Phe Leu Leu Pro Tyr Tyr Leu Phe  
    370                 375                 380                  
 
 
Glu Ile Leu Glu Glu Ser Pro His Gly Ser Phe Val Gly Met Val Ser  
385                 390                 395                 400  
 
 
Ala Thr Asp Pro Asp Gln Arg Lys Ser Pro Ile Arg Tyr Ser Ile Thr  
                405                 410                 415      
 
 
Arg Ser Lys Val Phe Ser Ile Asp Asp Asn Gly Thr Ile Ile Thr Thr  
            420                 425                 430          
 
 
Asn Pro Leu Asp Arg Glu Ile Ser Ala Trp Tyr Asn Leu Ser Ile Thr  
        435                 440                 445              
 
 
Ala Thr Glu Lys Tyr Asn Val Gln Gln Ile Ser Ala Val Pro Val Tyr  
    450                 455                 460                  
 
 
Val Gln Val Leu Asn Ile Asn Asp His Ala Pro Glu Phe Ser Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Asp Ser Tyr Val Cys Glu Asn Ala Gly Ser Gly Gln Val Ile Gln  
                485                 490                 495      
 
 
Thr Ile Ser Ala Val Asp Arg Asp Glu Ser Val Glu Asp His His Phe  
            500                 505                 510          
 
 
Tyr Phe Asn Leu Ser Val Glu Asp Thr Lys Asn Ser Ser Phe Ile Ile  
        515                 520                 525              
 
 
Ile Asp Asn Glu Asp Asn Thr Ala Val Ile Leu Thr Asn Arg Thr Gly  
    530                 535                 540                  
 
 
Phe Ser Leu Gln Glu Glu Pro Val Phe Tyr Ile Ser Val Leu Ile Ala  
545                 550                 555                 560  
 
 
Asp Asn Gly Ile Pro Ser Leu Thr Ser Thr Asn Thr Leu Thr Ile His  
                565                 570                 575      
 
 
Ile Cys Asp Cys Asp Asp Tyr Gly Ser Thr Gln Thr Cys Arg Asp Lys  
            580                 585                 590          
 
 
Asp Leu Leu Leu Ser Met Gly Phe Arg Thr Glu Val Ile Leu Ala Ile  
        595                 600                 605              



 
 
Leu Ile Ser Ile Met Ile Ile Phe Gly Phe Ile Phe Leu Ile Leu Gly  
    610                 615                 620                  
 
 
Leu Lys Gln Arg Arg Lys Pro Thr Leu Phe Pro Glu Lys Gly Glu Asp  
625                 630                 635                 640  
 
 
Phe Arg Glu Asn Ile Phe Arg Tyr Asp Asp Glu Gly Gly Gly Glu Glu  
                645                 650                 655      
 
 
Asp Thr Glu Ala Phe Asp Ile Val Gln Leu Arg Ser Ser Thr Ile Met  
            660                 665                 670          
 
 
Arg Glu Arg Lys Thr Arg Lys Thr Ala Ala Ala Glu Ile Arg Ser Leu  
        675                 680                 685              
 
 
Tyr Arg Gln Ser Leu Gln Val Gly Pro Asp Ser Ala Ile Phe Arg Lys  
    690                 695                 700                  
 
 
Phe Ile Leu Glu Lys Leu Glu Glu Ala Asn Thr Asp Pro Cys Ala Pro  
705                 710                 715                 720  
 
 
Pro Phe Asp Ser Leu Gln Thr Tyr Ala Phe Glu Gly Thr Gly Ser Leu  
                725                 730                 735      
 
 
Ala Gly Ser Leu Ser Ser Leu Gly Ser Ala Val Ser Asp Gln Asp Glu  
            740                 745                 750          
 
 
Asn Tyr Asp Tyr Leu Asn Glu Leu Gly Pro Arg Phe Lys Arg Leu Ala  
        755                 760                 765              
 
 
Cys Met Phe Gly Ser Ala Met Gln Ser Asn Asn  
    770                 775                  
 
 
<210>  1461 
<211>  778 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  caCDH19(1-43)::FLAG::caCDH19(44-87)::rhCDH19(89-114)::caCDH19(115 
       -770) 
 
<400>  1461 
 
Met Asn Tyr Cys Phe Leu Leu Pro Leu Met Leu Gly Ile Pro Leu Ile  
1               5                   10                  15       
 
 
Trp Pro Cys Phe Thr Ala Ser Glu Ser Ser Lys Thr Glu Val Lys His  
            20                  25                  30           
 



 
Gln Ala Gly Ser His Leu Arg Val Lys Arg Asp Tyr Lys Asp Asp Asp  
        35                  40                  45               
 
 
Asp Lys Gly Trp Met Trp Asn Gln Phe Phe Val Pro Glu Glu Met Asn  
    50                  55                  60                   
 
 
Lys Thr Asp Tyr His Ile Gly Gln Leu Arg Ser Asp Leu Asp Asn Gly  
65                  70                  75                  80   
 
 
Asn Asn Ser Phe Gln Tyr Lys Leu Leu Gly Ala Gly Ala Gly Ser Thr  
                85                  90                  95       
 
 
Phe Ile Ile Asp Glu Arg Thr Gly Asp Ile Tyr Ala Ile Glu Lys Leu  
            100                 105                 110          
 
 
Asp Arg Glu Glu Arg Ser Leu Tyr Ile Leu Arg Ala Gln Val Ile Asp  
        115                 120                 125              
 
 
Ser Thr Thr Gly Arg Ala Val Glu Pro Glu Ser Glu Phe Val Ile Arg  
    130                 135                 140                  
 
 
Val Ser Asp Ile Asn Asp Asn Glu Pro Lys Phe Leu Asp Glu Pro Tyr  
145                 150                 155                 160  
 
 
Glu Ala Ile Val Pro Glu Met Ser Pro Glu Gly Thr Leu Val Ile Gln  
                165                 170                 175      
 
 
Val Thr Ala Thr Asp Ala Asp Asp Pro Ala Ser Gly Asn Asn Ala Arg  
            180                 185                 190          
 
 
Leu Leu Tyr Ser Leu Leu Gln Gly Gln Pro Tyr Phe Ser Ile Glu Pro  
        195                 200                 205              
 
 
Thr Thr Gly Val Ile Arg Ile Ser Ser Lys Met Asp Arg Glu Leu Gln  
    210                 215                 220                  
 
 
Asp Glu Tyr Trp Val Ile Ile Gln Ala Lys Asp Met Ile Gly Leu Pro  
225                 230                 235                 240  
 
 
Gly Ala Leu Ser Gly Thr Thr Ser Val Leu Ile Lys Leu Ser Asp Val  
                245                 250                 255      
 
 
Asn Asp Asn Lys Pro Ile Phe Lys Glu Arg Leu Tyr Arg Leu Thr Val  
            260                 265                 270          
 
 
Ser Glu Ser Ala Pro Thr Gly Thr Ser Ile Gly Arg Ile Met Ala Tyr  
        275                 280                 285              
 



 
Asp Asn Asp Ile Gly Glu Asn Ala Glu Met Asp Tyr Ser Ile Glu Asp  
    290                 295                 300                  
 
 
Asp Ser Gln Thr Phe Asp Ile Ile Thr Asn Asn Glu Thr Gln Glu Gly  
305                 310                 315                 320  
 
 
Ile Val Ile Leu Lys Lys Lys Val Asp Phe Glu His Gln Asn His Tyr  
                325                 330                 335      
 
 
Leu Ile Arg Ala Asn Val Lys Asn Arg His Val Ala Glu His Leu Met  
            340                 345                 350          
 
 
Glu Tyr His Val Glu Ala Ser Thr Thr Phe Val Arg Val Gln Val Glu  
        355                 360                 365              
 
 
Asp Glu Asp Glu Pro Pro Val Phe Leu Leu Pro Tyr Tyr Leu Phe Glu  
    370                 375                 380                  
 
 
Ile Leu Glu Glu Ser Pro His Gly Ser Phe Val Gly Met Val Ser Ala  
385                 390                 395                 400  
 
 
Thr Asp Pro Asp Gln Arg Lys Ser Pro Ile Arg Tyr Ser Ile Thr Arg  
                405                 410                 415      
 
 
Ser Lys Val Phe Ser Ile Asp Asp Asn Gly Thr Ile Ile Thr Thr Asn  
            420                 425                 430          
 
 
Pro Leu Asp Arg Glu Ile Ser Ala Trp Tyr Asn Leu Ser Ile Thr Ala  
        435                 440                 445              
 
 
Thr Glu Lys Tyr Asn Val Gln Gln Ile Ser Ala Val Pro Val Tyr Val  
    450                 455                 460                  
 
 
Gln Val Leu Asn Ile Asn Asp His Ala Pro Glu Phe Ser Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Asp Ser Tyr Val Cys Glu Asn Ala Gly Ser Gly Gln Val Ile Gln Thr  
                485                 490                 495      
 
 
Ile Ser Ala Val Asp Arg Asp Glu Ser Val Glu Asp His His Phe Tyr  
            500                 505                 510          
 
 
Phe Asn Leu Ser Val Glu Asp Thr Lys Asn Ser Ser Phe Ile Ile Ile  
        515                 520                 525              
 
 
Asp Asn Glu Asp Asn Thr Ala Val Ile Leu Thr Asn Arg Thr Gly Phe  
    530                 535                 540                  
 



 
Ser Leu Gln Glu Glu Pro Val Phe Tyr Ile Ser Val Leu Ile Ala Asp  
545                 550                 555                 560  
 
 
Asn Gly Ile Pro Ser Leu Thr Ser Thr Asn Thr Leu Thr Ile His Ile  
                565                 570                 575      
 
 
Cys Asp Cys Asp Asp Tyr Gly Ser Thr Gln Thr Cys Arg Asp Lys Asp  
            580                 585                 590          
 
 
Leu Leu Leu Ser Met Gly Phe Arg Thr Glu Val Ile Leu Ala Ile Leu  
        595                 600                 605              
 
 
Ile Ser Ile Met Ile Ile Phe Gly Phe Ile Phe Leu Ile Leu Gly Leu  
    610                 615                 620                  
 
 
Lys Gln Arg Arg Lys Pro Thr Leu Phe Pro Glu Lys Gly Glu Asp Phe  
625                 630                 635                 640  
 
 
Arg Glu Asn Ile Phe Arg Tyr Asp Asp Glu Gly Gly Gly Glu Glu Asp  
                645                 650                 655      
 
 
Thr Glu Ala Phe Asp Ile Val Gln Leu Arg Ser Ser Thr Ile Met Arg  
            660                 665                 670          
 
 
Glu Arg Lys Thr Arg Lys Thr Ala Ala Ala Glu Ile Arg Ser Leu Tyr  
        675                 680                 685              
 
 
Arg Gln Ser Leu Gln Val Gly Pro Asp Ser Ala Ile Phe Arg Lys Phe  
    690                 695                 700                  
 
 
Ile Leu Glu Lys Leu Glu Glu Ala Asn Thr Asp Pro Cys Ala Pro Pro  
705                 710                 715                 720  
 
 
Phe Asp Ser Leu Gln Thr Tyr Ala Phe Glu Gly Thr Gly Ser Leu Ala  
                725                 730                 735      
 
 
Gly Ser Leu Ser Ser Leu Gly Ser Ala Val Ser Asp Gln Asp Glu Asn  
            740                 745                 750          
 
 
Tyr Asp Tyr Leu Asn Glu Leu Gly Pro Arg Phe Lys Arg Leu Ala Cys  
        755                 760                 765              
 
 
Met Phe Gly Ser Ala Met Gln Ser Asn Asn  
    770                 775              
 
 
<210>  1462 
<211>  778 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  caCDH19(1-43)::FLAG::caCDH19(44-120)::rhCDH19(122-137)::caCDH19(1 
       37-770) 
 
<400>  1462 
 
Met Asn Tyr Cys Phe Leu Leu Pro Leu Met Leu Gly Ile Pro Leu Ile  
1               5                   10                  15       
 
 
Trp Pro Cys Phe Thr Ala Ser Glu Ser Ser Lys Thr Glu Val Lys His  
            20                  25                  30           
 
 
Gln Ala Gly Ser His Leu Arg Val Lys Arg Asp Tyr Lys Asp Asp Asp  
        35                  40                  45               
 
 
Asp Lys Gly Trp Met Trp Asn Gln Phe Phe Val Pro Glu Glu Met Asn  
    50                  55                  60                   
 
 
Lys Thr Asp Tyr His Ile Gly Gln Leu Arg Ser Asp Leu Asp Asn Gly  
65                  70                  75                  80   
 
 
Asn Asn Ser Phe Gln Tyr Lys Leu Leu Gly Ala Gly Ala Gly Ser Ile  
                85                  90                  95       
 
 
Phe Val Ile Asp Glu Arg Thr Gly Asp Ile Tyr Ala Ile Gln Lys Leu  
            100                 105                 110          
 
 
Asp Arg Glu Glu Arg Ser Leu Tyr Thr Leu Arg Ala Gln Val Ile Asp  
        115                 120                 125              
 
 
Ile Thr Thr Gly Arg Ala Val Glu Pro Glu Ser Glu Phe Val Ile Lys  
    130                 135                 140                  
 
 
Val Ser Asp Ile Asn Asp Asn Glu Pro Lys Phe Leu Asp Glu Pro Tyr  
145                 150                 155                 160  
 
 
Glu Ala Ile Val Pro Glu Met Ser Pro Glu Gly Thr Leu Val Ile Gln  
                165                 170                 175      
 
 
Val Thr Ala Thr Asp Ala Asp Asp Pro Ala Ser Gly Asn Asn Ala Arg  
            180                 185                 190          
 
 
Leu Leu Tyr Ser Leu Leu Gln Gly Gln Pro Tyr Phe Ser Ile Glu Pro  
        195                 200                 205              
 
 
Thr Thr Gly Val Ile Arg Ile Ser Ser Lys Met Asp Arg Glu Leu Gln  
    210                 215                 220                  
 
 



Asp Glu Tyr Trp Val Ile Ile Gln Ala Lys Asp Met Ile Gly Leu Pro  
225                 230                 235                 240  
 
 
Gly Ala Leu Ser Gly Thr Thr Ser Val Leu Ile Lys Leu Ser Asp Val  
                245                 250                 255      
 
 
Asn Asp Asn Lys Pro Ile Phe Lys Glu Arg Leu Tyr Arg Leu Thr Val  
            260                 265                 270          
 
 
Ser Glu Ser Ala Pro Thr Gly Thr Ser Ile Gly Arg Ile Met Ala Tyr  
        275                 280                 285              
 
 
Asp Asn Asp Ile Gly Glu Asn Ala Glu Met Asp Tyr Ser Ile Glu Asp  
    290                 295                 300                  
 
 
Asp Ser Gln Thr Phe Asp Ile Ile Thr Asn Asn Glu Thr Gln Glu Gly  
305                 310                 315                 320  
 
 
Ile Val Ile Leu Lys Lys Lys Val Asp Phe Glu His Gln Asn His Tyr  
                325                 330                 335      
 
 
Leu Ile Arg Ala Asn Val Lys Asn Arg His Val Ala Glu His Leu Met  
            340                 345                 350          
 
 
Glu Tyr His Val Glu Ala Ser Thr Thr Phe Val Arg Val Gln Val Glu  
        355                 360                 365              
 
 
Asp Glu Asp Glu Pro Pro Val Phe Leu Leu Pro Tyr Tyr Leu Phe Glu  
    370                 375                 380                  
 
 
Ile Leu Glu Glu Ser Pro His Gly Ser Phe Val Gly Met Val Ser Ala  
385                 390                 395                 400  
 
 
Thr Asp Pro Asp Gln Arg Lys Ser Pro Ile Arg Tyr Ser Ile Thr Arg  
                405                 410                 415      
 
 
Ser Lys Val Phe Ser Ile Asp Asp Asn Gly Thr Ile Ile Thr Thr Asn  
            420                 425                 430          
 
 
Pro Leu Asp Arg Glu Ile Ser Ala Trp Tyr Asn Leu Ser Ile Thr Ala  
        435                 440                 445              
 
 
Thr Glu Lys Tyr Asn Val Gln Gln Ile Ser Ala Val Pro Val Tyr Val  
    450                 455                 460                  
 
 
Gln Val Leu Asn Ile Asn Asp His Ala Pro Glu Phe Ser Glu Tyr Tyr  
465                 470                 475                 480  
 
 



Asp Ser Tyr Val Cys Glu Asn Ala Gly Ser Gly Gln Val Ile Gln Thr  
                485                 490                 495      
 
 
Ile Ser Ala Val Asp Arg Asp Glu Ser Val Glu Asp His His Phe Tyr  
            500                 505                 510          
 
 
Phe Asn Leu Ser Val Glu Asp Thr Lys Asn Ser Ser Phe Ile Ile Ile  
        515                 520                 525              
 
 
Asp Asn Glu Asp Asn Thr Ala Val Ile Leu Thr Asn Arg Thr Gly Phe  
    530                 535                 540                  
 
 
Ser Leu Gln Glu Glu Pro Val Phe Tyr Ile Ser Val Leu Ile Ala Asp  
545                 550                 555                 560  
 
 
Asn Gly Ile Pro Ser Leu Thr Ser Thr Asn Thr Leu Thr Ile His Ile  
                565                 570                 575      
 
 
Cys Asp Cys Asp Asp Tyr Gly Ser Thr Gln Thr Cys Arg Asp Lys Asp  
            580                 585                 590          
 
 
Leu Leu Leu Ser Met Gly Phe Arg Thr Glu Val Ile Leu Ala Ile Leu  
        595                 600                 605              
 
 
Ile Ser Ile Met Ile Ile Phe Gly Phe Ile Phe Leu Ile Leu Gly Leu  
    610                 615                 620                  
 
 
Lys Gln Arg Arg Lys Pro Thr Leu Phe Pro Glu Lys Gly Glu Asp Phe  
625                 630                 635                 640  
 
 
Arg Glu Asn Ile Phe Arg Tyr Asp Asp Glu Gly Gly Gly Glu Glu Asp  
                645                 650                 655      
 
 
Thr Glu Ala Phe Asp Ile Val Gln Leu Arg Ser Ser Thr Ile Met Arg  
            660                 665                 670          
 
 
Glu Arg Lys Thr Arg Lys Thr Ala Ala Ala Glu Ile Arg Ser Leu Tyr  
        675                 680                 685              
 
 
Arg Gln Ser Leu Gln Val Gly Pro Asp Ser Ala Ile Phe Arg Lys Phe  
    690                 695                 700                  
 
 
Ile Leu Glu Lys Leu Glu Glu Ala Asn Thr Asp Pro Cys Ala Pro Pro  
705                 710                 715                 720  
 
 
Phe Asp Ser Leu Gln Thr Tyr Ala Phe Glu Gly Thr Gly Ser Leu Ala  
                725                 730                 735      
 
 



Gly Ser Leu Ser Ser Leu Gly Ser Ala Val Ser Asp Gln Asp Glu Asn  
            740                 745                 750          
 
 
Tyr Asp Tyr Leu Asn Glu Leu Gly Pro Arg Phe Lys Arg Leu Ala Cys  
        755                 760                 765              
 
 
Met Phe Gly Ser Ala Met Gln Ser Asn Asn  
    770                 775              
 
 
<210>  1463 
<211>  780 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  rhCDH19(1-43)::FLAG::rhCDH19(44-141)::raCDH19(140-247)::rhCDH19(2 
       50-772) 
 
<400>  1463 
 
Met Asn Cys Tyr Leu Leu Leu Pro Phe Met Leu Gly Ile Pro Leu Leu  
1               5                   10                  15       
 
 
Trp Pro Cys Leu Gly Ala Thr Glu Asn Ser Gln Thr Lys Lys Val Gln  
            20                  25                  30           
 
 
Gln Pro Val Gly Ser His Leu Arg Val Lys Arg Asp Tyr Lys Asp Asp  
        35                  40                  45               
 
 
Asp Asp Lys Gly Trp Val Trp Asn Gln Phe Phe Val Pro Glu Glu Met  
    50                  55                  60                   
 
 
Asn Thr Thr Ser His His Val Gly Arg Leu Arg Ser Asp Leu Asp Asn  
65                  70                  75                  80   
 
 
Gly Asn Asn Ser Phe Gln Tyr Lys Leu Leu Gly Ala Gly Ala Gly Ser  
                85                  90                  95       
 
 
Thr Phe Ile Ile Asp Glu Arg Thr Gly Asp Ile Tyr Ala Ile Glu Lys  
            100                 105                 110          
 
 
Leu Asp Arg Glu Glu Arg Ser Leu Tyr Ile Leu Arg Ala Gln Val Ile  
        115                 120                 125              
 
 
Asp Ile Thr Thr Gly Arg Ala Val Glu Pro Glu Ser Glu Phe Val Ile  
    130                 135                 140                  
 
 
Lys Val Ser Asp Ile Asn Asp Asn Glu Pro Arg Phe Leu Asp Glu Pro  
145                 150                 155                 160  
 
 
Tyr Glu Ala Ile Val Pro Glu Met Ser Pro Glu Gly Thr Phe Val Ile  



                165                 170                 175      
 
 
Lys Val Thr Ala Asn Asp Ala Asp Asp Pro Thr Ser Gly Tyr His Ala  
            180                 185                 190          
 
 
Arg Ile Leu Tyr Asn Leu Glu Gln Gly Gln Pro Tyr Phe Ser Val Glu  
        195                 200                 205              
 
 
Pro Thr Thr Gly Val Ile Arg Ile Ser Ser Lys Met Asp Arg Glu Leu  
    210                 215                 220                  
 
 
Gln Asp Thr Tyr Cys Val Ile Ile Gln Ala Lys Asp Met Leu Gly Gln  
225                 230                 235                 240  
 
 
Pro Gly Ala Leu Ser Gly Thr Thr Thr Ile Ser Ile Lys Leu Ser Asp  
                245                 250                 255      
 
 
Ile Asn Asp Asn Lys Pro Ile Phe Lys Glu Ser Leu Tyr Arg Leu Thr  
            260                 265                 270          
 
 
Val Ser Glu Ser Ala Pro Thr Gly Thr Ser Ile Gly Thr Ile Met Ala  
        275                 280                 285              
 
 
Tyr Asp Asn Asp Ile Gly Glu Asn Ala Glu Met Asp Tyr Ser Ile Glu  
    290                 295                 300                  
 
 
Glu Asp Asp Ser Gln Thr Phe Asp Ile Ile Thr Asn His Glu Thr Gln  
305                 310                 315                 320  
 
 
Glu Gly Ile Val Ile Leu Lys Lys Lys Val Asn Phe Glu His Gln Asn  
                325                 330                 335      
 
 
His Tyr Gly Ile Arg Ala Lys Val Lys Asn His His Val Asp Glu Gln  
            340                 345                 350          
 
 
Leu Met Lys Tyr His Thr Glu Ala Ser Thr Thr Phe Ile Lys Ile Gln  
        355                 360                 365              
 
 
Val Glu Asp Val Asp Glu Pro Pro Leu Phe Leu Leu Pro Tyr Tyr Ile  
    370                 375                 380                  
 
 
Phe Glu Ile Phe Glu Glu Thr Pro Gln Gly Ser Phe Val Gly Val Val  
385                 390                 395                 400  
 
 
Ser Ala Thr Asp Pro Asp Asn Arg Lys Ser Pro Ile Arg Tyr Ser Ile  
                405                 410                 415      
 
 
Thr Arg Ser Lys Val Phe Asn Ile Asp Asp Asn Gly Thr Ile Thr Thr  



            420                 425                 430          
 
 
Thr Asn Ser Leu Asp Arg Glu Ile Ser Ala Trp Tyr Asn Leu Ser Ile  
        435                 440                 445              
 
 
Thr Ala Thr Glu Lys Tyr Asn Ile Glu Gln Ile Ser Ser Ile Pro Val  
    450                 455                 460                  
 
 
Tyr Val Gln Val Leu Asn Ile Asn Asp His Ala Pro Glu Phe Ser Gln  
465                 470                 475                 480  
 
 
Tyr Tyr Glu Ser Tyr Val Cys Glu Asn Ala Gly Ser Gly Gln Val Ile  
                485                 490                 495      
 
 
Gln Thr Ile Ser Ala Val Asp Arg Asp Glu Ser Ile Glu Glu His His  
            500                 505                 510          
 
 
Phe Tyr Phe Asn Leu Ser Val Glu Asp Thr Asn Ser Ser Ser Phe Thr  
        515                 520                 525              
 
 
Ile Ile Asp Asn Gln Asp Asn Thr Ala Val Ile Leu Thr Asn Arg Thr  
    530                 535                 540                  
 
 
Gly Phe Asn Leu Gln Glu Glu Pro Ile Phe Tyr Ile Ser Ile Leu Ile  
545                 550                 555                 560  
 
 
Ala Asp Asn Gly Ile Pro Ser Leu Thr Ser Thr Asn Thr Leu Thr Ile  
                565                 570                 575      
 
 
His Val Cys Asp Cys Asp Asp Ser Gly Ser Thr Gln Thr Cys Gln Tyr  
            580                 585                 590          
 
 
Gln Glu Leu Met Leu Ser Met Gly Phe Lys Thr Glu Val Ile Ile Ala  
        595                 600                 605              
 
 
Ile Leu Ile Cys Ile Met Val Ile Phe Gly Phe Ile Phe Leu Thr Leu  
    610                 615                 620                  
 
 
Gly Leu Lys Gln Arg Arg Lys Gln Ile Leu Phe Pro Glu Lys Ser Glu  
625                 630                 635                 640  
 
 
Asp Phe Arg Glu Asn Ile Phe Arg Tyr Asp Asp Glu Gly Gly Gly Glu  
                645                 650                 655      
 
 
Glu Asp Thr Glu Ala Phe Asp Val Ala Ala Leu Arg Ser Ser Thr Ile  
            660                 665                 670          
 
 
Met Arg Glu Arg Lys Thr Arg Lys Thr Thr Ser Ala Glu Ile Arg Ser  



        675                 680                 685              
 
 
Leu Tyr Arg Gln Ser Leu Gln Val Gly Pro Asp Ser Ala Ile Phe Arg  
    690                 695                 700                  
 
 
Lys Phe Ile Leu Glu Lys Leu Glu Glu Ala Asp Thr Asp Pro Cys Ala  
705                 710                 715                 720  
 
 
Pro Pro Phe Asp Ser Leu Gln Thr Tyr Ala Phe Glu Gly Thr Gly Ser  
                725                 730                 735      
 
 
Leu Ala Gly Ser Leu Ser Ser Leu Glu Ser Ala Val Ser Asp Gln Asp  
            740                 745                 750          
 
 
Glu Ser Tyr Asp Tyr Leu Asn Glu Leu Gly Pro Arg Phe Lys Arg Leu  
        755                 760                 765              
 
 
Ala Cys Met Phe Gly Ser Ala Val Gln Ser Asn Asn  
    770                 775                 780  
 
 
<210>  1464 
<211>  778 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  raCDH19(1-43)::FLAG::raCDH19(44-770) 
 
<400>  1464 
 
Met Asn His Tyr Phe Leu Lys Tyr Trp Ile Leu Met Val Pro Leu Ile  
1               5                   10                  15       
 
 
Trp Pro Cys Leu Lys Val Ala Glu Thr Leu Lys Ile Glu Lys Ala Gln  
            20                  25                  30           
 
 
Arg Ala Val Pro Ser Leu Gly Arg Ala Lys Arg Asp Tyr Lys Asp Asp  
        35                  40                  45               
 
 
Asp Asp Lys Gly Trp Val Trp Lys Gln Phe Val Val Pro Glu Glu Met  
    50                  55                  60                   
 
 
Asp Thr Ile Gln His Val Gly Arg Leu Arg Ser Asp Leu Asp Asn Gly  
65                  70                  75                  80   
 
 
Asn Asn Ser Phe Gln Tyr Lys Leu Leu Gly Thr Gly Asp Gly Ser Phe  
                85                  90                  95       
 
 
Ser Ile Asp Glu Lys Thr Gly Asp Ile Phe Ala Met Gln Lys Leu Asp  
            100                 105                 110          
 



 
Arg Glu Lys Gln Ser Leu Tyr Ile Leu Arg Ala Gln Val Ile Asp Thr  
        115                 120                 125              
 
 
Thr Ile Gly Lys Ala Val Glu Pro Glu Ser Glu Phe Val Ile Arg Val  
    130                 135                 140                  
 
 
Ser Asp Val Asn Asp Asn Glu Pro Arg Phe Leu Asp Glu Pro Tyr Glu  
145                 150                 155                 160  
 
 
Ala Ile Val Pro Glu Met Ser Pro Glu Gly Thr Phe Val Ile Lys Val  
                165                 170                 175      
 
 
Thr Ala Asn Asp Ala Asp Asp Pro Thr Ser Gly Tyr His Ala Arg Ile  
            180                 185                 190          
 
 
Leu Tyr Asn Leu Glu Gln Gly Gln Pro Tyr Phe Ser Val Glu Pro Thr  
        195                 200                 205              
 
 
Thr Gly Val Ile Arg Ile Ser Ser Lys Met Asp Arg Glu Leu Gln Asp  
    210                 215                 220                  
 
 
Thr Tyr Cys Val Ile Ile Gln Ala Lys Asp Met Leu Gly Gln Pro Gly  
225                 230                 235                 240  
 
 
Ala Leu Ser Gly Thr Thr Thr Ile Ser Ile Lys Leu Ser Asp Ile Asn  
                245                 250                 255      
 
 
Asp Asn Lys Pro Ile Phe Lys Glu Ser Phe Tyr Arg Phe Thr Ile Ser  
            260                 265                 270          
 
 
Glu Ser Ala Pro Ser Gly Thr Thr Ile Gly Lys Ile Met Ala Tyr Asp  
        275                 280                 285              
 
 
Asp Asp Ile Gly Glu Asn Ala Glu Met Asp Tyr Ser Ile Glu Asp Asp  
    290                 295                 300                  
 
 
Glu Ser Gln Ile Phe Asp Ile Val Ile Asp Asn Glu Thr Gln Glu Gly  
305                 310                 315                 320  
 
 
Ile Val Ile Leu Lys Lys Lys Val Asp Phe Glu His Gln Asn His Tyr  
                325                 330                 335      
 
 
Gly Ile Arg Val Lys Val Lys Asn Cys His Val Asp Glu Glu Leu Ala  
            340                 345                 350          
 
 
Pro Ala His Val Asn Ala Ser Thr Thr Tyr Ile Lys Val Gln Val Glu  
        355                 360                 365              
 



 
Asp Glu Asp Glu Pro Pro Thr Phe Leu Leu Pro Tyr Tyr Ile Phe Glu  
    370                 375                 380                  
 
 
Ile Pro Glu Gly Lys Pro Tyr Gly Thr Met Val Gly Thr Val Ser Ala  
385                 390                 395                 400  
 
 
Val Asp Pro Asp Arg Arg Gln Ser Pro Met Arg Tyr Ser Leu Ile Gly  
                405                 410                 415      
 
 
Ser Lys Met Phe Asp Ile Asn Gly Asn Gly Thr Ile Val Thr Thr Asn  
            420                 425                 430          
 
 
Leu Leu Asp Arg Glu Val Ser Ala Trp Tyr Asn Leu Ser Val Thr Ala  
        435                 440                 445              
 
 
Thr Glu Thr Tyr Asn Val Gln Gln Ile Ser Ser Ala His Val Tyr Val  
    450                 455                 460                  
 
 
Gln Val Leu Asn Ile Asn Asp His Ala Pro Glu Phe Ser Gln Leu Tyr  
465                 470                 475                 480  
 
 
Glu Thr Tyr Val Cys Glu Asn Ala Glu Ser Gly Glu Ile Ile Gln Thr  
                485                 490                 495      
 
 
Ile Ser Ala Ile Asp Arg Asp Glu Ser Ile Glu Asp His His Phe Tyr  
            500                 505                 510          
 
 
Phe Asn His Ser Val Glu Asp Thr Asn Asn Ser Ser Phe Ile Leu Thr  
        515                 520                 525              
 
 
Asp Asn Gln Asp Asn Thr Ala Val Ile Leu Ser Asn Arg Ala Gly Phe  
    530                 535                 540                  
 
 
Ser Leu Lys Glu Glu Thr Val Phe Tyr Met Ile Ile Leu Ile Ala Asp  
545                 550                 555                 560  
 
 
Asn Gly Ile Pro Pro Leu Thr Ser Thr Asn Thr Leu Thr Ile Gln Val  
                565                 570                 575      
 
 
Cys Asp Cys Gly Asp Ser Arg Ser Thr Glu Thr Cys Thr Ser Lys Glu  
            580                 585                 590          
 
 
Leu Leu Phe Ile Met Gly Phe Lys Ala Glu Ala Ile Ile Ala Ile Val  
        595                 600                 605              
 
 
Ile Cys Val Met Val Ile Phe Gly Phe Ile Phe Leu Ile Leu Ala Leu  
    610                 615                 620                  
 



 
Lys Gln Arg Arg Lys Glu Thr Leu Phe Pro Glu Lys Thr Glu Asp Phe  
625                 630                 635                 640  
 
 
Arg Glu Asn Ile Phe Cys Tyr Asp Asp Glu Gly Gly Gly Glu Glu Asp  
                645                 650                 655      
 
 
Ser Glu Ala Phe Asp Ile Ile Glu Leu Arg Gln Ser Thr Val Met Arg  
            660                 665                 670          
 
 
Glu Arg Lys Pro Arg Lys Ser Arg Ser Ala Glu Ile Arg Ser Leu Tyr  
        675                 680                 685              
 
 
Arg Gln Ser Leu Gln Val Gly Pro Asp Ser Ala Ile Phe Arg Lys Phe  
    690                 695                 700                  
 
 
Ile Leu Glu Lys Leu Glu Glu Ala Asn Thr Asp Ser Ser Ala Pro Pro  
705                 710                 715                 720  
 
 
Phe Asp Ser Leu Gln Thr Phe Ala Tyr Glu Gly Thr Gly Ser Ser Ala  
                725                 730                 735      
 
 
Gly Ser Leu Ser Ser Leu Gly Ser Ser Val Thr Asp Gln Glu Asp Asp  
            740                 745                 750          
 
 
Phe Asp Tyr Leu Asn Asp Leu Gly Pro Cys Phe Lys Arg Leu Ala Asn  
        755                 760                 765              
 
 
Met Phe Gly Ser Ala Val Gln Pro Asp Asn  
    770                 775              
 
 
<210>  1465 
<211>  778 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  (1-43)::FLAG::muCDH19(44-323)::raCDH19(324-327)::muCDH19(328-770) 
 
<400>  1465 
 
Met Asn Tyr Cys Phe Leu Lys His Trp Ile Leu Met Ile Pro Leu Leu  
1               5                   10                  15       
 
 
Trp Pro Cys Leu Lys Val Ser Glu Thr Leu Lys Ala Glu Lys Ala Arg  
            20                  25                  30           
 
 
Arg Thr Val Pro Ser Thr Trp Arg Ala Lys Arg Asp Tyr Lys Asp Asp  
        35                  40                  45               
 
 
Asp Asp Lys Ala Trp Val Trp Arg Pro Phe Val Val Leu Glu Glu Met  



    50                  55                  60                   
 
 
Asp Asp Ile Gln Cys Val Gly Lys Leu Arg Ser Asp Leu Asp Asn Gly  
65                  70                  75                  80   
 
 
Asn Asn Ser Phe Gln Tyr Lys Leu Leu Gly Ile Gly Ala Gly Ser Phe  
                85                  90                  95       
 
 
Ser Ile Asn Glu Arg Thr Gly Glu Ile Cys Ala Ile Gln Lys Leu Asp  
            100                 105                 110          
 
 
Arg Glu Glu Lys Ser Leu Tyr Ile Leu Arg Ala Gln Val Ile Asp Thr  
        115                 120                 125              
 
 
Thr Ile Gly Lys Ala Val Glu Thr Glu Ser Glu Phe Val Ile Arg Val  
    130                 135                 140                  
 
 
Leu Asp Ile Asn Asp Asn Glu Pro Arg Phe Leu Asp Glu Pro Tyr Glu  
145                 150                 155                 160  
 
 
Ala Ile Val Pro Glu Met Ser Pro Glu Gly Thr Phe Val Ile Lys Val  
                165                 170                 175      
 
 
Thr Ala Asn Asp Ala Asp Asp Pro Ser Thr Gly Tyr His Ala Arg Ile  
            180                 185                 190          
 
 
Leu Tyr Asn Leu Glu Arg Gly Gln Pro Tyr Phe Ser Val Glu Pro Thr  
        195                 200                 205              
 
 
Thr Gly Val Ile Arg Ile Ser Ser Lys Met Asp Arg Glu Leu Gln Asp  
    210                 215                 220                  
 
 
Thr Tyr Cys Val Ile Ile Gln Ala Lys Asp Met Leu Gly Gln Pro Gly  
225                 230                 235                 240  
 
 
Ala Leu Ser Gly Thr Thr Thr Val Ser Ile Lys Leu Ser Asp Ile Asn  
                245                 250                 255      
 
 
Asp Asn Lys Pro Ile Phe Lys Glu Ser Phe Tyr Arg Phe Thr Ile Ser  
            260                 265                 270          
 
 
Glu Ser Ala Pro Ile Gly Thr Ser Ile Gly Lys Ile Met Ala Tyr Asp  
        275                 280                 285              
 
 
Asp Asp Ile Gly Glu Asn Ala Glu Met Glu Tyr Ser Ile Glu Asp Asp  
    290                 295                 300                  
 
 
Asp Ser Lys Ile Phe Asp Ile Ile Ile Asp Asn Asp Thr Gln Glu Gly  



305                 310                 315                 320  
 
 
Ile Val Ile Leu Lys Lys Lys Val Asp Phe Glu His Gln Asn His Tyr  
                325                 330                 335      
 
 
Gly Ile Arg Ala Lys Val Lys Asn Cys His Val Asp Glu Glu Leu Ala  
            340                 345                 350          
 
 
Pro Ala His Val Asn Ala Ser Thr Thr Tyr Ile Lys Val Gln Val Glu  
        355                 360                 365              
 
 
Asp Glu Asp Glu Pro Pro Val Phe Leu Leu Pro Tyr Tyr Ile Leu Glu  
    370                 375                 380                  
 
 
Ile Pro Glu Gly Lys Pro Tyr Gly Thr Ile Val Gly Thr Val Ser Ala  
385                 390                 395                 400  
 
 
Thr Asp Pro Asp Arg Arg Gln Ser Pro Met Arg Tyr Tyr Leu Thr Gly  
                405                 410                 415      
 
 
Ser Lys Met Phe Asp Ile Asn Asp Asn Gly Thr Ile Ile Thr Thr Asn  
            420                 425                 430          
 
 
Met Leu Asp Arg Glu Val Ser Ala Trp Tyr Asn Leu Thr Val Thr Ala  
        435                 440                 445              
 
 
Thr Glu Thr Tyr Asn Val Gln Gln Ile Ser Ser Ala His Val Tyr Val  
    450                 455                 460                  
 
 
Gln Val Phe Asn Ile Asn Asp Asn Ala Pro Glu Phe Ser Gln Phe Tyr  
465                 470                 475                 480  
 
 
Glu Thr Tyr Val Cys Glu Asn Ala Glu Ser Gly Glu Ile Val Gln Ile  
                485                 490                 495      
 
 
Ile Ser Ala Ile Asp Arg Asp Glu Ser Ile Glu Asp His His Phe Tyr  
            500                 505                 510          
 
 
Phe Asn His Ser Leu Glu Asp Thr Asn Asn Ser Ser Phe Met Leu Thr  
        515                 520                 525              
 
 
Asp Asn Gln Asp Asn Thr Ala Val Ile Leu Ser Asn Arg Thr Gly Phe  
    530                 535                 540                  
 
 
Asn Leu Lys Glu Glu Pro Val Phe Tyr Met Ile Ile Leu Ile Ala Asp  
545                 550                 555                 560  
 
 
Asn Gly Ile Pro Ser Leu Thr Ser Thr Asn Thr Leu Thr Ile Gln Val  



                565                 570                 575      
 
 
Cys Asp Cys Gly Asp Ser Arg Asn Thr Glu Thr Cys Ala Asn Lys Gly  
            580                 585                 590          
 
 
Leu Leu Phe Ile Met Gly Phe Arg Thr Glu Ala Ile Ile Ala Ile Met  
        595                 600                 605              
 
 
Ile Cys Val Met Val Ile Phe Gly Phe Phe Phe Leu Ile Leu Ala Leu  
    610                 615                 620                  
 
 
Lys Gln Arg Arg Lys Glu Thr Leu Phe Pro Glu Lys Thr Glu Asp Phe  
625                 630                 635                 640  
 
 
Arg Glu Asn Ile Phe Cys Tyr Asp Asp Glu Gly Gly Gly Glu Glu Asp  
                645                 650                 655      
 
 
Ser Glu Ala Phe Asp Ile Val Glu Leu Arg Gln Ser Thr Val Met Arg  
            660                 665                 670          
 
 
Glu Arg Lys Pro Gln Arg Ser Lys Ser Ala Glu Ile Arg Ser Leu Tyr  
        675                 680                 685              
 
 
Arg Gln Ser Leu Gln Val Gly Pro Asp Ser Ala Ile Phe Arg Lys Phe  
    690                 695                 700                  
 
 
Ile Leu Glu Lys Leu Glu Glu Ala Asn Thr Asp Pro Cys Ala Pro Pro  
705                 710                 715                 720  
 
 
Phe Asp Ser Leu Gln Thr Phe Ala Tyr Glu Gly Thr Gly Ser Ser Ala  
                725                 730                 735      
 
 
Gly Ser Leu Ser Ser Leu Ala Ser Arg Asp Thr Asp Gln Glu Asp Asp  
            740                 745                 750          
 
 
Phe Asp Tyr Leu Asn Asp Leu Gly Pro Arg Phe Lys Arg Leu Ala Ser  
        755                 760                 765              
 
 
Met Phe Gly Ser Ala Val Gln Pro Asn Asn  
    770                 775              
 
 
<210>  1466 
<211>  778 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  muCDH19(1-43)::FLAG::muCDH19(44-770)::raCDH19(290,299,308) 
 
<400>  1466 



 
Met Asn Tyr Cys Phe Leu Lys His Trp Ile Leu Met Ile Pro Leu Leu  
1               5                   10                  15       
 
 
Trp Pro Cys Leu Lys Val Ser Glu Thr Leu Lys Ala Glu Lys Ala Arg  
            20                  25                  30           
 
 
Arg Thr Val Pro Ser Thr Trp Arg Ala Lys Arg Asp Tyr Lys Asp Asp  
        35                  40                  45               
 
 
Asp Asp Lys Ala Trp Val Trp Arg Pro Phe Val Val Leu Glu Glu Met  
    50                  55                  60                   
 
 
Asp Asp Ile Gln Cys Val Gly Lys Leu Arg Ser Asp Leu Asp Asn Gly  
65                  70                  75                  80   
 
 
Asn Asn Ser Phe Gln Tyr Lys Leu Leu Gly Ile Gly Ala Gly Ser Phe  
                85                  90                  95       
 
 
Ser Ile Asn Glu Arg Thr Gly Glu Ile Cys Ala Ile Gln Lys Leu Asp  
            100                 105                 110          
 
 
Arg Glu Glu Lys Ser Leu Tyr Ile Leu Arg Ala Gln Val Ile Asp Thr  
        115                 120                 125              
 
 
Thr Ile Gly Lys Ala Val Glu Thr Glu Ser Glu Phe Val Ile Arg Val  
    130                 135                 140                  
 
 
Leu Asp Ile Asn Asp Asn Glu Pro Arg Phe Leu Asp Glu Pro Tyr Glu  
145                 150                 155                 160  
 
 
Ala Ile Val Pro Glu Met Ser Pro Glu Gly Thr Phe Val Ile Lys Val  
                165                 170                 175      
 
 
Thr Ala Asn Asp Ala Asp Asp Pro Ser Thr Gly Tyr His Ala Arg Ile  
            180                 185                 190          
 
 
Leu Tyr Asn Leu Glu Arg Gly Gln Pro Tyr Phe Ser Val Glu Pro Thr  
        195                 200                 205              
 
 
Thr Gly Val Ile Arg Ile Ser Ser Lys Met Asp Arg Glu Leu Gln Asp  
    210                 215                 220                  
 
 
Thr Tyr Cys Val Ile Ile Gln Ala Lys Asp Met Leu Gly Gln Pro Gly  
225                 230                 235                 240  
 
 
Ala Leu Ser Gly Thr Thr Thr Val Ser Ile Lys Leu Ser Asp Ile Asn  
                245                 250                 255      
 



 
Asp Asn Lys Pro Ile Phe Lys Glu Ser Phe Tyr Arg Phe Thr Ile Ser  
            260                 265                 270          
 
 
Glu Ser Ala Pro Ile Gly Thr Ser Ile Gly Lys Ile Met Ala Tyr Asp  
        275                 280                 285              
 
 
Asp Asp Ile Gly Glu Asn Ala Glu Met Glu Tyr Ser Ile Glu Asp Asp  
    290                 295                 300                  
 
 
Asp Ser Lys Ile Phe Asp Ile Ile Ile Asp Asn Asp Thr Gln Glu Gly  
305                 310                 315                 320  
 
 
Ile Val Ile Leu Lys Lys Lys Val Asp Phe Glu Gln Gln Ser Tyr Tyr  
                325                 330                 335      
 
 
Gly Ile Arg Ala Lys Val Lys Asn Cys His Val Asp Glu Glu Leu Ala  
            340                 345                 350          
 
 
Pro Ala His Val Asn Ala Ser Thr Thr Tyr Ile Lys Val Gln Val Glu  
        355                 360                 365              
 
 
Asp Glu Asp Glu Pro Pro Val Phe Leu Leu Pro Tyr Tyr Ile Leu Glu  
    370                 375                 380                  
 
 
Ile Pro Glu Gly Lys Pro Tyr Gly Thr Ile Val Gly Thr Val Ser Ala  
385                 390                 395                 400  
 
 
Thr Asp Pro Asp Arg Arg Gln Ser Pro Met Arg Tyr Tyr Leu Thr Gly  
                405                 410                 415      
 
 
Ser Lys Met Phe Asp Ile Asn Asp Asn Gly Thr Ile Ile Thr Thr Asn  
            420                 425                 430          
 
 
Met Leu Asp Arg Glu Val Ser Ala Trp Tyr Asn Leu Thr Val Thr Ala  
        435                 440                 445              
 
 
Thr Glu Thr Tyr Asn Val Gln Gln Ile Ser Ser Ala His Val Tyr Val  
    450                 455                 460                  
 
 
Gln Val Phe Asn Ile Asn Asp Asn Ala Pro Glu Phe Ser Gln Phe Tyr  
465                 470                 475                 480  
 
 
Glu Thr Tyr Val Cys Glu Asn Ala Glu Ser Gly Glu Ile Val Gln Ile  
                485                 490                 495      
 
 
Ile Ser Ala Ile Asp Arg Asp Glu Ser Ile Glu Asp His His Phe Tyr  
            500                 505                 510          
 



 
Phe Asn His Ser Leu Glu Asp Thr Asn Asn Ser Ser Phe Met Leu Thr  
        515                 520                 525              
 
 
Asp Asn Gln Asp Asn Thr Ala Val Ile Leu Ser Asn Arg Thr Gly Phe  
    530                 535                 540                  
 
 
Asn Leu Lys Glu Glu Pro Val Phe Tyr Met Ile Ile Leu Ile Ala Asp  
545                 550                 555                 560  
 
 
Asn Gly Ile Pro Ser Leu Thr Ser Thr Asn Thr Leu Thr Ile Gln Val  
                565                 570                 575      
 
 
Cys Asp Cys Gly Asp Ser Arg Asn Thr Glu Thr Cys Ala Asn Lys Gly  
            580                 585                 590          
 
 
Leu Leu Phe Ile Met Gly Phe Arg Thr Glu Ala Ile Ile Ala Ile Met  
        595                 600                 605              
 
 
Ile Cys Val Met Val Ile Phe Gly Phe Phe Phe Leu Ile Leu Ala Leu  
    610                 615                 620                  
 
 
Lys Gln Arg Arg Lys Glu Thr Leu Phe Pro Glu Lys Thr Glu Asp Phe  
625                 630                 635                 640  
 
 
Arg Glu Asn Ile Phe Cys Tyr Asp Asp Glu Gly Gly Gly Glu Glu Asp  
                645                 650                 655      
 
 
Ser Glu Ala Phe Asp Ile Val Glu Leu Arg Gln Ser Thr Val Met Arg  
            660                 665                 670          
 
 
Glu Arg Lys Pro Gln Arg Ser Lys Ser Ala Glu Ile Arg Ser Leu Tyr  
        675                 680                 685              
 
 
Arg Gln Ser Leu Gln Val Gly Pro Asp Ser Ala Ile Phe Arg Lys Phe  
    690                 695                 700                  
 
 
Ile Leu Glu Lys Leu Glu Glu Ala Asn Thr Asp Pro Cys Ala Pro Pro  
705                 710                 715                 720  
 
 
Phe Asp Ser Leu Gln Thr Phe Ala Tyr Glu Gly Thr Gly Ser Ser Ala  
                725                 730                 735      
 
 
Gly Ser Leu Ser Ser Leu Ala Ser Arg Asp Thr Asp Gln Glu Asp Asp  
            740                 745                 750          
 
 
Phe Asp Tyr Leu Asn Asp Leu Gly Pro Arg Phe Lys Arg Leu Ala Ser  
        755                 760                 765              
 



 
Met Phe Gly Ser Ala Val Gln Pro Asn Asn  
    770                 775              
 
 
<210>  1467 
<211>  778 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  muCDH19(1-43)::FLAG::muCDH19(44-770)::huCDH19(271) 
 
<400>  1467 
 
Met Asn Tyr Cys Phe Leu Lys His Trp Ile Leu Met Ile Pro Leu Leu  
1               5                   10                  15       
 
 
Trp Pro Cys Leu Lys Val Ser Glu Thr Leu Lys Ala Glu Lys Ala Arg  
            20                  25                  30           
 
 
Arg Thr Val Pro Ser Thr Trp Arg Ala Lys Arg Asp Tyr Lys Asp Asp  
        35                  40                  45               
 
 
Asp Asp Lys Ala Trp Val Trp Arg Pro Phe Val Val Leu Glu Glu Met  
    50                  55                  60                   
 
 
Asp Asp Ile Gln Cys Val Gly Lys Leu Arg Ser Asp Leu Asp Asn Gly  
65                  70                  75                  80   
 
 
Asn Asn Ser Phe Gln Tyr Lys Leu Leu Gly Ile Gly Ala Gly Ser Phe  
                85                  90                  95       
 
 
Ser Ile Asn Glu Arg Thr Gly Glu Ile Cys Ala Ile Gln Lys Leu Asp  
            100                 105                 110          
 
 
Arg Glu Glu Lys Ser Leu Tyr Ile Leu Arg Ala Gln Val Ile Asp Thr  
        115                 120                 125              
 
 
Thr Ile Gly Lys Ala Val Glu Thr Glu Ser Glu Phe Val Ile Arg Val  
    130                 135                 140                  
 
 
Leu Asp Ile Asn Asp Asn Glu Pro Arg Phe Leu Asp Glu Pro Tyr Glu  
145                 150                 155                 160  
 
 
Ala Ile Val Pro Glu Met Ser Pro Glu Gly Thr Phe Val Ile Lys Val  
                165                 170                 175      
 
 
Thr Ala Asn Asp Ala Asp Asp Pro Ser Thr Gly Tyr His Ala Arg Ile  
            180                 185                 190          
 
 
Leu Tyr Asn Leu Glu Arg Gly Gln Pro Tyr Phe Ser Val Glu Pro Thr  



        195                 200                 205              
 
 
Thr Gly Val Ile Arg Ile Ser Ser Lys Met Asp Arg Glu Leu Gln Asp  
    210                 215                 220                  
 
 
Thr Tyr Cys Val Ile Ile Gln Ala Lys Asp Met Leu Gly Gln Pro Gly  
225                 230                 235                 240  
 
 
Ala Leu Ser Gly Thr Thr Thr Val Ser Ile Lys Leu Ser Asp Ile Asn  
                245                 250                 255      
 
 
Asp Asn Lys Pro Ile Phe Lys Glu Ser Phe Tyr Arg Phe Thr Ile Ser  
            260                 265                 270          
 
 
Glu Ser Ala Pro Thr Gly Thr Ser Ile Gly Lys Ile Met Ala Tyr Asp  
        275                 280                 285              
 
 
Asp Asp Ile Gly Glu Asn Ala Glu Met Glu Tyr Ser Ile Glu Asp Asp  
    290                 295                 300                  
 
 
Asp Ser Lys Ile Phe Asp Ile Ile Ile Asp Asn Asp Thr Gln Glu Gly  
305                 310                 315                 320  
 
 
Ile Val Ile Leu Lys Lys Lys Val Asp Phe Glu Gln Gln Ser Tyr Tyr  
                325                 330                 335      
 
 
Gly Ile Arg Ala Lys Val Lys Asn Cys His Val Asp Glu Glu Leu Ala  
            340                 345                 350          
 
 
Pro Ala His Val Asn Ala Ser Thr Thr Tyr Ile Lys Val Gln Val Glu  
        355                 360                 365              
 
 
Asp Glu Asp Glu Pro Pro Val Phe Leu Leu Pro Tyr Tyr Ile Leu Glu  
    370                 375                 380                  
 
 
Ile Pro Glu Gly Lys Pro Tyr Gly Thr Ile Val Gly Thr Val Ser Ala  
385                 390                 395                 400  
 
 
Thr Asp Pro Asp Arg Arg Gln Ser Pro Met Arg Tyr Tyr Leu Thr Gly  
                405                 410                 415      
 
 
Ser Lys Met Phe Asp Ile Asn Asp Asn Gly Thr Ile Ile Thr Thr Asn  
            420                 425                 430          
 
 
Met Leu Asp Arg Glu Val Ser Ala Trp Tyr Asn Leu Thr Val Thr Ala  
        435                 440                 445              
 
 
Thr Glu Thr Tyr Asn Val Gln Gln Ile Ser Ser Ala His Val Tyr Val  



    450                 455                 460                  
 
 
Gln Val Phe Asn Ile Asn Asp Asn Ala Pro Glu Phe Ser Gln Phe Tyr  
465                 470                 475                 480  
 
 
Glu Thr Tyr Val Cys Glu Asn Ala Glu Ser Gly Glu Ile Val Gln Ile  
                485                 490                 495      
 
 
Ile Ser Ala Ile Asp Arg Asp Glu Ser Ile Glu Asp His His Phe Tyr  
            500                 505                 510          
 
 
Phe Asn His Ser Leu Glu Asp Thr Asn Asn Ser Ser Phe Met Leu Thr  
        515                 520                 525              
 
 
Asp Asn Gln Asp Asn Thr Ala Val Ile Leu Ser Asn Arg Thr Gly Phe  
    530                 535                 540                  
 
 
Asn Leu Lys Glu Glu Pro Val Phe Tyr Met Ile Ile Leu Ile Ala Asp  
545                 550                 555                 560  
 
 
Asn Gly Ile Pro Ser Leu Thr Ser Thr Asn Thr Leu Thr Ile Gln Val  
                565                 570                 575      
 
 
Cys Asp Cys Gly Asp Ser Arg Asn Thr Glu Thr Cys Ala Asn Lys Gly  
            580                 585                 590          
 
 
Leu Leu Phe Ile Met Gly Phe Arg Thr Glu Ala Ile Ile Ala Ile Met  
        595                 600                 605              
 
 
Ile Cys Val Met Val Ile Phe Gly Phe Phe Phe Leu Ile Leu Ala Leu  
    610                 615                 620                  
 
 
Lys Gln Arg Arg Lys Glu Thr Leu Phe Pro Glu Lys Thr Glu Asp Phe  
625                 630                 635                 640  
 
 
Arg Glu Asn Ile Phe Cys Tyr Asp Asp Glu Gly Gly Gly Glu Glu Asp  
                645                 650                 655      
 
 
Ser Glu Ala Phe Asp Ile Val Glu Leu Arg Gln Ser Thr Val Met Arg  
            660                 665                 670          
 
 
Glu Arg Lys Pro Gln Arg Ser Lys Ser Ala Glu Ile Arg Ser Leu Tyr  
        675                 680                 685              
 
 
Arg Gln Ser Leu Gln Val Gly Pro Asp Ser Ala Ile Phe Arg Lys Phe  
    690                 695                 700                  
 
 
Ile Leu Glu Lys Leu Glu Glu Ala Asn Thr Asp Pro Cys Ala Pro Pro  



705                 710                 715                 720  
 
 
Phe Asp Ser Leu Gln Thr Phe Ala Tyr Glu Gly Thr Gly Ser Ser Ala  
                725                 730                 735      
 
 
Gly Ser Leu Ser Ser Leu Ala Ser Arg Asp Thr Asp Gln Glu Asp Asp  
            740                 745                 750          
 
 
Phe Asp Tyr Leu Asn Asp Leu Gly Pro Arg Phe Lys Arg Leu Ala Ser  
        755                 760                 765              
 
 
Met Phe Gly Ser Ala Val Gln Pro Asn Asn  
    770                 775              
 
 
<210>  1468 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14302 CC x I2C 
 
<400>  1468 
caggtgcagt tggtggagtc tgggggaggc gtggtccagc ctggggggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagt gtctggagtg ggtggcattt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaaggaccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga atagcctgag agctgaggac acggctgtgt attactgtgc gagaagggcc      300 
 
ggtataatag gaactatagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct ctagt                                                       375 
 
 
<210>  1469 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14302 CC x I2C 
 
<400>  1469 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 



 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  1470 
<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14302 CC x I2C 
 
<400>  1470 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      120 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggctgcggg      300 
 
accaagctga ccgtccta                                                    318 
 
 
<210>  1471 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14302 CC x I2C 
 
<400>  1471 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 



 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Cys Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  1472 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14302 CC x I2C 
 
<400>  1472 
caggtgcagt tggtggagtc tgggggaggc gtggtccagc ctggggggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagt gtctggagtg ggtggcattt atatggtatg atggaagtaa taaatactat      180 
 
gcagactccg tgaaggaccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga atagcctgag agctgaggac acggctgtgt attactgtgc gagaagggcc      300 
 
ggtataatag gaactatagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct ctagtggagg cggaggatct ggtggcggtg gttctggcgg cggaggctcc      420 
 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc      480 
 
acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      540 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      600 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      660 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggctgcggg      720 
 
accaagctga ccgtccta                                                    738 
 
 
<210>  1473 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14302 CC x I2C 
 
<400>  1473 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  



1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Cys Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu  
                245      
 
 
<210>  1474 



<211>  507 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 CC x I2C 
 
<400>  1474 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 



 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Cys Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 



 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu His His His His His His  
            500                 505          
 
 
<210>  1475 
<211>  501 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 x F12q0 
 
<400>  1475 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  



            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Arg Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Ser Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Gly  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  



        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu  
            500      
 
 
<210>  1476 
<211>  501 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 CC x F12q0 
 
<400>  1476 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 



 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Cys Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Arg Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Ser Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Gly  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 



 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu  
            500      
 
 
<210>  1477 
<211>  429 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 21-14302 x I2C 
 
<400>  1477 
cggctgatcg aggacatctg cctgcccaga tggggctgcc tgtgggagga cgaccaggtg       60 
 
cagttggtgg agtctggggg aggcgtggtc cagcctgggg ggtccctgag actctcctgt      120 
 
gcagcgtctg gattcacctt cagtagctat ggcatgcact gggtccgcca ggctccaggc      180 
 
aaggggctgg agtgggtggc atttatatgg tatgatggaa gtaataaata ctatgcagac      240 
 
tccgtgaagg accgattcac catctccaga gacaattcca agaacacgct gtatctgcaa      300 
 
atgaatagcc tgagagctga ggacacggct gtgtattact gtgcgagaag ggccggtata      360 
 
ataggaacta taggctacta ctacggtatg gacgtctggg gccaagggac cacggtcacc      420 
 
gtctctagt                                                              429 
 
 
<210>  1478 
<211>  143 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 21-14302 x I2C 
 
<400>  1478 



 
Arg Leu Ile Glu Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp Glu  
1               5                   10                  15       
 
 
Asp Asp Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro  
            20                  25                  30           
 
 
Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser  
        35                  40                  45               
 
 
Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu  
    50                  55                  60                   
 
 
Trp Val Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp  
65                  70                  75                  80   
 
 
Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr  
                85                  90                  95       
 
 
Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr  
            100                 105                 110          
 
 
Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr  
        115                 120                 125              
 
 
Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
    130                 135                 140              
 
 
<210>  1479 
<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 21-14302 x I2C 
 
<400>  1479 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      120 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggcggaggg      300 
 
accaagctga ccgtccta                                                    318 
 
 
<210>  1480 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  VL CDH19 21-14302 x I2C 
 
<400>  1480 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  1481 
<211>  792 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 21-14302 x I2C 
 
<400>  1481 
cggctgatcg aggacatctg cctgcccaga tggggctgcc tgtgggagga cgaccaggtg       60 
 
cagttggtgg agtctggggg aggcgtggtc cagcctgggg ggtccctgag actctcctgt      120 
 
gcagcgtctg gattcacctt cagtagctat ggcatgcact gggtccgcca ggctccaggc      180 
 
aaggggctgg agtgggtggc atttatatgg tatgatggaa gtaataaata ctatgcagac      240 
 
tccgtgaagg accgattcac catctccaga gacaattcca agaacacgct gtatctgcaa      300 
 
atgaatagcc tgagagctga ggacacggct gtgtattact gtgcgagaag ggccggtata      360 
 
ataggaacta taggctacta ctacggtatg gacgtctggg gccaagggac cacggtcacc      420 
 
gtctctagtg gtggcggagg atctggcgga ggtggaagcg gaggcggcgg atcttcctat      480 
 
gaactgactc agccaccctc agtgtccgtg tccccaggac agacagccag catcacctgc      540 
 
tctggagata ggttggggga aaaatatact agctggtatc agcagaggcc aggccagtcc      600 
 
cctttgctgg tcatctatca agataccaag cggccctcag ggatccctga gcgattctct      660 
 



ggctccaact ctggtaacac agccactctg accatcagcg ggacccaggc tatggatgag      720 
 
gctgactatt actgtcaggc gtgggagagc agcactgtgg tattcggcgg agggaccaag      780 
 
ctgaccgtcc ta                                                          792 
 
 
<210>  1482 
<211>  264 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 21-14302 x I2C 
 
<400>  1482 
 
Arg Leu Ile Glu Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp Glu  
1               5                   10                  15       
 
 
Asp Asp Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro  
            20                  25                  30           
 
 
Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser  
        35                  40                  45               
 
 
Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu  
    50                  55                  60                   
 
 
Trp Val Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp  
65                  70                  75                  80   
 
 
Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr  
                85                  90                  95       
 
 
Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr  
            100                 105                 110          
 
 
Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr  
        115                 120                 125              
 
 
Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly  
    130                 135                 140                  
 
 
Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr  
145                 150                 155                 160  
 
 
Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala  
                165                 170                 175      
 
 
Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp  
            180                 185                 190          
 



 
Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp  
        195                 200                 205              
 
 
Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser  
    210                 215                 220                  
 
 
Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu  
225                 230                 235                 240  
 
 
Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly  
                245                 250                 255      
 
 
Gly Gly Thr Lys Leu Thr Val Leu  
            260                  
 
 
<210>  1483 
<211>  525 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 21-14302 x I2C 
 
<400>  1483 
 
Arg Leu Ile Glu Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp Glu  
1               5                   10                  15       
 
 
Asp Asp Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro  
            20                  25                  30           
 
 
Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser  
        35                  40                  45               
 
 
Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu  
    50                  55                  60                   
 
 
Trp Val Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp  
65                  70                  75                  80   
 
 
Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr  
                85                  90                  95       
 
 
Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr  
            100                 105                 110          
 
 
Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr  
        115                 120                 125              
 
 
Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly  



    130                 135                 140                  
 
 
Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr  
145                 150                 155                 160  
 
 
Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala  
                165                 170                 175      
 
 
Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp  
            180                 185                 190          
 
 
Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp  
        195                 200                 205              
 
 
Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser  
    210                 215                 220                  
 
 
Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu  
225                 230                 235                 240  
 
 
Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly  
                245                 250                 255      
 
 
Gly Gly Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val  
            260                 265                 270          
 
 
Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu  
        275                 280                 285              
 
 
Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met  
    290                 295                 300                  
 
 
Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg  
305                 310                 315                 320  
 
 
Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val  
                325                 330                 335      
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr  
            340                 345                 350          
 
 
Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys  
        355                 360                 365              
 
 
Val Arg His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr  
    370                 375                 380                  
 
 
Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser  



385                 390                 395                 400  
 
 
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln  
                405                 410                 415      
 
 
Glu Pro Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys  
            420                 425                 430          
 
 
Gly Ser Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val  
        435                 440                 445              
 
 
Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys  
    450                 455                 460                  
 
 
Phe Leu Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly  
465                 470                 475                 480  
 
 
Gly Lys Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala  
                485                 490                 495      
 
 
Glu Tyr Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly  
            500                 505                 510          
 
 
Gly Thr Lys Leu Thr Val Leu His His His His His His  
        515                 520                 525  
 
 
<210>  1484 
<211>  429 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 21-14302 CC x I2C 
 
<400>  1484 
cggctgatcg aggacatctg cctgcccaga tggggctgcc tgtgggagga cgaccaggtg       60 
 
cagttggtgg agtctggggg aggcgtggtc cagcctgggg ggtccctgag actctcctgt      120 
 
gcagcgtctg gattcacctt cagtagctat ggcatgcact gggtccgcca ggctccaggc      180 
 
aagtgtctgg agtgggtggc atttatatgg tatgatggaa gtaataaata ctatgcagac      240 
 
tccgtgaagg accgattcac catctccaga gacaattcca agaacacgct gtatctgcaa      300 
 
atgaatagcc tgagagctga ggacacggct gtgtattact gtgcgagaag ggccggtata      360 
 
ataggaacta taggctacta ctacggtatg gacgtctggg gccaagggac cacggtcacc      420 
 
gtctctagt                                                              429 
 
 
<210>  1485 
<211>  143 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  VH CDH19 21-14302 CC x I2C 
 
<400>  1485 
 
Arg Leu Ile Glu Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp Glu  
1               5                   10                  15       
 
 
Asp Asp Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro  
            20                  25                  30           
 
 
Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser  
        35                  40                  45               
 
 
Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu  
    50                  55                  60                   
 
 
Trp Val Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp  
65                  70                  75                  80   
 
 
Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr  
                85                  90                  95       
 
 
Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr  
            100                 105                 110          
 
 
Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr  
        115                 120                 125              
 
 
Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
    130                 135                 140              
 
 
<210>  1486 
<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 21-14302 CC x I2C 
 
<400>  1486 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      120 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggctgcggg      300 
 
accaagctga ccgtccta                                                    318 
 



 
<210>  1487 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 21-14302 CC x I2C 
 
<400>  1487 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Cys Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  1488 
<211>  792 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 21-14302 CC x I2C 
 
<400>  1488 
cggctgatcg aggacatctg cctgcccaga tggggctgcc tgtgggagga cgaccaggtg       60 
 
cagttggtgg agtctggggg aggcgtggtc cagcctgggg ggtccctgag actctcctgt      120 
 
gcagcgtctg gattcacctt cagtagctat ggcatgcact gggtccgcca ggctccaggc      180 
 
aagtgtctgg agtgggtggc atttatatgg tatgatggaa gtaataaata ctatgcagac      240 
 
tccgtgaagg accgattcac catctccaga gacaattcca agaacacgct gtatctgcaa      300 
 
atgaatagcc tgagagctga ggacacggct gtgtattact gtgcgagaag ggccggtata      360 
 
ataggaacta taggctacta ctacggtatg gacgtctggg gccaagggac cacggtcacc      420 
 
gtctctagtg gaggcggagg atctggtggc ggtggttctg gcggcggagg ctcctcctat      480 
 



gaactgactc agccaccctc agtgtccgtg tccccaggac agacagccag catcacctgc      540 
 
tctggagata ggttggggga aaaatatact agctggtatc agcagaggcc aggccagtcc      600 
 
cctttgctgg tcatctatca agataccaag cggccctcag ggatccctga gcgattctct      660 
 
ggctccaact ctggtaacac agccactctg accatcagcg ggacccaggc tatggatgag      720 
 
gctgactatt actgtcaggc gtgggagagc agcactgtgg tattcggctg cgggaccaag      780 
 
ctgaccgtcc ta                                                          792 
 
 
<210>  1489 
<211>  264 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 21-14302 CC x I2C 
 
<400>  1489 
 
Arg Leu Ile Glu Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp Glu  
1               5                   10                  15       
 
 
Asp Asp Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro  
            20                  25                  30           
 
 
Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser  
        35                  40                  45               
 
 
Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu  
    50                  55                  60                   
 
 
Trp Val Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp  
65                  70                  75                  80   
 
 
Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr  
                85                  90                  95       
 
 
Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr  
            100                 105                 110          
 
 
Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr  
        115                 120                 125              
 
 
Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly  
    130                 135                 140                  
 
 
Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr  
145                 150                 155                 160  
 
 
Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala  



                165                 170                 175      
 
 
Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp  
            180                 185                 190          
 
 
Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp  
        195                 200                 205              
 
 
Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser  
    210                 215                 220                  
 
 
Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu  
225                 230                 235                 240  
 
 
Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly  
                245                 250                 255      
 
 
Cys Gly Thr Lys Leu Thr Val Leu  
            260                  
 
 
<210>  1490 
<211>  525 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 21-14302 CC x I2C 
 
<400>  1490 
 
Arg Leu Ile Glu Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp Glu  
1               5                   10                  15       
 
 
Asp Asp Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro  
            20                  25                  30           
 
 
Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser  
        35                  40                  45               
 
 
Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu  
    50                  55                  60                   
 
 
Trp Val Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp  
65                  70                  75                  80   
 
 
Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr  
                85                  90                  95       
 
 
Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr  
            100                 105                 110          
 



 
Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr  
        115                 120                 125              
 
 
Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly  
    130                 135                 140                  
 
 
Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr  
145                 150                 155                 160  
 
 
Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala  
                165                 170                 175      
 
 
Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp  
            180                 185                 190          
 
 
Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp  
        195                 200                 205              
 
 
Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser  
    210                 215                 220                  
 
 
Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu  
225                 230                 235                 240  
 
 
Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly  
                245                 250                 255      
 
 
Cys Gly Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val  
            260                 265                 270          
 
 
Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu  
        275                 280                 285              
 
 
Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met  
    290                 295                 300                  
 
 
Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg  
305                 310                 315                 320  
 
 
Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val  
                325                 330                 335      
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr  
            340                 345                 350          
 
 
Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys  
        355                 360                 365              
 



 
Val Arg His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr  
    370                 375                 380                  
 
 
Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser  
385                 390                 395                 400  
 
 
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln  
                405                 410                 415      
 
 
Glu Pro Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys  
            420                 425                 430          
 
 
Gly Ser Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val  
        435                 440                 445              
 
 
Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys  
    450                 455                 460                  
 
 
Phe Leu Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly  
465                 470                 475                 480  
 
 
Gly Lys Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala  
                485                 490                 495      
 
 
Glu Tyr Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly  
            500                 505                 510          
 
 
Gly Thr Lys Leu Thr Val Leu His His His His His His  
        515                 520                 525  
 
 
<210>  1491 
<211>  525 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 x I2C-21 
 
<400>  1491 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  



    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  



305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Arg Leu Ile Glu Asp Ile Cys Leu Pro Arg Trp  
            500                 505                 510          
 
 
Gly Cys Leu Trp Glu Asp Asp His His His His His His  
        515                 520                 525  
 
 
<210>  1492 
<211>  525 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 CC x I2C-21 
 
<400>  1492 



 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Cys Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 



 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Arg Leu Ile Glu Asp Ile Cys Leu Pro Arg Trp  
            500                 505                 510          
 



 
Gly Cys Leu Trp Glu Asp Asp His His His His His His  
        515                 520                 525  
 
 
<210>  1493 
<211>  438 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14302 x I2C x FcBY 
 
<400>  1493 
caacgtttct gtaccggtca cttcggtggt ctgtacccgt gtaatggtgg tggtggtggt       60 
 
tcgcaggtgc agttggtgga gtctggggga ggcgtggtcc agcctggggg gtccctgaga      120 
 
ctctcctgtg cagcgtctgg attcaccttc agtagctatg gcatgcactg ggtccgccag      180 
 
gctccaggca aggggctgga gtgggtggca tttatatggt atgatggaag taataaatac      240 
 
tatgcagact ccgtgaagga ccgattcacc atctccagag acaattccaa gaacacgctg      300 
 
tatctgcaaa tgaatagcct gagagctgag gacacggctg tgtattactg tgcgagaagg      360 
 
gccggtataa taggaactat aggctactac tacggtatgg acgtctgggg ccaagggacc      420 
 
acggtcaccg tctctagt                                                    438 
 
 
<210>  1494 
<211>  146 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14302 x I2C x FcBY 
 
<400>  1494 
 
Gln Arg Phe Cys Thr Gly His Phe Gly Gly Leu Tyr Pro Cys Asn Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  
            20                  25                  30           
 
 
Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 
 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  
    50                  55                  60                   
 
 
Gly Leu Glu Trp Val Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr  
65                  70                  75                  80   
 
 
Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  
                85                  90                  95       
 



 
Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr  
            100                 105                 110          
 
 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 
 
Ser Ser  
145      
 
 
<210>  1495 
<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14302 x I2C x FcBY 
 
<400>  1495 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      120 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggcggaggg      300 
 
accaagctga ccgtccta                                                    318 
 
 
<210>  1496 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14302 x I2C x FcBY 
 
<400>  1496 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 



 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  1497 
<211>  801 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14302 x I2C x FcBY 
 
<400>  1497 
caacgtttct gtaccggtca cttcggtggt ctgtacccgt gtaatggtgg tggtggtggt       60 
 
tcgcaggtgc agttggtgga gtctggggga ggcgtggtcc agcctggggg gtccctgaga      120 
 
ctctcctgtg cagcgtctgg attcaccttc agtagctatg gcatgcactg ggtccgccag      180 
 
gctccaggca aggggctgga gtgggtggca tttatatggt atgatggaag taataaatac      240 
 
tatgcagact ccgtgaagga ccgattcacc atctccagag acaattccaa gaacacgctg      300 
 
tatctgcaaa tgaatagcct gagagctgag gacacggctg tgtattactg tgcgagaagg      360 
 
gccggtataa taggaactat aggctactac tacggtatgg acgtctgggg ccaagggacc      420 
 
acggtcaccg tctctagtgg tggcggagga tctggcggag gtggaagcgg aggcggcgga      480 
 
tcttcctatg aactgactca gccaccctca gtgtccgtgt ccccaggaca gacagccagc      540 
 
atcacctgct ctggagatag gttgggggaa aaatatacta gctggtatca gcagaggcca      600 
 
ggccagtccc ctttgctggt catctatcaa gataccaagc ggccctcagg gatccctgag      660 
 
cgattctctg gctccaactc tggtaacaca gccactctga ccatcagcgg gacccaggct      720 
 
atggatgagg ctgactatta ctgtcaggcg tgggagagca gcactgtggt attcggcgga      780 
 
gggaccaagc tgaccgtcct a                                                801 
 
 
<210>  1498 
<211>  267 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14302 x I2C x FcBY 
 
<400>  1498 
 
Gln Arg Phe Cys Thr Gly His Phe Gly Gly Leu Tyr Pro Cys Asn Gly  
1               5                   10                  15       
 



 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  
            20                  25                  30           
 
 
Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 
 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  
    50                  55                  60                   
 
 
Gly Leu Glu Trp Val Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr  
65                  70                  75                  80   
 
 
Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  
                85                  90                  95       
 
 
Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr  
            100                 105                 110          
 
 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 
 
Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
145                 150                 155                 160  
 
 
Ser Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly  
                165                 170                 175      
 
 
Gln Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr  
            180                 185                 190          
 
 
Thr Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile  
        195                 200                 205              
 
 
Tyr Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly  
    210                 215                 220                  
 
 
Ser Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala  
225                 230                 235                 240  
 
 
Met Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val  
                245                 250                 255      
 
 
Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            260                 265          
 



 
<210>  1499 
<211>  549 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 x I2C x FcBY 
 
<400>  1499 
 
Gln Arg Phe Cys Thr Gly His Phe Gly Gly Leu Tyr Pro Cys Asn Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  
            20                  25                  30           
 
 
Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 
 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  
    50                  55                  60                   
 
 
Gly Leu Glu Trp Val Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr  
65                  70                  75                  80   
 
 
Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  
                85                  90                  95       
 
 
Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr  
            100                 105                 110          
 
 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 
 
Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
145                 150                 155                 160  
 
 
Ser Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly  
                165                 170                 175      
 
 
Gln Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr  
            180                 185                 190          
 
 
Thr Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile  
        195                 200                 205              
 
 
Tyr Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly  



    210                 215                 220                  
 
 
Ser Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala  
225                 230                 235                 240  
 
 
Met Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val  
                245                 250                 255      
 
 
Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly  
            260                 265                 270          
 
 
Ser Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly  
        275                 280                 285              
 
 
Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys  
    290                 295                 300                  
 
 
Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp  
305                 310                 315                 320  
 
 
Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala  
                325                 330                 335      
 
 
Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn  
            340                 345                 350          
 
 
Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val  
        355                 360                 365              
 
 
Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr  
    370                 375                 380                  
 
 
Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly  
385                 390                 395                 400  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val  
                405                 410                 415      
 
 
Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr  
            420                 425                 430          
 
 
Leu Thr Cys Gly Ser Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro  
        435                 440                 445              
 
 
Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly  
    450                 455                 460                  
 
 
Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser  



465                 470                 475                 480  
 
 
Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu  
                485                 490                 495      
 
 
Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val  
            500                 505                 510          
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly Gly Ser Gln  
        515                 520                 525              
 
 
Arg Phe Cys Thr Gly His Phe Gly Gly Leu His Pro Cys Asn Gly His  
    530                 535                 540                  
 
 
His His His His His  
545                  
 
 
<210>  1500 
<211>  438 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14302 CC x I2C x FcBY 
 
<400>  1500 
caacgtttct gtaccggtca cttcggtggt ctgtacccgt gtaatggtgg tggtggtggt       60 
 
tcgcaggtgc agttggtgga gtctggggga ggcgtggtcc agcctggggg gtccctgaga      120 
 
ctctcctgtg cagcgtctgg attcaccttc agtagctatg gcatgcactg ggtccgccag      180 
 
gctccaggca agtgtctgga gtgggtggca tttatatggt atgatggaag taataaatac      240 
 
tatgcagact ccgtgaagga ccgattcacc atctccagag acaattccaa gaacacgctg      300 
 
tatctgcaaa tgaatagcct gagagctgag gacacggctg tgtattactg tgcgagaagg      360 
 
gccggtataa taggaactat aggctactac tacggtatgg acgtctgggg ccaagggacc      420 
 
acggtcaccg tctctagt                                                    438 
 
 
<210>  1501 
<211>  146 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14302 CC x I2C x FcBY 
 
<400>  1501 
 
Gln Arg Phe Cys Thr Gly His Phe Gly Gly Leu Tyr Pro Cys Asn Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  



            20                  25                  30           
 
 
Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 
 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  
    50                  55                  60                   
 
 
Cys Leu Glu Trp Val Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr  
65                  70                  75                  80   
 
 
Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  
                85                  90                  95       
 
 
Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr  
            100                 105                 110          
 
 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 
 
Ser Ser  
145      
 
 
<210>  1502 
<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14302 CC x I2C x FcBY 
 
<400>  1502 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      120 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggctgcggg      300 
 
accaagctga ccgtccta                                                    318 
 
 
<210>  1503 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14302 CC x I2C x FcBY 



 
<400>  1503 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Cys Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  1504 
<211>  801 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14302 CC x I2C x FcBY 
 
<400>  1504 
caacgtttct gtaccggtca cttcggtggt ctgtacccgt gtaatggtgg tggtggtggt       60 
 
tcgcaggtgc agttggtgga gtctggggga ggcgtggtcc agcctggggg gtccctgaga      120 
 
ctctcctgtg cagcgtctgg attcaccttc agtagctatg gcatgcactg ggtccgccag      180 
 
gctccaggca agtgtctgga gtgggtggca tttatatggt atgatggaag taataaatac      240 
 
tatgcagact ccgtgaagga ccgattcacc atctccagag acaattccaa gaacacgctg      300 
 
tatctgcaaa tgaatagcct gagagctgag gacacggctg tgtattactg tgcgagaagg      360 
 
gccggtataa taggaactat aggctactac tacggtatgg acgtctgggg ccaagggacc      420 
 
acggtcaccg tctctagtgg aggcggagga tctggtggcg gtggttctgg cggcggaggc      480 
 
tcctcctatg aactgactca gccaccctca gtgtccgtgt ccccaggaca gacagccagc      540 
 
atcacctgct ctggagatag gttgggggaa aaatatacta gctggtatca gcagaggcca      600 
 
ggccagtccc ctttgctggt catctatcaa gataccaagc ggccctcagg gatccctgag      660 
 
cgattctctg gctccaactc tggtaacaca gccactctga ccatcagcgg gacccaggct      720 
 



atggatgagg ctgactatta ctgtcaggcg tgggagagca gcactgtggt attcggctgc      780 
 
gggaccaagc tgaccgtcct a                                                801 
 
 
<210>  1505 
<211>  267 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14302 CC x I2C x FcBY 
 
<400>  1505 
 
Gln Arg Phe Cys Thr Gly His Phe Gly Gly Leu Tyr Pro Cys Asn Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  
            20                  25                  30           
 
 
Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 
 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  
    50                  55                  60                   
 
 
Cys Leu Glu Trp Val Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr  
65                  70                  75                  80   
 
 
Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  
                85                  90                  95       
 
 
Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr  
            100                 105                 110          
 
 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 
 
Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
145                 150                 155                 160  
 
 
Ser Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly  
                165                 170                 175      
 
 
Gln Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr  
            180                 185                 190          
 
 
Thr Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile  



        195                 200                 205              
 
 
Tyr Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly  
    210                 215                 220                  
 
 
Ser Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala  
225                 230                 235                 240  
 
 
Met Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val  
                245                 250                 255      
 
 
Val Phe Gly Cys Gly Thr Lys Leu Thr Val Leu  
            260                 265          
 
 
<210>  1506 
<211>  549 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 CC x I2C x FcBY 
 
<400>  1506 
 
Gln Arg Phe Cys Thr Gly His Phe Gly Gly Leu Tyr Pro Cys Asn Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  
            20                  25                  30           
 
 
Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 
 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  
    50                  55                  60                   
 
 
Cys Leu Glu Trp Val Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr  
65                  70                  75                  80   
 
 
Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  
                85                  90                  95       
 
 
Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr  
            100                 105                 110          
 
 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 



 
Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
145                 150                 155                 160  
 
 
Ser Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly  
                165                 170                 175      
 
 
Gln Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr  
            180                 185                 190          
 
 
Thr Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile  
        195                 200                 205              
 
 
Tyr Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly  
    210                 215                 220                  
 
 
Ser Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala  
225                 230                 235                 240  
 
 
Met Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val  
                245                 250                 255      
 
 
Val Phe Gly Cys Gly Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly  
            260                 265                 270          
 
 
Ser Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly  
        275                 280                 285              
 
 
Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys  
    290                 295                 300                  
 
 
Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp  
305                 310                 315                 320  
 
 
Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala  
                325                 330                 335      
 
 
Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn  
            340                 345                 350          
 
 
Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val  
        355                 360                 365              
 
 
Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr  
    370                 375                 380                  
 
 
Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly  
385                 390                 395                 400  
 



 
Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val  
                405                 410                 415      
 
 
Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr  
            420                 425                 430          
 
 
Leu Thr Cys Gly Ser Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro  
        435                 440                 445              
 
 
Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly  
    450                 455                 460                  
 
 
Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser  
465                 470                 475                 480  
 
 
Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu  
                485                 490                 495      
 
 
Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val  
            500                 505                 510          
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly Gly Ser Gln  
        515                 520                 525              
 
 
Arg Phe Cys Thr Gly His Phe Gly Gly Leu His Pro Cys Asn Gly His  
    530                 535                 540                  
 
 
His His His His His  
545                  
 
 
<210>  1507 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14303 CC x I2C 
 
<400>  1507 
caggtgcagt tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagt gtctggagtg ggtggcattt atatggtatg agggaagtaa taaatactat      180 
 
gcagagtccg tgaaggaccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga aaagcctgag agctgaggac acggctgtgt attactgtgc gagaagggcc      300 
 
ggtataatag gaactatagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct ctagt                                                       375 
 



 
<210>  1508 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14303 CC x I2C 
 
<400>  1508 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  1509 
<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14303 CC x I2C 
 
<400>  1509 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      120 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggctgcggg      300 
 
accaagctga ccgtccta                                                    318 
 



 
<210>  1510 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14303 CC x I2C 
 
<400>  1510 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Cys Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  1511 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14303 CC x I2C 
 
<400>  1511 
caggtgcagt tggtggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagt gtctggagtg ggtggcattt atatggtatg agggaagtaa taaatactat      180 
 
gcagagtccg tgaaggaccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga aaagcctgag agctgaggac acggctgtgt attactgtgc gagaagggcc      300 
 
ggtataatag gaactatagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct ctagtggagg cggaggatct ggtggcggtg gttctggcgg cggaggctcc      420 
 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc      480 
 



acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      540 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      600 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      660 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggctgcggg      720 
 
accaagctga ccgtccta                                                    738 
 
 
<210>  1512 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14303 CC x I2C 
 
<400>  1512 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 



 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Cys Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu  
                245      
 
 
<210>  1513 
<211>  507 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14303 CC x I2C 
 
<400>  1513 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  



    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Cys Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  



385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu His His His His His His  
            500                 505          
 
 
<210>  1514 
<211>  501 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14303 x F12q0 
 
<400>  1514 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 



 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Arg Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Ser Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Gly  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 



 
His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu  
            500      
 
 
<210>  1515 
<211>  501 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14303 CC x F12q0 
 
<400>  1515 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  



    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Cys Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Arg Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Ser Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Gly  



305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu  
            500      
 
 
<210>  1516 
<211>  525 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14303 x I2C-21 
 
<400>  1516 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 



 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 



 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Arg Leu Ile Glu Asp Ile Cys Leu Pro Arg Trp  
            500                 505                 510          
 
 
Gly Cys Leu Trp Glu Asp Asp His His His His His His  
        515                 520                 525  
 



 
<210>  1517 
<211>  525 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14303 CC x I2C-21 
 
<400>  1517 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  



    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Cys Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  



465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Arg Leu Ile Glu Asp Ile Cys Leu Pro Arg Trp  
            500                 505                 510          
 
 
Gly Cys Leu Trp Glu Asp Asp His His His His His His  
        515                 520                 525  
 
 
<210>  1518 
<211>  438 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14303 x I2C x FcBY 
 
<400>  1518 
caacgtttct gtaccggtca cttcggtggt ctgtacccgt gtaatggtgg tggtggtggt       60 
 
tcgcaggtgc agttggtgga gtctggggga ggcgtggtcc agcctgggag gtccctgaga      120 
 
ctctcctgtg cagcgtctgg attcaccttc agtagctatg gcatgcactg ggtccgccag      180 
 
gctccaggca aggggctgga gtgggtggca tttatatggt atgagggaag taataaatac      240 
 
tatgcagagt ccgtgaagga ccgattcacc atctccagag acaattccaa gaacacgctg      300 
 
tatctgcaaa tgaaaagcct gagagctgag gacacggctg tgtattactg tgcgagaagg      360 
 
gccggtataa taggaactat aggctactac tacggtatgg acgtctgggg ccaagggacc      420 
 
acggtcaccg tctctagt                                                    438 
 
 
<210>  1519 
<211>  146 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14303 x I2C x FcBY 
 
<400>  1519 
 
Gln Arg Phe Cys Thr Gly His Phe Gly Gly Leu Tyr Pro Cys Asn Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  
            20                  25                  30           
 
 
Val Gln Pro Gly Arg Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 
 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  



    50                  55                  60                   
 
 
Gly Leu Glu Trp Val Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr  
65                  70                  75                  80   
 
 
Tyr Ala Glu Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  
                85                  90                  95       
 
 
Lys Asn Thr Leu Tyr Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr  
            100                 105                 110          
 
 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 
 
Ser Ser  
145      
 
 
<210>  1520 
<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14303 x I2C x FcBY 
 
<400>  1520 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      120 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggcggaggg      300 
 
accaagctga ccgtccta                                                    318 
 
 
<210>  1521 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14303 x I2C x FcBY 
 
<400>  1521 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  



            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  1522 
<211>  801 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14303 x I2C x FcBY 
 
<400>  1522 
caacgtttct gtaccggtca cttcggtggt ctgtacccgt gtaatggtgg tggtggtggt       60 
 
tcgcaggtgc agttggtgga gtctggggga ggcgtggtcc agcctgggag gtccctgaga      120 
 
ctctcctgtg cagcgtctgg attcaccttc agtagctatg gcatgcactg ggtccgccag      180 
 
gctccaggca aggggctgga gtgggtggca tttatatggt atgagggaag taataaatac      240 
 
tatgcagagt ccgtgaagga ccgattcacc atctccagag acaattccaa gaacacgctg      300 
 
tatctgcaaa tgaaaagcct gagagctgag gacacggctg tgtattactg tgcgagaagg      360 
 
gccggtataa taggaactat aggctactac tacggtatgg acgtctgggg ccaagggacc      420 
 
acggtcaccg tctctagtgg tggcggagga tctggcggag gtggaagcgg aggcggcgga      480 
 
tcttcctatg aactgactca gccaccctca gtgtccgtgt ccccaggaca gacagccagc      540 
 
atcacctgct ctggagatag gttgggggaa aaatatacta gctggtatca gcagaggcca      600 
 
ggccagtccc ctttgctggt catctatcaa gataccaagc ggccctcagg gatccctgag      660 
 
cgattctctg gctccaactc tggtaacaca gccactctga ccatcagcgg gacccaggct      720 
 
atggatgagg ctgactatta ctgtcaggcg tgggagagca gcactgtggt attcggcgga      780 
 
gggaccaagc tgaccgtcct a                                                801 
 
 
<210>  1523 
<211>  267 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14303 x I2C x FcBY 
 
<400>  1523 
 
Gln Arg Phe Cys Thr Gly His Phe Gly Gly Leu Tyr Pro Cys Asn Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  
            20                  25                  30           
 
 
Val Gln Pro Gly Arg Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 
 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  
    50                  55                  60                   
 
 
Gly Leu Glu Trp Val Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr  
65                  70                  75                  80   
 
 
Tyr Ala Glu Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  
                85                  90                  95       
 
 
Lys Asn Thr Leu Tyr Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr  
            100                 105                 110          
 
 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 
 
Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
145                 150                 155                 160  
 
 
Ser Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly  
                165                 170                 175      
 
 
Gln Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr  
            180                 185                 190          
 
 
Thr Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile  
        195                 200                 205              
 
 
Tyr Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly  
    210                 215                 220                  
 
 
Ser Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala  



225                 230                 235                 240  
 
 
Met Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val  
                245                 250                 255      
 
 
Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            260                 265          
 
 
<210>  1524 
<211>  549 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14303 x I2C x FcBY 
 
<400>  1524 
 
Gln Arg Phe Cys Thr Gly His Phe Gly Gly Leu Tyr Pro Cys Asn Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  
            20                  25                  30           
 
 
Val Gln Pro Gly Arg Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 
 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  
    50                  55                  60                   
 
 
Gly Leu Glu Trp Val Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr  
65                  70                  75                  80   
 
 
Tyr Ala Glu Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  
                85                  90                  95       
 
 
Lys Asn Thr Leu Tyr Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr  
            100                 105                 110          
 
 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 
 
Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
145                 150                 155                 160  
 
 
Ser Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly  
                165                 170                 175      
 



 
Gln Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr  
            180                 185                 190          
 
 
Thr Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile  
        195                 200                 205              
 
 
Tyr Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly  
    210                 215                 220                  
 
 
Ser Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala  
225                 230                 235                 240  
 
 
Met Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val  
                245                 250                 255      
 
 
Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly  
            260                 265                 270          
 
 
Ser Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly  
        275                 280                 285              
 
 
Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys  
    290                 295                 300                  
 
 
Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp  
305                 310                 315                 320  
 
 
Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala  
                325                 330                 335      
 
 
Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn  
            340                 345                 350          
 
 
Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val  
        355                 360                 365              
 
 
Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr  
    370                 375                 380                  
 
 
Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly  
385                 390                 395                 400  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val  
                405                 410                 415      
 
 
Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr  
            420                 425                 430          
 



 
Leu Thr Cys Gly Ser Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro  
        435                 440                 445              
 
 
Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly  
    450                 455                 460                  
 
 
Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser  
465                 470                 475                 480  
 
 
Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu  
                485                 490                 495      
 
 
Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val  
            500                 505                 510          
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly Gly Ser Gln  
        515                 520                 525              
 
 
Arg Phe Cys Thr Gly His Phe Gly Gly Leu His Pro Cys Asn Gly His  
    530                 535                 540                  
 
 
His His His His His  
545                  
 
 
<210>  1525 
<211>  438 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14303 CC x I2C x FcBY 
 
<400>  1525 
caacgtttct gtaccggtca cttcggtggt ctgtacccgt gtaatggtgg tggtggtggt       60 
 
tcgcaggtgc agttggtgga gtctggggga ggcgtggtcc agcctgggag gtccctgaga      120 
 
ctctcctgtg cagcgtctgg attcaccttc agtagctatg gcatgcactg ggtccgccag      180 
 
gctccaggca agtgtctgga gtgggtggca tttatatggt atgagggaag taataaatac      240 
 
tatgcagagt ccgtgaagga ccgattcacc atctccagag acaattccaa gaacacgctg      300 
 
tatctgcaaa tgaaaagcct gagagctgag gacacggctg tgtattactg tgcgagaagg      360 
 
gccggtataa taggaactat aggctactac tacggtatgg acgtctgggg ccaagggacc      420 
 
acggtcaccg tctctagt                                                    438 
 
 
<210>  1526 
<211>  146 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  VH CDH19 14303 CC x I2C x FcBY 
 
<400>  1526 
 
Gln Arg Phe Cys Thr Gly His Phe Gly Gly Leu Tyr Pro Cys Asn Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  
            20                  25                  30           
 
 
Val Gln Pro Gly Arg Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 
 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  
    50                  55                  60                   
 
 
Cys Leu Glu Trp Val Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr  
65                  70                  75                  80   
 
 
Tyr Ala Glu Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  
                85                  90                  95       
 
 
Lys Asn Thr Leu Tyr Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr  
            100                 105                 110          
 
 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 
 
Ser Ser  
145      
 
 
<210>  1527 
<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14303 CC x I2C x FcBY 
 
<400>  1527 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      120 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggctgcggg      300 
 



accaagctga ccgtccta                                                    318 
 
 
<210>  1528 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14303 CC x I2C x FcBY 
 
<400>  1528 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Cys Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  1529 
<211>  801 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14303 CC x I2C x FcBY 
 
<400>  1529 
caacgtttct gtaccggtca cttcggtggt ctgtacccgt gtaatggtgg tggtggtggt       60 
 
tcgcaggtgc agttggtgga gtctggggga ggcgtggtcc agcctgggag gtccctgaga      120 
 
ctctcctgtg cagcgtctgg attcaccttc agtagctatg gcatgcactg ggtccgccag      180 
 
gctccaggca agtgtctgga gtgggtggca tttatatggt atgagggaag taataaatac      240 
 
tatgcagagt ccgtgaagga ccgattcacc atctccagag acaattccaa gaacacgctg      300 
 
tatctgcaaa tgaaaagcct gagagctgag gacacggctg tgtattactg tgcgagaagg      360 
 
gccggtataa taggaactat aggctactac tacggtatgg acgtctgggg ccaagggacc      420 
 



acggtcaccg tctctagtgg aggcggagga tctggtggcg gtggttctgg cggcggaggc      480 
 
tcctcctatg aactgactca gccaccctca gtgtccgtgt ccccaggaca gacagccagc      540 
 
atcacctgct ctggagatag gttgggggaa aaatatacta gctggtatca gcagaggcca      600 
 
ggccagtccc ctttgctggt catctatcaa gataccaagc ggccctcagg gatccctgag      660 
 
cgattctctg gctccaactc tggtaacaca gccactctga ccatcagcgg gacccaggct      720 
 
atggatgagg ctgactatta ctgtcaggcg tgggagagca gcactgtggt attcggctgc      780 
 
gggaccaagc tgaccgtcct a                                                801 
 
 
<210>  1530 
<211>  267 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14303 CC x I2C x FcBY 
 
<400>  1530 
 
Gln Arg Phe Cys Thr Gly His Phe Gly Gly Leu Tyr Pro Cys Asn Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  
            20                  25                  30           
 
 
Val Gln Pro Gly Arg Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 
 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  
    50                  55                  60                   
 
 
Cys Leu Glu Trp Val Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr  
65                  70                  75                  80   
 
 
Tyr Ala Glu Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  
                85                  90                  95       
 
 
Lys Asn Thr Leu Tyr Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr  
            100                 105                 110          
 
 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 
 
Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
145                 150                 155                 160  
 



 
Ser Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly  
                165                 170                 175      
 
 
Gln Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr  
            180                 185                 190          
 
 
Thr Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile  
        195                 200                 205              
 
 
Tyr Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly  
    210                 215                 220                  
 
 
Ser Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala  
225                 230                 235                 240  
 
 
Met Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val  
                245                 250                 255      
 
 
Val Phe Gly Cys Gly Thr Lys Leu Thr Val Leu  
            260                 265          
 
 
<210>  1531 
<211>  549 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14303 CC x I2C x FcBY 
 
<400>  1531 
 
Gln Arg Phe Cys Thr Gly His Phe Gly Gly Leu Tyr Pro Cys Asn Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  
            20                  25                  30           
 
 
Val Gln Pro Gly Arg Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 
 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  
    50                  55                  60                   
 
 
Cys Leu Glu Trp Val Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr  
65                  70                  75                  80   
 
 
Tyr Ala Glu Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  
                85                  90                  95       
 
 
Lys Asn Thr Leu Tyr Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr  



            100                 105                 110          
 
 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 
 
Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
145                 150                 155                 160  
 
 
Ser Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly  
                165                 170                 175      
 
 
Gln Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr  
            180                 185                 190          
 
 
Thr Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile  
        195                 200                 205              
 
 
Tyr Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly  
    210                 215                 220                  
 
 
Ser Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala  
225                 230                 235                 240  
 
 
Met Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val  
                245                 250                 255      
 
 
Val Phe Gly Cys Gly Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly  
            260                 265                 270          
 
 
Ser Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly  
        275                 280                 285              
 
 
Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys  
    290                 295                 300                  
 
 
Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp  
305                 310                 315                 320  
 
 
Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala  
                325                 330                 335      
 
 
Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn  
            340                 345                 350          
 
 
Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val  



        355                 360                 365              
 
 
Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr  
    370                 375                 380                  
 
 
Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly  
385                 390                 395                 400  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val  
                405                 410                 415      
 
 
Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr  
            420                 425                 430          
 
 
Leu Thr Cys Gly Ser Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro  
        435                 440                 445              
 
 
Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly  
    450                 455                 460                  
 
 
Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser  
465                 470                 475                 480  
 
 
Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu  
                485                 490                 495      
 
 
Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val  
            500                 505                 510          
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly Gly Ser Gln  
        515                 520                 525              
 
 
Arg Phe Cys Thr Gly His Phe Gly Gly Leu His Pro Cys Asn Gly His  
    530                 535                 540                  
 
 
His His His His His  
545                  
 
 
<210>  1532 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14039 CC x I2C 
 
<400>  1532 
caggtgcagt tggtggagtc tgggggaggc gtggtccagc ctggggggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 



ccaggcaagt gtctggagtg ggtggcattt atatggtatg agggaagtaa taaatactat      180 
 
gcagagtccg tgaaggaccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga atagcctgag agctgaggac acggctgtgt attactgtgc gagaagggcc      300 
 
ggtataatag gaactatagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct ctagt                                                       375 
 
 
<210>  1533 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14039 CC x I2C 
 
<400>  1533 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  1534 
<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14039 CC x I2C 
 
<400>  1534 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 



acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      120 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggctgcggg      300 
 
accaagctga ccgtccta                                                    318 
 
 
<210>  1535 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14039 CC x I2C 
 
<400>  1535 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Cys Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  1536 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14039 CC x I2C 
 
<400>  1536 
caggtgcagt tggtggagtc tgggggaggc gtggtccagc ctggggggtc cctgagactc       60 
 
tcctgtgcag cgtctggatt caccttcagt agctatggca tgcactgggt ccgccaggct      120 
 
ccaggcaagt gtctggagtg ggtggcattt atatggtatg agggaagtaa taaatactat      180 
 



gcagagtccg tgaaggaccg attcaccatc tccagagaca attccaagaa cacgctgtat      240 
 
ctgcaaatga atagcctgag agctgaggac acggctgtgt attactgtgc gagaagggcc      300 
 
ggtataatag gaactatagg ctactactac ggtatggacg tctggggcca agggaccacg      360 
 
gtcaccgtct ctagtggagg cggaggatct ggtggcggtg gttctggcgg cggaggctcc      420 
 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc      480 
 
acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      540 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      600 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      660 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggctgcggg      720 
 
accaagctga ccgtccta                                                    738 
 
 
<210>  1537 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14039 CC x I2C 
 
<400>  1537 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  



    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Cys Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu  
                245      
 
 
<210>  1538 
<211>  507 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14039 CC x I2C 
 
<400>  1538 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 



 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Cys Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 



 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu His His His His His His  
            500                 505          
 
 
<210>  1539 
<211>  501 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14039 x F12q0 
 
<400>  1539 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  



    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Arg Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Ser Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Gly  



305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu  
            500      
 
 
<210>  1540 
<211>  501 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14039 CC x F12q0 
 
<400>  1540 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 



 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Cys Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Arg Leu  
            260                 265                 270          
 



 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Ser Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Gly  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu  
            500      
 
 
<210>  1541 
<211>  429 
<212>  ДНК 



<213>  искусственная 
 
<220> 
<223>  VH CDH19 21-14039 x I2C 
 
<400>  1541 
cggctgatcg aggacatctg cctgcccaga tggggctgcc tgtgggagga cgaccaggtg       60 
 
cagttggtgg agtctggggg aggcgtggtc cagcctgggg ggtccctgag actctcctgt      120 
 
gcagcgtctg gattcacctt cagtagctat ggcatgcact gggtccgcca ggctccaggc      180 
 
aaggggctgg agtgggtggc atttatatgg tatgagggaa gtaataaata ctatgcagag      240 
 
tccgtgaagg accgattcac catctccaga gacaattcca agaacacgct gtatctgcaa      300 
 
atgaatagcc tgagagctga ggacacggct gtgtattact gtgcgagaag ggccggtata      360 
 
ataggaacta taggctacta ctacggtatg gacgtctggg gccaagggac cacggtcacc      420 
 
gtctctagt                                                              429 
 
 
<210>  1542 
<211>  143 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 21-14039 x I2C 
 
<400>  1542 
 
Arg Leu Ile Glu Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp Glu  
1               5                   10                  15       
 
 
Asp Asp Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro  
            20                  25                  30           
 
 
Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser  
        35                  40                  45               
 
 
Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu  
    50                  55                  60                   
 
 
Trp Val Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu  
65                  70                  75                  80   
 
 
Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr  
                85                  90                  95       
 
 
Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr  
            100                 105                 110          
 
 
Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr  
        115                 120                 125              
 



 
Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
    130                 135                 140              
 
 
<210>  1543 
<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 21-14039 x I2C 
 
<400>  1543 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      120 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggcggaggg      300 
 
accaagctga ccgtccta                                                    318 
 
 
<210>  1544 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 21-14039 x I2C 
 
<400>  1544 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 



 
<210>  1545 
<211>  792 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 21-14039 x I2C 
 
<400>  1545 
cggctgatcg aggacatctg cctgcccaga tggggctgcc tgtgggagga cgaccaggtg       60 
 
cagttggtgg agtctggggg aggcgtggtc cagcctgggg ggtccctgag actctcctgt      120 
 
gcagcgtctg gattcacctt cagtagctat ggcatgcact gggtccgcca ggctccaggc      180 
 
aaggggctgg agtgggtggc atttatatgg tatgagggaa gtaataaata ctatgcagag      240 
 
tccgtgaagg accgattcac catctccaga gacaattcca agaacacgct gtatctgcaa      300 
 
atgaatagcc tgagagctga ggacacggct gtgtattact gtgcgagaag ggccggtata      360 
 
ataggaacta taggctacta ctacggtatg gacgtctggg gccaagggac cacggtcacc      420 
 
gtctctagtg gtggcggagg atctggcgga ggtggaagcg gaggcggcgg atcttcctat      480 
 
gaactgactc agccaccctc agtgtccgtg tccccaggac agacagccag catcacctgc      540 
 
tctggagata ggttggggga aaaatatact agctggtatc agcagaggcc aggccagtcc      600 
 
cctttgctgg tcatctatca agataccaag cggccctcag ggatccctga gcgattctct      660 
 
ggctccaact ctggtaacac agccactctg accatcagcg ggacccaggc tatggatgag      720 
 
gctgactatt actgtcaggc gtgggagagc agcactgtgg tattcggcgg agggaccaag      780 
 
ctgaccgtcc ta                                                          792 
 
 
<210>  1546 
<211>  264 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 21-14039 x I2C 
 
<400>  1546 
 
Arg Leu Ile Glu Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp Glu  
1               5                   10                  15       
 
 
Asp Asp Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro  
            20                  25                  30           
 
 
Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser  
        35                  40                  45               
 
 
Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu  
    50                  55                  60                   
 



 
Trp Val Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu  
65                  70                  75                  80   
 
 
Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr  
                85                  90                  95       
 
 
Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr  
            100                 105                 110          
 
 
Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr  
        115                 120                 125              
 
 
Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly  
    130                 135                 140                  
 
 
Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr  
145                 150                 155                 160  
 
 
Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala  
                165                 170                 175      
 
 
Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp  
            180                 185                 190          
 
 
Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp  
        195                 200                 205              
 
 
Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser  
    210                 215                 220                  
 
 
Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu  
225                 230                 235                 240  
 
 
Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly  
                245                 250                 255      
 
 
Gly Gly Thr Lys Leu Thr Val Leu  
            260                  
 
 
<210>  1547 
<211>  525 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 21-14039 x I2C 
 
<400>  1547 
 
Arg Leu Ile Glu Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp Glu  



1               5                   10                  15       
 
 
Asp Asp Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro  
            20                  25                  30           
 
 
Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser  
        35                  40                  45               
 
 
Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu  
    50                  55                  60                   
 
 
Trp Val Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu  
65                  70                  75                  80   
 
 
Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr  
                85                  90                  95       
 
 
Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr  
            100                 105                 110          
 
 
Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr  
        115                 120                 125              
 
 
Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly  
    130                 135                 140                  
 
 
Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr  
145                 150                 155                 160  
 
 
Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala  
                165                 170                 175      
 
 
Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp  
            180                 185                 190          
 
 
Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp  
        195                 200                 205              
 
 
Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser  
    210                 215                 220                  
 
 
Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu  
225                 230                 235                 240  
 
 
Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly  
                245                 250                 255      
 
 
Gly Gly Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val  



            260                 265                 270          
 
 
Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu  
        275                 280                 285              
 
 
Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met  
    290                 295                 300                  
 
 
Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg  
305                 310                 315                 320  
 
 
Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val  
                325                 330                 335      
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr  
            340                 345                 350          
 
 
Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys  
        355                 360                 365              
 
 
Val Arg His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr  
    370                 375                 380                  
 
 
Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser  
385                 390                 395                 400  
 
 
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln  
                405                 410                 415      
 
 
Glu Pro Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys  
            420                 425                 430          
 
 
Gly Ser Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val  
        435                 440                 445              
 
 
Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys  
    450                 455                 460                  
 
 
Phe Leu Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly  
465                 470                 475                 480  
 
 
Gly Lys Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala  
                485                 490                 495      
 
 
Glu Tyr Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly  
            500                 505                 510          
 
 
Gly Thr Lys Leu Thr Val Leu His His His His His His  



        515                 520                 525  
 
 
<210>  1548 
<211>  429 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 21-14039 CC x I2C 
 
<400>  1548 
cggctgatcg aggacatctg cctgcccaga tggggctgcc tgtgggagga cgaccaggtg       60 
 
cagttggtgg agtctggggg aggcgtggtc cagcctgggg ggtccctgag actctcctgt      120 
 
gcagcgtctg gattcacctt cagtagctat ggcatgcact gggtccgcca ggctccaggc      180 
 
aagtgtctgg agtgggtggc atttatatgg tatgagggaa gtaataaata ctatgcagag      240 
 
tccgtgaagg accgattcac catctccaga gacaattcca agaacacgct gtatctgcaa      300 
 
atgaatagcc tgagagctga ggacacggct gtgtattact gtgcgagaag ggccggtata      360 
 
ataggaacta taggctacta ctacggtatg gacgtctggg gccaagggac cacggtcacc      420 
 
gtctctagt                                                              429 
 
 
<210>  1549 
<211>  143 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 21-14039 CC x I2C 
 
<400>  1549 
 
Arg Leu Ile Glu Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp Glu  
1               5                   10                  15       
 
 
Asp Asp Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro  
            20                  25                  30           
 
 
Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser  
        35                  40                  45               
 
 
Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu  
    50                  55                  60                   
 
 
Trp Val Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu  
65                  70                  75                  80   
 
 
Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr  
                85                  90                  95       
 
 
Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr  



            100                 105                 110          
 
 
Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr  
        115                 120                 125              
 
 
Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
    130                 135                 140              
 
 
<210>  1550 
<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 21-14039 CC x I2C 
 
<400>  1550 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      120 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggctgcggg      300 
 
accaagctga ccgtccta                                                    318 
 
 
<210>  1551 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 21-14039 CC x I2C 
 
<400>  1551 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  



                85                  90                  95       
 
 
Phe Gly Cys Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  1552 
<211>  792 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 21-14039 CC x I2C 
 
<400>  1552 
cggctgatcg aggacatctg cctgcccaga tggggctgcc tgtgggagga cgaccaggtg       60 
 
cagttggtgg agtctggggg aggcgtggtc cagcctgggg ggtccctgag actctcctgt      120 
 
gcagcgtctg gattcacctt cagtagctat ggcatgcact gggtccgcca ggctccaggc      180 
 
aagtgtctgg agtgggtggc atttatatgg tatgagggaa gtaataaata ctatgcagag      240 
 
tccgtgaagg accgattcac catctccaga gacaattcca agaacacgct gtatctgcaa      300 
 
atgaatagcc tgagagctga ggacacggct gtgtattact gtgcgagaag ggccggtata      360 
 
ataggaacta taggctacta ctacggtatg gacgtctggg gccaagggac cacggtcacc      420 
 
gtctctagtg gaggcggagg atctggtggc ggtggttctg gcggcggagg ctcctcctat      480 
 
gaactgactc agccaccctc agtgtccgtg tccccaggac agacagccag catcacctgc      540 
 
tctggagata ggttggggga aaaatatact agctggtatc agcagaggcc aggccagtcc      600 
 
cctttgctgg tcatctatca agataccaag cggccctcag ggatccctga gcgattctct      660 
 
ggctccaact ctggtaacac agccactctg accatcagcg ggacccaggc tatggatgag      720 
 
gctgactatt actgtcaggc gtgggagagc agcactgtgg tattcggctg cgggaccaag      780 
 
ctgaccgtcc ta                                                          792 
 
 
<210>  1553 
<211>  264 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 21-14039 CC x I2C 
 
<400>  1553 
 
Arg Leu Ile Glu Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp Glu  
1               5                   10                  15       
 
 
Asp Asp Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro  
            20                  25                  30           
 
 
Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser  



        35                  40                  45               
 
 
Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu  
    50                  55                  60                   
 
 
Trp Val Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu  
65                  70                  75                  80   
 
 
Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr  
                85                  90                  95       
 
 
Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr  
            100                 105                 110          
 
 
Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr  
        115                 120                 125              
 
 
Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly  
    130                 135                 140                  
 
 
Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr  
145                 150                 155                 160  
 
 
Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala  
                165                 170                 175      
 
 
Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp  
            180                 185                 190          
 
 
Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp  
        195                 200                 205              
 
 
Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser  
    210                 215                 220                  
 
 
Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu  
225                 230                 235                 240  
 
 
Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly  
                245                 250                 255      
 
 
Cys Gly Thr Lys Leu Thr Val Leu  
            260                  
 
 
<210>  1554 
<211>  525 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  CDH19 21-14039 CC x I2C 
 
<400>  1554 
 
Arg Leu Ile Glu Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp Glu  
1               5                   10                  15       
 
 
Asp Asp Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro  
            20                  25                  30           
 
 
Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser  
        35                  40                  45               
 
 
Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu  
    50                  55                  60                   
 
 
Trp Val Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu  
65                  70                  75                  80   
 
 
Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr  
                85                  90                  95       
 
 
Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr  
            100                 105                 110          
 
 
Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr  
        115                 120                 125              
 
 
Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly  
    130                 135                 140                  
 
 
Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr  
145                 150                 155                 160  
 
 
Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala  
                165                 170                 175      
 
 
Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp  
            180                 185                 190          
 
 
Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp  
        195                 200                 205              
 
 
Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser  
    210                 215                 220                  
 
 
Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu  
225                 230                 235                 240  
 



 
Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly  
                245                 250                 255      
 
 
Cys Gly Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val  
            260                 265                 270          
 
 
Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu  
        275                 280                 285              
 
 
Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met  
    290                 295                 300                  
 
 
Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg  
305                 310                 315                 320  
 
 
Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val  
                325                 330                 335      
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr  
            340                 345                 350          
 
 
Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys  
        355                 360                 365              
 
 
Val Arg His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr  
    370                 375                 380                  
 
 
Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser  
385                 390                 395                 400  
 
 
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln  
                405                 410                 415      
 
 
Glu Pro Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys  
            420                 425                 430          
 
 
Gly Ser Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val  
        435                 440                 445              
 
 
Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys  
    450                 455                 460                  
 
 
Phe Leu Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly  
465                 470                 475                 480  
 
 
Gly Lys Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala  
                485                 490                 495      
 



 
Glu Tyr Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly  
            500                 505                 510          
 
 
Gly Thr Lys Leu Thr Val Leu His His His His His His  
        515                 520                 525  
 
 
<210>  1555 
<211>  525 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14039 x I2C-21 
 
<400>  1555 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  



            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  



        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Arg Leu Ile Glu Asp Ile Cys Leu Pro Arg Trp  
            500                 505                 510          
 
 
Gly Cys Leu Trp Glu Asp Asp His His His His His His  
        515                 520                 525  
 
 
<210>  1556 
<211>  525 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14039 CC x I2C-21 
 
<400>  1556 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 



 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Cys Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 



 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Arg Leu Ile Glu Asp Ile Cys Leu Pro Arg Trp  
            500                 505                 510          
 
 
Gly Cys Leu Trp Glu Asp Asp His His His His His His  
        515                 520                 525  
 
 
<210>  1557 
<211>  438 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14039 x I2C x FcBY 
 
<400>  1557 
caacgtttct gtaccggtca cttcggtggt ctgtacccgt gtaatggtgg tggtggtggt       60 
 
tcgcaggtgc agttggtgga gtctggggga ggcgtggtcc agcctggggg gtccctgaga      120 
 
ctctcctgtg cagcgtctgg attcaccttc agtagctatg gcatgcactg ggtccgccag      180 
 
gctccaggca aggggctgga gtgggtggca tttatatggt atgagggaag taataaatac      240 
 
tatgcagagt ccgtgaagga ccgattcacc atctccagag acaattccaa gaacacgctg      300 
 
tatctgcaaa tgaatagcct gagagctgag gacacggctg tgtattactg tgcgagaagg      360 
 
gccggtataa taggaactat aggctactac tacggtatgg acgtctgggg ccaagggacc      420 
 
acggtcaccg tctctagt                                                    438 
 
 
<210>  1558 



<211>  146 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14039 x I2C x FcBY 
 
<400>  1558 
 
Gln Arg Phe Cys Thr Gly His Phe Gly Gly Leu Tyr Pro Cys Asn Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  
            20                  25                  30           
 
 
Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 
 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  
    50                  55                  60                   
 
 
Gly Leu Glu Trp Val Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr  
65                  70                  75                  80   
 
 
Tyr Ala Glu Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  
                85                  90                  95       
 
 
Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr  
            100                 105                 110          
 
 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 
 
Ser Ser  
145      
 
 
<210>  1559 
<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14039 x I2C x FcBY 
 
<400>  1559 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      120 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      180 
 



ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggcggaggg      300 
 
accaagctga ccgtccta                                                    318 
 
 
<210>  1560 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14039 x I2C x FcBY 
 
<400>  1560 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  1561 
<211>  801 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14039 x I2C x FcBY 
 
<400>  1561 
caacgtttct gtaccggtca cttcggtggt ctgtacccgt gtaatggtgg tggtggtggt       60 
 
tcgcaggtgc agttggtgga gtctggggga ggcgtggtcc agcctggggg gtccctgaga      120 
 
ctctcctgtg cagcgtctgg attcaccttc agtagctatg gcatgcactg ggtccgccag      180 
 
gctccaggca aggggctgga gtgggtggca tttatatggt atgagggaag taataaatac      240 
 
tatgcagagt ccgtgaagga ccgattcacc atctccagag acaattccaa gaacacgctg      300 
 



tatctgcaaa tgaatagcct gagagctgag gacacggctg tgtattactg tgcgagaagg      360 
 
gccggtataa taggaactat aggctactac tacggtatgg acgtctgggg ccaagggacc      420 
 
acggtcaccg tctctagtgg tggcggagga tctggcggag gtggaagcgg aggcggcgga      480 
 
tcttcctatg aactgactca gccaccctca gtgtccgtgt ccccaggaca gacagccagc      540 
 
atcacctgct ctggagatag gttgggggaa aaatatacta gctggtatca gcagaggcca      600 
 
ggccagtccc ctttgctggt catctatcaa gataccaagc ggccctcagg gatccctgag      660 
 
cgattctctg gctccaactc tggtaacaca gccactctga ccatcagcgg gacccaggct      720 
 
atggatgagg ctgactatta ctgtcaggcg tgggagagca gcactgtggt attcggcgga      780 
 
gggaccaagc tgaccgtcct a                                                801 
 
 
<210>  1562 
<211>  267 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14039 x I2C x FcBY 
 
<400>  1562 
 
Gln Arg Phe Cys Thr Gly His Phe Gly Gly Leu Tyr Pro Cys Asn Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  
            20                  25                  30           
 
 
Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 
 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  
    50                  55                  60                   
 
 
Gly Leu Glu Trp Val Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr  
65                  70                  75                  80   
 
 
Tyr Ala Glu Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  
                85                  90                  95       
 
 
Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr  
            100                 105                 110          
 
 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 



 
Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
145                 150                 155                 160  
 
 
Ser Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly  
                165                 170                 175      
 
 
Gln Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr  
            180                 185                 190          
 
 
Thr Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile  
        195                 200                 205              
 
 
Tyr Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly  
    210                 215                 220                  
 
 
Ser Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala  
225                 230                 235                 240  
 
 
Met Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val  
                245                 250                 255      
 
 
Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            260                 265          
 
 
<210>  1563 
<211>  549 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14039 x I2C x FcBY 
 
<400>  1563 
 
Gln Arg Phe Cys Thr Gly His Phe Gly Gly Leu Tyr Pro Cys Asn Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  
            20                  25                  30           
 
 
Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 
 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  
    50                  55                  60                   
 
 
Gly Leu Glu Trp Val Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr  
65                  70                  75                  80   
 
 
Tyr Ala Glu Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  



                85                  90                  95       
 
 
Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr  
            100                 105                 110          
 
 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 
 
Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
145                 150                 155                 160  
 
 
Ser Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly  
                165                 170                 175      
 
 
Gln Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr  
            180                 185                 190          
 
 
Thr Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile  
        195                 200                 205              
 
 
Tyr Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly  
    210                 215                 220                  
 
 
Ser Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala  
225                 230                 235                 240  
 
 
Met Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val  
                245                 250                 255      
 
 
Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly  
            260                 265                 270          
 
 
Ser Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly  
        275                 280                 285              
 
 
Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys  
    290                 295                 300                  
 
 
Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp  
305                 310                 315                 320  
 
 
Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala  
                325                 330                 335      
 
 
Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn  



            340                 345                 350          
 
 
Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val  
        355                 360                 365              
 
 
Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr  
    370                 375                 380                  
 
 
Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly  
385                 390                 395                 400  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val  
                405                 410                 415      
 
 
Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr  
            420                 425                 430          
 
 
Leu Thr Cys Gly Ser Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro  
        435                 440                 445              
 
 
Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly  
    450                 455                 460                  
 
 
Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser  
465                 470                 475                 480  
 
 
Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu  
                485                 490                 495      
 
 
Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val  
            500                 505                 510          
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly Gly Ser Gln  
        515                 520                 525              
 
 
Arg Phe Cys Thr Gly His Phe Gly Gly Leu His Pro Cys Asn Gly His  
    530                 535                 540                  
 
 
His His His His His  
545                  
 
 
<210>  1564 
<211>  438 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14039 CC x I2C x FcBY 
 
<400>  1564 



caacgtttct gtaccggtca cttcggtggt ctgtacccgt gtaatggtgg tggtggtggt       60 
 
tcgcaggtgc agttggtgga gtctggggga ggcgtggtcc agcctggggg gtccctgaga      120 
 
ctctcctgtg cagcgtctgg attcaccttc agtagctatg gcatgcactg ggtccgccag      180 
 
gctccaggca agtgtctgga gtgggtggca tttatatggt atgagggaag taataaatac      240 
 
tatgcagagt ccgtgaagga ccgattcacc atctccagag acaattccaa gaacacgctg      300 
 
tatctgcaaa tgaatagcct gagagctgag gacacggctg tgtattactg tgcgagaagg      360 
 
gccggtataa taggaactat aggctactac tacggtatgg acgtctgggg ccaagggacc      420 
 
acggtcaccg tctctagt                                                    438 
 
 
<210>  1565 
<211>  146 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 14039 CC x I2C x FcBY 
 
<400>  1565 
 
Gln Arg Phe Cys Thr Gly His Phe Gly Gly Leu Tyr Pro Cys Asn Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  
            20                  25                  30           
 
 
Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 
 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  
    50                  55                  60                   
 
 
Cys Leu Glu Trp Val Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr  
65                  70                  75                  80   
 
 
Tyr Ala Glu Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  
                85                  90                  95       
 
 
Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr  
            100                 105                 110          
 
 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 
 
Ser Ser  



145      
 
 
<210>  1566 
<211>  318 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14039 CC x I2C x FcBY 
 
<400>  1566 
tcctatgaac tgactcagcc accctcagtg tccgtgtccc caggacagac agccagcatc       60 
 
acctgctctg gagataggtt gggggaaaaa tatactagct ggtatcagca gaggccaggc      120 
 
cagtcccctt tgctggtcat ctatcaagat accaagcggc cctcagggat ccctgagcga      180 
 
ttctctggct ccaactctgg taacacagcc actctgacca tcagcgggac ccaggctatg      240 
 
gatgaggctg actattactg tcaggcgtgg gagagcagca ctgtggtatt cggctgcggg      300 
 
accaagctga ccgtccta                                                    318 
 
 
<210>  1567 
<211>  106 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 14039 CC x I2C x FcBY 
 
<400>  1567 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Cys Gly Thr Lys Leu Thr Val Leu  
            100                 105      
 
 
<210>  1568 



<211>  801 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14039 CC x I2C x FcBY 
 
<400>  1568 
caacgtttct gtaccggtca cttcggtggt ctgtacccgt gtaatggtgg tggtggtggt       60 
 
tcgcaggtgc agttggtgga gtctggggga ggcgtggtcc agcctggggg gtccctgaga      120 
 
ctctcctgtg cagcgtctgg attcaccttc agtagctatg gcatgcactg ggtccgccag      180 
 
gctccaggca agtgtctgga gtgggtggca tttatatggt atgagggaag taataaatac      240 
 
tatgcagagt ccgtgaagga ccgattcacc atctccagag acaattccaa gaacacgctg      300 
 
tatctgcaaa tgaatagcct gagagctgag gacacggctg tgtattactg tgcgagaagg      360 
 
gccggtataa taggaactat aggctactac tacggtatgg acgtctgggg ccaagggacc      420 
 
acggtcaccg tctctagtgg aggcggagga tctggtggcg gtggttctgg cggcggaggc      480 
 
tcctcctatg aactgactca gccaccctca gtgtccgtgt ccccaggaca gacagccagc      540 
 
atcacctgct ctggagatag gttgggggaa aaatatacta gctggtatca gcagaggcca      600 
 
ggccagtccc ctttgctggt catctatcaa gataccaagc ggccctcagg gatccctgag      660 
 
cgattctctg gctccaactc tggtaacaca gccactctga ccatcagcgg gacccaggct      720 
 
atggatgagg ctgactatta ctgtcaggcg tgggagagca gcactgtggt attcggctgc      780 
 
gggaccaagc tgaccgtcct a                                                801 
 
 
<210>  1569 
<211>  267 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 14039 CC x I2C x FcBY 
 
<400>  1569 
 
Gln Arg Phe Cys Thr Gly His Phe Gly Gly Leu Tyr Pro Cys Asn Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  
            20                  25                  30           
 
 
Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 
 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  
    50                  55                  60                   
 
 
Cys Leu Glu Trp Val Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr  



65                  70                  75                  80   
 
 
Tyr Ala Glu Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  
                85                  90                  95       
 
 
Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr  
            100                 105                 110          
 
 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 
 
Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
145                 150                 155                 160  
 
 
Ser Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly  
                165                 170                 175      
 
 
Gln Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr  
            180                 185                 190          
 
 
Thr Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile  
        195                 200                 205              
 
 
Tyr Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly  
    210                 215                 220                  
 
 
Ser Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala  
225                 230                 235                 240  
 
 
Met Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val  
                245                 250                 255      
 
 
Val Phe Gly Cys Gly Thr Lys Leu Thr Val Leu  
            260                 265          
 
 
<210>  1570 
<211>  549 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14039 CC x I2C  x FcBY 
 
<400>  1570 
 
Gln Arg Phe Cys Thr Gly His Phe Gly Gly Leu Tyr Pro Cys Asn Gly  
1               5                   10                  15       
 



 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  
            20                  25                  30           
 
 
Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 
 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  
    50                  55                  60                   
 
 
Cys Leu Glu Trp Val Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr  
65                  70                  75                  80   
 
 
Tyr Ala Glu Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  
                85                  90                  95       
 
 
Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr  
            100                 105                 110          
 
 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 
 
Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
145                 150                 155                 160  
 
 
Ser Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly  
                165                 170                 175      
 
 
Gln Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr  
            180                 185                 190          
 
 
Thr Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile  
        195                 200                 205              
 
 
Tyr Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly  
    210                 215                 220                  
 
 
Ser Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala  
225                 230                 235                 240  
 
 
Met Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val  
                245                 250                 255      
 
 
Val Phe Gly Cys Gly Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly  
            260                 265                 270          
 



 
Ser Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly  
        275                 280                 285              
 
 
Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys  
    290                 295                 300                  
 
 
Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp  
305                 310                 315                 320  
 
 
Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala  
                325                 330                 335      
 
 
Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn  
            340                 345                 350          
 
 
Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val  
        355                 360                 365              
 
 
Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr  
    370                 375                 380                  
 
 
Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly  
385                 390                 395                 400  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val  
                405                 410                 415      
 
 
Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr  
            420                 425                 430          
 
 
Leu Thr Cys Gly Ser Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro  
        435                 440                 445              
 
 
Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly  
    450                 455                 460                  
 
 
Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser  
465                 470                 475                 480  
 
 
Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu  
                485                 490                 495      
 
 
Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val  
            500                 505                 510          
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly Gly Ser Gln  
        515                 520                 525              
 



 
Arg Phe Cys Thr Gly His Phe Gly Gly Leu His Pro Cys Asn Gly His  
    530                 535                 540                  
 
 
His His His His His  
545                  
 
 
<210>  1571 
<211>  532 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 x I2C-156 
 
<400>  1571 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  



            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  



        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Gly Gly Gly Gly Ser Gly Gly Gly Ser Arg Asp  
            500                 505                 510          
 
 
Trp Asp Phe Asp Val Phe Gly Gly Gly Thr Pro Val Gly Gly His His  
        515                 520                 525              
 
 
His His His His  
    530          
 
 
<210>  1572 
<211>  549 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 x I2C-LFcBY 
 
<400>  1572 
 
Gln Arg Phe Val Thr Gly His Phe Gly Gly Leu Tyr Pro Ala Asn Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  
            20                  25                  30           
 
 
Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 
 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  
    50                  55                  60                   
 
 
Gly Leu Glu Trp Val Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr  
65                  70                  75                  80   
 
 
Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  
                85                  90                  95       
 
 
Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr  
            100                 105                 110          
 



 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 
 
Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
145                 150                 155                 160  
 
 
Ser Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly  
                165                 170                 175      
 
 
Gln Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr  
            180                 185                 190          
 
 
Thr Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile  
        195                 200                 205              
 
 
Tyr Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly  
    210                 215                 220                  
 
 
Ser Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala  
225                 230                 235                 240  
 
 
Met Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val  
                245                 250                 255      
 
 
Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly  
            260                 265                 270          
 
 
Ser Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly  
        275                 280                 285              
 
 
Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys  
    290                 295                 300                  
 
 
Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp  
305                 310                 315                 320  
 
 
Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala  
                325                 330                 335      
 
 
Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn  
            340                 345                 350          
 
 
Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val  
        355                 360                 365              
 



 
Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr  
    370                 375                 380                  
 
 
Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly  
385                 390                 395                 400  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val  
                405                 410                 415      
 
 
Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr  
            420                 425                 430          
 
 
Leu Thr Cys Gly Ser Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro  
        435                 440                 445              
 
 
Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly  
    450                 455                 460                  
 
 
Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser  
465                 470                 475                 480  
 
 
Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu  
                485                 490                 495      
 
 
Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val  
            500                 505                 510          
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly Gly Ser Gln  
        515                 520                 525              
 
 
Arg Phe Cys Thr Gly His Phe Gly Gly Leu His Pro Cys Asn Gly His  
    530                 535                 540                  
 
 
His His His His His  
545                  
 
 
<210>  1573 
<211>  527 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 x I2C-LFcBY-156 
 
<400>  1573 
 
Gln Arg Phe Val Thr Gly His Phe Gly Gly Leu Tyr Pro Ala Asn Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  



            20                  25                  30           
 
 
Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 
 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  
    50                  55                  60                   
 
 
Gly Leu Glu Trp Val Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr  
65                  70                  75                  80   
 
 
Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  
                85                  90                  95       
 
 
Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr  
            100                 105                 110          
 
 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 
 
Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
145                 150                 155                 160  
 
 
Ser Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly  
                165                 170                 175      
 
 
Gln Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr  
            180                 185                 190          
 
 
Thr Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile  
        195                 200                 205              
 
 
Tyr Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly  
    210                 215                 220                  
 
 
Ser Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala  
225                 230                 235                 240  
 
 
Met Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val  
                245                 250                 255      
 
 
Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly  
            260                 265                 270          
 
 
Ser Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly  



        275                 280                 285              
 
 
Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys  
    290                 295                 300                  
 
 
Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp  
305                 310                 315                 320  
 
 
Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala  
                325                 330                 335      
 
 
Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn  
            340                 345                 350          
 
 
Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val  
        355                 360                 365              
 
 
Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr  
    370                 375                 380                  
 
 
Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly  
385                 390                 395                 400  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val  
                405                 410                 415      
 
 
Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr  
            420                 425                 430          
 
 
Leu Thr Cys Gly Ser Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro  
        435                 440                 445              
 
 
Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly  
    450                 455                 460                  
 
 
Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser  
465                 470                 475                 480  
 
 
Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu  
                485                 490                 495      
 
 
Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val  
            500                 505                 510          
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly Gly Ser  
        515                 520                 525          
 
 
<210>  1574 



<211>  514 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 x I2C-Cys-Loop 
 
<400>  1574 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 



 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 



 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Gly Cys Gly Gly Gly Gly Cys His His His His  
            500                 505                 510          
 
 
His His  
         
 
 
<210>  1575 
<211>  1100 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 x I2C-HALB 
 
<400>  1575 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  



                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  



            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Pro Gly Gly Gly Gly Ser Asp Ala His Lys Ser  
            500                 505                 510          
 
 
Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala  
        515                 520                 525              
 
 
Leu Val Leu Ile Ala Phe Ala Gln Tyr Leu Gln Gln Cys Pro Phe Glu  
    530                 535                 540                  
 
 
Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys  
545                 550                 555                 560  
 
 
Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu  
                565                 570                 575      
 
 
Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly  
            580                 585                 590          
 
 
Glu Met Ala Asp Cys Cys Ala Lys Gln Glu Pro Glu Arg Asn Glu Cys  
        595                 600                 605              
 
 
Phe Leu Gln His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg  
    610                 615                 620                  
 
 
Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr  
625                 630                 635                 640  
 
 
Phe Leu Lys Lys Tyr Leu Tyr Glu Ile Ala Arg Arg His Pro Tyr Phe  
                645                 650                 655      
 
 
Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe  
            660                 665                 670          
 
 
Thr Glu Cys Cys Gln Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys  



        675                 680                 685              
 
 
Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gln Arg  
    690                 695                 700                  
 
 
Leu Lys Cys Ala Ser Leu Gln Lys Phe Gly Glu Arg Ala Phe Lys Ala  
705                 710                 715                 720  
 
 
Trp Ala Val Ala Arg Leu Ser Gln Arg Phe Pro Lys Ala Glu Phe Ala  
                725                 730                 735      
 
 
Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys  
            740                 745                 750          
 
 
Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala  
        755                 760                 765              
 
 
Lys Tyr Ile Cys Glu Asn Gln Asp Ser Ile Ser Ser Lys Leu Lys Glu  
    770                 775                 780                  
 
 
Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys Ile Ala Glu Val  
785                 790                 795                 800  
 
 
Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe  
                805                 810                 815      
 
 
Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val  
            820                 825                 830          
 
 
Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr  
        835                 840                 845              
 
 
Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu  
    850                 855                 860                  
 
 
Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val  
865                 870                 875                 880  
 
 
Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gln Asn Leu Ile Lys  
                885                 890                 895      
 
 
Gln Asn Cys Glu Leu Phe Glu Gln Leu Gly Glu Tyr Lys Phe Gln Asn  
            900                 905                 910          
 
 
Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gln Val Ser Thr Pro  
        915                 920                 925              
 
 
Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys  



    930                 935                 940                  
 
 
Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu  
945                 950                 955                 960  
 
 
Ser Val Val Leu Asn Gln Leu Cys Val Leu His Glu Lys Thr Pro Val  
                965                 970                 975      
 
 
Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg  
            980                 985                 990          
 
 
Pro Cys Phe Ser Ala Leu Glu Val  Asp Glu Thr Tyr Val  Pro Lys Glu  
        995                 1000                 1005              
 
 
Phe Asn  Ala Glu Thr Phe Thr  Phe His Ala Asp Ile  Cys Thr Leu  
    1010                 1015                 1020              
 
 
Ser Glu  Lys Glu Arg Gln Ile  Lys Lys Gln Thr Ala  Leu Val Glu  
    1025                 1030                 1035              
 
 
Leu Val  Lys His Lys Pro Lys  Ala Thr Lys Glu Gln  Leu Lys Ala  
    1040                 1045                 1050              
 
 
Val Met  Asp Asp Phe Ala Ala  Phe Val Glu Lys Cys  Cys Lys Ala  
    1055                 1060                 1065              
 
 
Asp Asp  Lys Glu Thr Cys Phe  Ala Glu Glu Gly Lys  Lys Leu Val  
    1070                 1075                 1080              
 
 
Ala Ala  Ser Gln Ala Ala Leu  Gly Leu Asp Tyr His  His His His  
    1085                 1090                 1095              
 
 
His His   
    1100  
 
 
<210>  1576 
<211>  717 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 x I2C-GS-D3HSA 
 
<400>  1576 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 



 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 



 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Pro Gly Gly Gly Gly Ser Glu Glu Pro Gln Asn  
            500                 505                 510          
 
 
Leu Ile Lys Gln Asn Cys Glu Leu Phe Glu Gln Leu Gly Glu Tyr Lys  
        515                 520                 525              
 
 
Phe Gln Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gln Val  
    530                 535                 540                  
 



 
Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly  
545                 550                 555                 560  
 
 
Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu  
                565                 570                 575      
 
 
Asp Tyr Leu Ser Val Val Leu Asn Gln Leu Cys Val Leu His Glu Lys  
            580                 585                 590          
 
 
Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val  
        595                 600                 605              
 
 
Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val  
    610                 615                 620                  
 
 
Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp Ile Cys  
625                 630                 635                 640  
 
 
Thr Leu Ser Glu Lys Glu Arg Gln Ile Lys Lys Gln Thr Ala Leu Val  
                645                 650                 655      
 
 
Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gln Leu Lys Ala  
            660                 665                 670          
 
 
Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp  
        675                 680                 685              
 
 
Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala  
    690                 695                 700                  
 
 
Ser Gln Ala Ala Leu Gly Leu His His His His His His  
705                 710                 715          
 
 
<210>  1577 
<211>  727 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 x I2C-3GS-D3HSA 
 
<400>  1577 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  



        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  



    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Pro Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser  
            500                 505                 510          
 
 
Gly Gly Gly Gly Ser Glu Glu Pro Gln Asn Leu Ile Lys Gln Asn Cys  
        515                 520                 525              
 
 
Glu Leu Phe Glu Gln Leu Gly Glu Tyr Lys Phe Gln Asn Ala Leu Leu  
    530                 535                 540                  
 
 
Val Arg Tyr Thr Lys Lys Val Pro Gln Val Ser Thr Pro Thr Leu Val  



545                 550                 555                 560  
 
 
Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His  
                565                 570                 575      
 
 
Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val  
            580                 585                 590          
 
 
Leu Asn Gln Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg  
        595                 600                 605              
 
 
Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe  
    610                 615                 620                  
 
 
Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala  
625                 630                 635                 640  
 
 
Glu Thr Phe Thr Phe His Ala Asp Ile Cys Thr Leu Ser Glu Lys Glu  
                645                 650                 655      
 
 
Arg Gln Ile Lys Lys Gln Thr Ala Leu Val Glu Leu Val Lys His Lys  
            660                 665                 670          
 
 
Pro Lys Ala Thr Lys Glu Gln Leu Lys Ala Val Met Asp Asp Phe Ala  
        675                 680                 685              
 
 
Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe  
    690                 695                 700                  
 
 
Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gln Ala Ala Leu Gly  
705                 710                 715                 720  
 
 
Leu His His His His His His  
                725          
 
 
<210>  1578 
<211>  742 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 x I2C-GS-D3HSA-156 
 
<400>  1578 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 



 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 



 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Pro Gly Gly Gly Gly Ser Glu Glu Pro Gln Asn  
            500                 505                 510          
 
 
Leu Ile Lys Gln Asn Cys Glu Leu Phe Glu Gln Leu Gly Glu Tyr Lys  
        515                 520                 525              
 
 
Phe Gln Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gln Val  
    530                 535                 540                  
 



 
Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly  
545                 550                 555                 560  
 
 
Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu  
                565                 570                 575      
 
 
Asp Tyr Leu Ser Val Val Leu Asn Gln Leu Cys Val Leu His Glu Lys  
            580                 585                 590          
 
 
Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val  
        595                 600                 605              
 
 
Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val  
    610                 615                 620                  
 
 
Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp Ile Cys  
625                 630                 635                 640  
 
 
Thr Leu Ser Glu Lys Glu Arg Gln Ile Lys Lys Gln Thr Ala Leu Val  
                645                 650                 655      
 
 
Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gln Leu Lys Ala  
            660                 665                 670          
 
 
Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp  
        675                 680                 685              
 
 
Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala  
    690                 695                 700                  
 
 
Ser Gln Ala Ala Leu Gly Leu Gly Gly Gly Gly Ser Gly Gly Gly Ser  
705                 710                 715                 720  
 
 
Arg Asp Trp Asp Phe Asp Val Phe Gly Gly Gly Thr Pro Val Gly Gly  
                725                 730                 735      
 
 
His His His His His His  
            740          
 
 
<210>  1579 
<211>  752 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 x I2C-3GS-D3HSA-156 
 
<400>  1579 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  



1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  



            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Pro Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser  
            500                 505                 510          
 
 
Gly Gly Gly Gly Ser Glu Glu Pro Gln Asn Leu Ile Lys Gln Asn Cys  



        515                 520                 525              
 
 
Glu Leu Phe Glu Gln Leu Gly Glu Tyr Lys Phe Gln Asn Ala Leu Leu  
    530                 535                 540                  
 
 
Val Arg Tyr Thr Lys Lys Val Pro Gln Val Ser Thr Pro Thr Leu Val  
545                 550                 555                 560  
 
 
Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His  
                565                 570                 575      
 
 
Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val  
            580                 585                 590          
 
 
Leu Asn Gln Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg  
        595                 600                 605              
 
 
Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe  
    610                 615                 620                  
 
 
Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala  
625                 630                 635                 640  
 
 
Glu Thr Phe Thr Phe His Ala Asp Ile Cys Thr Leu Ser Glu Lys Glu  
                645                 650                 655      
 
 
Arg Gln Ile Lys Lys Gln Thr Ala Leu Val Glu Leu Val Lys His Lys  
            660                 665                 670          
 
 
Pro Lys Ala Thr Lys Glu Gln Leu Lys Ala Val Met Asp Asp Phe Ala  
        675                 680                 685              
 
 
Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe  
    690                 695                 700                  
 
 
Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gln Ala Ala Leu Gly  
705                 710                 715                 720  
 
 
Leu Gly Gly Gly Gly Ser Gly Gly Gly Ser Arg Asp Trp Asp Phe Asp  
                725                 730                 735      
 
 
Val Phe Gly Gly Gly Thr Pro Val Gly Gly His His His His His His  
            740                 745                 750          
 
 
<210>  1580 
<211>  744 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  CDH19 14302 x I2C-GS-D3HSA-21 
 
<400>  1580 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 



 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 



 
Lys Leu Thr Val Leu Pro Gly Gly Gly Gly Ser Glu Glu Pro Gln Asn  
            500                 505                 510          
 
 
Leu Ile Lys Gln Asn Cys Glu Leu Phe Glu Gln Leu Gly Glu Tyr Lys  
        515                 520                 525              
 
 
Phe Gln Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gln Val  
    530                 535                 540                  
 
 
Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly  
545                 550                 555                 560  
 
 
Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu  
                565                 570                 575      
 
 
Asp Tyr Leu Ser Val Val Leu Asn Gln Leu Cys Val Leu His Glu Lys  
            580                 585                 590          
 
 
Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val  
        595                 600                 605              
 
 
Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val  
    610                 615                 620                  
 
 
Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp Ile Cys  
625                 630                 635                 640  
 
 
Thr Leu Ser Glu Lys Glu Arg Gln Ile Lys Lys Gln Thr Ala Leu Val  
                645                 650                 655      
 
 
Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gln Leu Lys Ala  
            660                 665                 670          
 
 
Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp  
        675                 680                 685              
 
 
Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala  
    690                 695                 700                  
 
 
Ser Gln Ala Ala Leu Gly Leu Gly Gly Gly Gly Ser Gly Gly Gly Ser  
705                 710                 715                 720  
 
 
Arg Leu Ile Glu Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp Glu  
                725                 730                 735      
 
 
Asp Asp His His His His His His  
            740                  
 



 
<210>  1581 
<211>  754 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 x I2C-3GS-D3HSA-21 
 
<400>  1581 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  



    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  



465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Pro Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser  
            500                 505                 510          
 
 
Gly Gly Gly Gly Ser Glu Glu Pro Gln Asn Leu Ile Lys Gln Asn Cys  
        515                 520                 525              
 
 
Glu Leu Phe Glu Gln Leu Gly Glu Tyr Lys Phe Gln Asn Ala Leu Leu  
    530                 535                 540                  
 
 
Val Arg Tyr Thr Lys Lys Val Pro Gln Val Ser Thr Pro Thr Leu Val  
545                 550                 555                 560  
 
 
Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His  
                565                 570                 575      
 
 
Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val  
            580                 585                 590          
 
 
Leu Asn Gln Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg  
        595                 600                 605              
 
 
Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe  
    610                 615                 620                  
 
 
Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala  
625                 630                 635                 640  
 
 
Glu Thr Phe Thr Phe His Ala Asp Ile Cys Thr Leu Ser Glu Lys Glu  
                645                 650                 655      
 
 
Arg Gln Ile Lys Lys Gln Thr Ala Leu Val Glu Leu Val Lys His Lys  
            660                 665                 670          
 
 
Pro Lys Ala Thr Lys Glu Gln Leu Lys Ala Val Met Asp Asp Phe Ala  
        675                 680                 685              
 
 
Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe  
    690                 695                 700                  
 
 
Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gln Ala Ala Leu Gly  
705                 710                 715                 720  
 
 
Leu Gly Gly Gly Gly Ser Gly Gly Gly Ser Arg Leu Ile Glu Asp Ile  



                725                 730                 735      
 
 
Cys Leu Pro Arg Trp Gly Cys Leu Trp Glu Asp Asp His His His His  
            740                 745                 750          
 
 
His His  
         
 
 
<210>  1582 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65231.002 
 
<400>  1582 
 
Ser Tyr Tyr Trp Ser  
1               5    
 
 
<210>  1583 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65231.002 
 
<400>  1583 
 
Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser  
1               5                   10                  15       
 
 
<210>  1584 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65231.002 
 
<400>  1584 
 
Asp Gln Arg Arg Ile Ala Ala Ala Gly Thr His Phe Tyr Gly Met Asp  
1               5                   10                  15       
 
 
Val  
     
 
 
<210>  1585 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65231.002 



 
<400>  1585 
 
Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  1586 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65231.002 
 
<400>  1586 
 
Gly Thr Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  1587 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  QQYGSSPFT 
 
<400>  1587 
 
Gln Gln Tyr Gly Ser Ser Pro Phe Thr  
1               5                    
 
 
<210>  1588 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65231.002 
 
<400>  1588 
caggtgcagc tgcaggaatc cggccctggc ctggccaagc cctccgagac actgtccctg       60 
 
acctgcaccg tgtccggcga ctccatcacc tcctactact ggtcctggat ccggcagccc      120 
 
cctggcaagg gcctggaatg gatcggctac atctactact ccggctccac caactacaac      180 
 
cccagcctga agtccagagt gaccatctcc gtggacacct ccaagaacca gttctccctg      240 
 
aagctgtcct ccgtgaccgc cgctgacacc gccgtgtact actgcgccag ggaccagcgg      300 
 
agaatcgccg ctgccggcac ccacttctac ggcatggatg tgtggggcca gggcaccctc      360 
 
gtgaccgtgt ctagc                                                       375 
 
 
<210>  1589 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  VH CDH19 65231.002 
 
<400>  1589 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Ala Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Asp Ser Ile Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gln Arg Arg Ile Ala Ala Ala Gly Thr His Phe Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  1590 
<211>  327 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65231.002 
 
<400>  1590 
gagatcgtgc tgacccagtc ccctggcacc ctgtccctga gccctggcga gagagccacc       60 
 
ctgtcctgca gagcctccca gtccgtgtcc tcctcctacc tggcctggta tcagcagaag      120 
 
cccggccagg cccctcggct gctgatctac ggcacctcct ccagagccac cggcatccct      180 
 
gaccggttct ccggctctgg ctccggcacc gacttcaccc tgaccatcag ccggctggaa      240 
 
cccgaggact tcgctgtgta ctattgccag cagtacggct ccagcccctt caccttcggc      300 
 
ggaggcacca aggtggaaat caagtcc                                          327 
 
 
<210>  1591 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  VL CDH19 65231.002 
 
<400>  1591 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Thr Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Pro  
                85                  90                  95       
 
 
Phe Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105                  
 
 
<210>  1592 
<211>  747 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65231.002 
 
<400>  1592 
caggtgcagc tgcaggaatc cggccctggc ctggccaagc cctccgagac actgtccctg       60 
 
acctgcaccg tgtccggcga ctccatcacc tcctactact ggtcctggat ccggcagccc      120 
 
cctggcaagg gcctggaatg gatcggctac atctactact ccggctccac caactacaac      180 
 
cccagcctga agtccagagt gaccatctcc gtggacacct ccaagaacca gttctccctg      240 
 
aagctgtcct ccgtgaccgc cgctgacacc gccgtgtact actgcgccag ggaccagcgg      300 
 
agaatcgccg ctgccggcac ccacttctac ggcatggatg tgtggggcca gggcaccctc      360 
 
gtgaccgtgt ctagcggagg cggaggatct ggtggcggtg gttctggcgg cggaggctcc      420 
 
gagatcgtgc tgacccagtc ccctggcacc ctgtccctga gccctggcga gagagccacc      480 
 
ctgtcctgca gagcctccca gtccgtgtcc tcctcctacc tggcctggta tcagcagaag      540 
 
cccggccagg cccctcggct gctgatctac ggcacctcct ccagagccac cggcatccct      600 
 
gaccggttct ccggctctgg ctccggcacc gacttcaccc tgaccatcag ccggctggaa      660 
 



cccgaggact tcgctgtgta ctattgccag cagtacggct ccagcccctt caccttcggc      720 
 
ggaggcacca aggtggaaat caagtcc                                          747 
 
 
<210>  1593 
<211>  249 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65231.002 
 
<400>  1593 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Ala Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Asp Ser Ile Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gln Arg Arg Ile Ala Ala Ala Gly Thr His Phe Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Leu  
    130                 135                 140                  
 
 
Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr  
145                 150                 155                 160  
 
 
Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp  
                165                 170                 175      
 
 
Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Thr  
            180                 185                 190          
 
 
Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser  



        195                 200                 205              
 
 
Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe  
    210                 215                 220                  
 
 
Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Pro Phe Thr Phe Gly  
225                 230                 235                 240  
 
 
Gly Gly Thr Lys Val Glu Ile Lys Ser  
                245                  
 
 
<210>  1594 
<211>  509 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65231.002 x I2C 
 
<400>  1594 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Ala Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Asp Ser Ile Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gln Arg Arg Ile Ala Ala Ala Gly Thr His Phe Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Leu  
    130                 135                 140                  
 
 
Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr  
145                 150                 155                 160  
 



 
Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp  
                165                 170                 175      
 
 
Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Thr  
            180                 185                 190          
 
 
Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser  
        195                 200                 205              
 
 
Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe  
    210                 215                 220                  
 
 
Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Pro Phe Thr Phe Gly  
225                 230                 235                 240  
 
 
Gly Gly Thr Lys Val Glu Ile Lys Ser Gly Gly Gly Gly Ser Glu Val  
                245                 250                 255      
 
 
Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu  
            260                 265                 270          
 
 
Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met  
        275                 280                 285              
 
 
Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg  
    290                 295                 300                  
 
 
Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val  
305                 310                 315                 320  
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr  
                325                 330                 335      
 
 
Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys  
            340                 345                 350          
 
 
Val Arg His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr  
        355                 360                 365              
 
 
Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser  
    370                 375                 380                  
 
 
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln  
385                 390                 395                 400  
 
 
Glu Pro Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys  
                405                 410                 415      
 



 
Gly Ser Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val  
            420                 425                 430          
 
 
Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys  
        435                 440                 445              
 
 
Phe Leu Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly  
    450                 455                 460                  
 
 
Gly Lys Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala  
465                 470                 475                 480  
 
 
Glu Tyr Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly  
                485                 490                 495      
 
 
Gly Thr Lys Leu Thr Val Leu His His His His His His  
            500                 505                  
 
 
<210>  1595 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65231.003 
 
<400>  1595 
 
Ser Tyr Tyr Trp Ser  
1               5    
 
 
<210>  1596 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65231.003 
 
<400>  1596 
 
Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser  
1               5                   10                  15       
 
 
<210>  1597 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65231.003 
 
<400>  1597 
 
Asp Gln Arg Arg Ile Ala Ala Ala Gly Thr His Phe Tyr Gly Met Asp  



1               5                   10                  15       
 
 
Val  
     
 
 
<210>  1598 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65231.003 
 
<400>  1598 
 
Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  1599 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65231.003 
 
<400>  1599 
 
Gly Thr Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  1600 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65231.003 
 
<400>  1600 
 
Gln Gln Tyr Gly Ser Ser Pro Phe Thr  
1               5                    
 
 
<210>  1601 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65231.003 
 
<400>  1601 
caggtgcagc tgcaggaatc cggccctggc ctggccaagc cctccgagac actgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatcacc tcctactact ggtcctggat ccggcagccc      120 
 
cctggcaagg gcctggaatg gatcggctac atctactact ccggctccac caactacaac      180 
 



cccagcctga agtccagagt gaccatctcc gtggacacct ccaagaacca gttctccctg      240 
 
aagctgtcct ccgtgaccgc cgctgacacc gccgtgtact actgcgccag ggaccagcgg      300 
 
agaatcgccg ctgccggcac ccacttctac ggcatggatg tgtggggcca gggcaccctc      360 
 
gtgaccgtgt ctagc                                                       375 
 
 
<210>  1602 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65231.003 
 
<400>  1602 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Ala Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gln Arg Arg Ile Ala Ala Ala Gly Thr His Phe Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  1603 
<211>  327 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65231.003 
 
<400>  1603 
gagatcgtgc tgacccagtc ccctggcacc ctgtccctga gccctggcga gagagccacc       60 
 
ctgtcctgca gagcctccca gtccgtgtcc tcctcctacc tggcctggta tcagcagaag      120 
 



cccggccagg cccctcggct gctgatctac ggcacctcct ccagagccac cggcatccct      180 
 
gaccggttct ccggctctgg ctccggcacc gacttcaccc tgaccatcag ccggctggaa      240 
 
cccgaggact tcgctgtgta ctattgccag cagtacggct ccagcccctt caccttcggc      300 
 
caaggcacca aggtggaaat caagtcc                                          327 
 
 
<210>  1604 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65231.003 
 
<400>  1604 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Thr Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Pro  
                85                  90                  95       
 
 
Phe Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105                  
 
 
<210>  1605 
<211>  747 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65231.003 
 
<400>  1605 
caggtgcagc tgcaggaatc cggccctggc ctggccaagc cctccgagac actgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatcacc tcctactact ggtcctggat ccggcagccc      120 
 
cctggcaagg gcctggaatg gatcggctac atctactact ccggctccac caactacaac      180 
 
cccagcctga agtccagagt gaccatctcc gtggacacct ccaagaacca gttctccctg      240 
 



aagctgtcct ccgtgaccgc cgctgacacc gccgtgtact actgcgccag ggaccagcgg      300 
 
agaatcgccg ctgccggcac ccacttctac ggcatggatg tgtggggcca gggcaccctc      360 
 
gtgaccgtgt ctagcggagg cggaggatct ggtggcggtg gttctggcgg cggaggctcc      420 
 
gagatcgtgc tgacccagtc ccctggcacc ctgtccctga gccctggcga gagagccacc      480 
 
ctgtcctgca gagcctccca gtccgtgtcc tcctcctacc tggcctggta tcagcagaag      540 
 
cccggccagg cccctcggct gctgatctac ggcacctcct ccagagccac cggcatccct      600 
 
gaccggttct ccggctctgg ctccggcacc gacttcaccc tgaccatcag ccggctggaa      660 
 
cccgaggact tcgctgtgta ctattgccag cagtacggct ccagcccctt caccttcggc      720 
 
caaggcacca aggtggaaat caagtcc                                          747 
 
 
<210>  1606 
<211>  249 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65231.003 
 
<400>  1606 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Ala Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gln Arg Arg Ile Ala Ala Ala Gly Thr His Phe Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Leu  
    130                 135                 140                  
 



 
Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr  
145                 150                 155                 160  
 
 
Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp  
                165                 170                 175      
 
 
Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Thr  
            180                 185                 190          
 
 
Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser  
        195                 200                 205              
 
 
Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe  
    210                 215                 220                  
 
 
Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Pro Phe Thr Phe Gly  
225                 230                 235                 240  
 
 
Gln Gly Thr Lys Val Glu Ile Lys Ser  
                245                  
 
 
<210>  1607 
<211>  509 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65231.003 x I2C 
 
<400>  1607 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Ala Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gln Arg Arg Ile Ala Ala Ala Gly Thr His Phe Tyr Gly Met  



            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Leu  
    130                 135                 140                  
 
 
Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr  
145                 150                 155                 160  
 
 
Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp  
                165                 170                 175      
 
 
Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Thr  
            180                 185                 190          
 
 
Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser  
        195                 200                 205              
 
 
Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe  
    210                 215                 220                  
 
 
Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Pro Phe Thr Phe Gly  
225                 230                 235                 240  
 
 
Gln Gly Thr Lys Val Glu Ile Lys Ser Gly Gly Gly Gly Ser Glu Val  
                245                 250                 255      
 
 
Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu  
            260                 265                 270          
 
 
Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met  
        275                 280                 285              
 
 
Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg  
    290                 295                 300                  
 
 
Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val  
305                 310                 315                 320  
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr  
                325                 330                 335      
 
 
Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys  
            340                 345                 350          
 
 
Val Arg His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr  



        355                 360                 365              
 
 
Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser  
    370                 375                 380                  
 
 
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln  
385                 390                 395                 400  
 
 
Glu Pro Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys  
                405                 410                 415      
 
 
Gly Ser Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val  
            420                 425                 430          
 
 
Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys  
        435                 440                 445              
 
 
Phe Leu Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly  
    450                 455                 460                  
 
 
Gly Lys Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala  
465                 470                 475                 480  
 
 
Glu Tyr Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly  
                485                 490                 495      
 
 
Gly Thr Lys Leu Thr Val Leu His His His His His His  
            500                 505                  
 
 
<210>  1608 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65234.001 
 
<400>  1608 
 
Ser Tyr Tyr Trp Ser  
1               5    
 
 
<210>  1609 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65234.001 
 
<400>  1609 
 
Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser  



1               5                   10                  15       
 
 
<210>  1610 
<211>  14 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65234.001 
 
<400>  1610 
 
Asp Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile  
1               5                   10                   
 
 
<210>  1611 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65234.001 
 
<400>  1611 
 
Arg Ala Ser Gln Ser Val Ala Gly Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  1612 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65234.001 
 
<400>  1612 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  1613 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65234.001 
 
<400>  1613 
 
Gln Gln Tyr Gly Lys Ser Pro Ile Thr  
1               5                    
 
 
<210>  1614 
<211>  366 
<212>  ДНК 
<213>  искусственная 
 



<220> 
<223>  VH CDH19 65234.001 
 
<400>  1614 
caggtgcagc tgcaggaatc cggccctggc ctggtcaagc cctccgagac actgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatcaac tcctactact ggtcctggat ccggcagccc      120 
 
cctggcaagg gcctggaatg gatcggctac atctactaca tcggctccac caactacaac      180 
 
cccagcctga agtccagagt gaccatctcc gtggacacct ccaagaacca gttctccctg      240 
 
aagctgtcct ccgtgaccgc cgctgacacc gccctgtact actgcgccag agactcccgg      300 
 
tacagatccg ggtggtacga cgccttcgac atctggggcc agggcaccat ggtcaccgtg      360 
 
tcctct                                                                 366 
 
 
<210>  1615 
<211>  122 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65234.001 
 
<400>  1615 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Asn Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Met Val Thr Val Ser Ser  
        115                 120          
 
 
<210>  1616 
<211>  327 
<212>  ДНК 



<213>  искусственная 
 
<220> 
<223>  VL CDH19 65234.001 
 
<400>  1616 
gatatcgtgc tgacccagtc ccccggcacc ctgtctctga gccctggcga gagagccacc       60 
 
ctgtcctgca gagcctctca gtccgtggcc ggctcctacc tggcttggta tcagcagaag      120 
 
cccggccagg cccctcggct gctgatctac ggcgcctctt ctagagccac cggcatccct      180 
 
gaccggttct ccggctctgg ctccggcacc gacttcaccc tgaccatcag ccggctggaa      240 
 
cccgaggact tcgccgtgta ctattgccag cagtacggca agtcccccat caccttcggc      300 
 
cagggaaccc ggctggaaat gaagtcc                                          327 
 
 
<210>  1617 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65234.001 
 
<400>  1617 
 
Asp Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ala Gly Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Lys Ser Pro  
                85                  90                  95       
 
 
Ile Thr Phe Gly Gln Gly Thr Arg Leu Glu Met Lys Ser  
            100                 105                  
 
 
<210>  1618 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65234.001 



 
<400>  1618 
caggtgcagc tgcaggaatc cggccctggc ctggtcaagc cctccgagac actgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatcaac tcctactact ggtcctggat ccggcagccc      120 
 
cctggcaagg gcctggaatg gatcggctac atctactaca tcggctccac caactacaac      180 
 
cccagcctga agtccagagt gaccatctcc gtggacacct ccaagaacca gttctccctg      240 
 
aagctgtcct ccgtgaccgc cgctgacacc gccctgtact actgcgccag agactcccgg      300 
 
tacagatccg ggtggtacga cgccttcgac atctggggcc agggcaccat ggtcaccgtg      360 
 
tcctctggtg gcggaggctc tggcggaggt ggaagcggag gcggcggatc cgatatcgtg      420 
 
ctgacccagt cccccggcac cctgtctctg agccctggcg agagagccac cctgtcctgc      480 
 
agagcctctc agtccgtggc cggctcctac ctggcttggt atcagcagaa gcccggccag      540 
 
gcccctcggc tgctgatcta cggcgcctct tctagagcca ccggcatccc tgaccggttc      600 
 
tccggctctg gctccggcac cgacttcacc ctgaccatca gccggctgga acccgaggac      660 
 
ttcgccgtgt actattgcca gcagtacggc aagtccccca tcaccttcgg ccagggaacc      720 
 
cggctggaaa tgaagtcc                                                    738 
 
 
<210>  1619 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65234.001 
 
<400>  1619 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Asn Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile Trp  



            100                 105                 110          
 
 
Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly  
        115                 120                 125              
 
 
Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile Val Leu Thr Gln Ser  
    130                 135                 140                  
 
 
Pro Gly Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys  
145                 150                 155                 160  
 
 
Arg Ala Ser Gln Ser Val Ala Gly Ser Tyr Leu Ala Trp Tyr Gln Gln  
                165                 170                 175      
 
 
Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg  
            180                 185                 190          
 
 
Ala Thr Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp  
        195                 200                 205              
 
 
Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe Ala Val Tyr  
    210                 215                 220                  
 
 
Tyr Cys Gln Gln Tyr Gly Lys Ser Pro Ile Thr Phe Gly Gln Gly Thr  
225                 230                 235                 240  
 
 
Arg Leu Glu Met Lys Ser  
                245      
 
 
<210>  1620 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65234.001 x I2C 
 
<400>  1620 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Asn Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 



 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly  
        115                 120                 125              
 
 
Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile Val Leu Thr Gln Ser  
    130                 135                 140                  
 
 
Pro Gly Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys  
145                 150                 155                 160  
 
 
Arg Ala Ser Gln Ser Val Ala Gly Ser Tyr Leu Ala Trp Tyr Gln Gln  
                165                 170                 175      
 
 
Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg  
            180                 185                 190          
 
 
Ala Thr Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp  
        195                 200                 205              
 
 
Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe Ala Val Tyr  
    210                 215                 220                  
 
 
Tyr Cys Gln Gln Tyr Gly Lys Ser Pro Ile Thr Phe Gly Gln Gly Thr  
225                 230                 235                 240  
 
 
Arg Leu Glu Met Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 



 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  1621 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65234.004 
 
<400>  1621 
 
Ser Tyr Tyr Trp Ser  
1               5    
 
 
<210>  1622 



<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65234.004 
 
<400>  1622 
 
Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser  
1               5                   10                  15       
 
 
<210>  1623 
<211>  14 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65234.004 
 
<400>  1623 
 
Glu Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile  
1               5                   10                   
 
 
<210>  1624 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65234.004 
 
<400>  1624 
 
Arg Ala Ser Gln Ser Val Ala Gly Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  1625 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65234.004 
 
<400>  1625 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  1626 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65234.004 
 
<400>  1626 



 
Gln Gln Tyr Gly Lys Ser Pro Ile Thr  
1               5                    
 
 
<210>  1627 
<211>  366 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65234.004 
 
<400>  1627 
caggtgcagc tgcaggaatc cggccctggc ctggtcaagc cctccgagac actgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatcagc tcctactact ggtcctggat ccggcagccc      120 
 
cctggcaagg gcctggaatg gatcggctac atctactaca tcggctccac caactacaac      180 
 
cccagcctga agtccagagt gaccatctcc gtggacacct ccaagaacca gttctccctg      240 
 
aagctgtcct ccgtgaccgc cgctgacacc gccctgtact actgcgccag agagtcccgg      300 
 
tacagatccg ggtggtacga cgccttcgac atctggggcc agggcaccat ggtcaccgtg      360 
 
tcctct                                                                 366 
 
 
<210>  1628 
<211>  122 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65234.004 
 
<400>  1628 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Glu Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile Trp  



            100                 105                 110          
 
 
Gly Gln Gly Thr Met Val Thr Val Ser Ser  
        115                 120          
 
 
<210>  1629 
<211>  327 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65234.004 
 
<400>  1629 
gatatcgtgc tgacccagtc ccccggcacc ctgtctctga gccctggcga gagagccacc       60 
 
ctgtcctgca gagcctctca gtccgtggcc ggctcctacc tggcttggta tcagcagaag      120 
 
cccggccagg cccctcggct gctgatctac ggcgcctctt ctagagccac cggcatccct      180 
 
gaccggttct ccggctctgg ctccggcacc gacttcaccc tgaccatcag ccggctggaa      240 
 
cccgaggact tcgccgtgta ctattgccag cagtacggca agtcccccat caccttcggc      300 
 
cagggaaccc ggctggaaat gaagtcc                                          327 
 
 
<210>  1630 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65234.004 
 
<400>  1630 
 
Asp Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ala Gly Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Lys Ser Pro  
                85                  90                  95       
 
 
Ile Thr Phe Gly Gln Gly Thr Arg Leu Glu Met Lys Ser  



            100                 105                  
 
 
<210>  1631 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65234.004 
 
<400>  1631 
caggtgcagc tgcaggaatc cggccctggc ctggtcaagc cctccgagac actgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatcagc tcctactact ggtcctggat ccggcagccc      120 
 
cctggcaagg gcctggaatg gatcggctac atctactaca tcggctccac caactacaac      180 
 
cccagcctga agtccagagt gaccatctcc gtggacacct ccaagaacca gttctccctg      240 
 
aagctgtcct ccgtgaccgc cgctgacacc gccctgtact actgcgccag agagtcccgg      300 
 
tacagatccg ggtggtacga cgccttcgac atctggggcc agggcaccat ggtcaccgtg      360 
 
tcctctggtg gcggaggctc tggcggaggt ggaagcggag gcggcggatc cgatatcgtg      420 
 
ctgacccagt cccccggcac cctgtctctg agccctggcg agagagccac cctgtcctgc      480 
 
agagcctctc agtccgtggc cggctcctac ctggcttggt atcagcagaa gcccggccag      540 
 
gcccctcggc tgctgatcta cggcgcctct tctagagcca ccggcatccc tgaccggttc      600 
 
tccggctctg gctccggcac cgacttcacc ctgaccatca gccggctgga acccgaggac      660 
 
ttcgccgtgt actattgcca gcagtacggc aagtccccca tcaccttcgg ccagggaacc      720 
 
cggctggaaa tgaagtcc                                                    738 
 
 
<210>  1632 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65234.004 
 
<400>  1632 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 



 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Glu Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly  
        115                 120                 125              
 
 
Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile Val Leu Thr Gln Ser  
    130                 135                 140                  
 
 
Pro Gly Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys  
145                 150                 155                 160  
 
 
Arg Ala Ser Gln Ser Val Ala Gly Ser Tyr Leu Ala Trp Tyr Gln Gln  
                165                 170                 175      
 
 
Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg  
            180                 185                 190          
 
 
Ala Thr Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp  
        195                 200                 205              
 
 
Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe Ala Val Tyr  
    210                 215                 220                  
 
 
Tyr Cys Gln Gln Tyr Gly Lys Ser Pro Ile Thr Phe Gly Gln Gly Thr  
225                 230                 235                 240  
 
 
Arg Leu Glu Met Lys Ser  
                245      
 
 
<210>  1633 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65234.004 x I2C 
 
<400>  1633 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  



            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Glu Ser Arg Tyr Arg Ser Gly Trp Tyr Asp Ala Phe Asp Ile Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly  
        115                 120                 125              
 
 
Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile Val Leu Thr Gln Ser  
    130                 135                 140                  
 
 
Pro Gly Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys  
145                 150                 155                 160  
 
 
Arg Ala Ser Gln Ser Val Ala Gly Ser Tyr Leu Ala Trp Tyr Gln Gln  
                165                 170                 175      
 
 
Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg  
            180                 185                 190          
 
 
Ala Thr Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp  
        195                 200                 205              
 
 
Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe Ala Val Tyr  
    210                 215                 220                  
 
 
Tyr Cys Gln Gln Tyr Gly Lys Ser Pro Ile Thr Phe Gly Gln Gly Thr  
225                 230                 235                 240  
 
 
Arg Leu Glu Met Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  



        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  1634 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  CDR-H1 CDH19 65235.005 
 
<400>  1634 
 
Ser Tyr Phe Ile His  
1               5    
 
 
<210>  1635 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65235.005 
 
<400>  1635 
 
Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1636 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65235.005 
 
<400>  1636 
 
Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr  
1               5                   10       
 
 
<210>  1637 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65235.005 
 
<400>  1637 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  1638 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65235.005 
 
<400>  1638 



 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 
 
<210>  1639 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65235.005 
 
<400>  1639 
 
Ala Thr Tyr Asp Glu Ser Met Gln Gly Trp Val  
1               5                   10       
 
 
<210>  1640 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65235.005 
 
<400>  1640 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg tgtccggcta caccttcacc agctacttca tccactgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccta tctccgtgtc cacctcctac      180 
 
gcccagaaat tccagggcag agtgaccatg acccgggaca cctccacctc caccgtgtac      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcacct ggactattgg ggccagggca ccctggtcac cgtgtcctct      360 
 
 
<210>  1641 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65235.005 
 
<400>  1641 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  



    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1642 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65235.005 
 
<400>  1642 
cagtctgccc tgacccagcc tccctccgtc accggcacac ctggccagcg cgtgaccatc       60 
 
tcctgctccg gctcccggtc caacatcggc tccaacttcg tgaactggta ccagcagctg      120 
 
cccggcaccg cccccaaggt gctgatctac accaacaacc agcggccctc cggcgtgccc      180 
 
gaccggttct ctggctccaa gtctggcacc tccgcctccc tggccatctc cggcctgcag      240 
 
tccgaggacg aggccgacta ctactgtgcc acctacgacg agtccatgca gggctgggtg      300 
 
ttcggcggag gcaccaagct gaccgtgctg tcc                                   333 
 
 
<210>  1643 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65235.005 
 
<400>  1643 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Val Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  



    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Tyr Asp Glu Ser Met  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105                 110      
 
 
<210>  1644 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65234.005 
 
<400>  1644 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg tgtccggcta caccttcacc agctacttca tccactgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccta tctccgtgtc cacctcctac      180 
 
gcccagaaat tccagggcag agtgaccatg acccgggaca cctccacctc caccgtgtac      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcacct ggactattgg ggccagggca ccctggtcac cgtgtcctct      360 
 
ggtggcggag gctctggcgg aggtggaagc ggaggcggcg gatcccagtc tgccctgacc      420 
 
cagcctccct ccgtcaccgg cacacctggc cagcgcgtga ccatctcctg ctccggctcc      480 
 
cggtccaaca tcggctccaa cttcgtgaac tggtaccagc agctgcccgg caccgccccc      540 
 
aaggtgctga tctacaccaa caaccagcgg ccctccggcg tgcccgaccg gttctctggc      600 
 
tccaagtctg gcacctccgc ctccctggcc atctccggcc tgcagtccga ggacgaggcc      660 
 
gactactact gtgccaccta cgacgagtcc atgcagggct gggtgttcgg cggaggcacc      720 
 
aagctgaccg tgctgtcc                                                    738 
 
 
<210>  1645 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65234.005 
 
<400>  1645 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 



 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Val Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Thr Tyr Asp Glu Ser Met Gln Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser  
                245      
 
 
<210>  1646 
<211>  506 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  CDH19 65234.005 x I2C 
 
<400>  1646 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Val Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Thr Tyr Asp Glu Ser Met Gln Gly Trp Val Phe Gly Gly Gly Thr  



225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  



                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  1647 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65235.002 
 
<400>  1647 
 
Ser Tyr Phe Ile His  
1               5    
 
 
<210>  1648 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65235.002 
 
<400>  1648 
 
Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1649 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65235.002 
 
<400>  1649 
 
Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr  
1               5                   10       
 
 
<210>  1650 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65235.002 
 
<400>  1650 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  



1               5                   10               
 
 
<210>  1651 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65235.002 
 
<400>  1651 
 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 
 
<210>  1652 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65235.002 
 
<400>  1652 
 
Ala Thr Trp Asp Asp Ser Met Asn Gly Trp Val  
1               5                   10       
 
 
<210>  1653 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65235.002 
 
<400>  1653 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg tgtccggcta caccttcacc agctacttca tccactgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccta tctccgtgtc cacctcctac      180 
 
gcccagaaat tccagggcag agtgaccatg acccgggaca cctccacctc caccgtgttc      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcacct ggactattgg ggccagggca ccctggtcac cgtgtcctct      360 
 
 
<210>  1654 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65235.002 
 
<400>  1654 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  



1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1655 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65235.002 
 
<400>  1655 
cagtctgccc tgacccagcc tccctccgtc accggcacac ctggccagcg cgtgaccatc       60 
 
tcctgctccg gctcccggtc caacatcggc tccaacttcg tgaactggta ccagcagctg      120 
 
cccggcaccg cccccaaggt gctgatctac accaacaacc agcggccctc cggcgtgccc      180 
 
gaccggttct ctggctccaa gtctggcacc tccgcctccc tggccatctc cggcctgcag      240 
 
tccgaggacg aggccgacta ctactgtgcc acctgggacg actccatgaa cggctgggtg      300 
 
ttcggcggag gcaccaagct gaccgtgctg tcc                                   333 
 
 
<210>  1656 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65235.002 
 
<400>  1656 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Val Thr Gly Thr Pro Gly Gln  



1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Asp Ser Met  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105                 110      
 
 
<210>  1657 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65235.002 
 
<400>  1657 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg tgtccggcta caccttcacc agctacttca tccactgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccta tctccgtgtc cacctcctac      180 
 
gcccagaaat tccagggcag agtgaccatg acccgggaca cctccacctc caccgtgttc      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcacct ggactattgg ggccagggca ccctggtcac cgtgtcctct      360 
 
ggtggcggag gatctggcgg aggtggaagc ggaggcggcg gatctcagtc tgccctgacc      420 
 
cagcctccct ccgtcaccgg cacacctggc cagcgcgtga ccatctcctg ctccggctcc      480 
 
cggtccaaca tcggctccaa cttcgtgaac tggtaccagc agctgcccgg caccgccccc      540 
 
aaggtgctga tctacaccaa caaccagcgg ccctccggcg tgcccgaccg gttctctggc      600 
 
tccaagtctg gcacctccgc ctccctggcc atctccggcc tgcagtccga ggacgaggcc      660 
 
gactactact gtgccacctg ggacgactcc atgaacggct gggtgttcgg cggaggcacc      720 
 
aagctgaccg tgctgtcc                                                    738 
 
 
<210>  1658 



<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65235.002 
 
<400>  1658 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Val Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 



 
Ala Thr Trp Asp Asp Ser Met Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser  
                245      
 
 
<210>  1659 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65235.002 x I2C 
 
<400>  1659 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Val Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  



            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Thr Trp Asp Asp Ser Met Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  



        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  1660 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65235.003 
 
<400>  1660 
 
Ser Tyr Phe Ile His  
1               5    
 
 
<210>  1661 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65235.003 
 
<400>  1661 
 
Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1662 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65235.003 
 
<400>  1662 
 
Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr  
1               5                   10       
 



 
<210>  1663 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65235.003 
 
<400>  1663 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  1664 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65235.003 
 
<400>  1664 
 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 
 
<210>  1665 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65235.003 
 
<400>  1665 
 
Ala Thr Trp Asp Glu Ser Met Gln Gly Trp Val  
1               5                   10       
 
 
<210>  1666 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65235.003 
 
<400>  1666 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg tgtccggcta caccttcacc agctacttca tccactgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccta tctccgtgtc cacctcctac      180 
 
gcccagaaat tccagggcag agtgaccatg acccgggaca cctccacctc caccgtgttc      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcacct ggactattgg ggccagggca ccctggtcac cgtgtcctct      360 
 



 
<210>  1667 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65235.003 
 
<400>  1667 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1668 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65235.003 
 
<400>  1668 
cagtctgccc tgacccagcc tccctccgtc accggcacac ctggccagcg cgtgaccatc       60 
 
tcctgctccg gctcccggtc caacatcggc tccaacttcg tgaactggta ccagcagctg      120 
 
cccggcaccg cccccaaggt gctgatctac accaacaacc agcggccctc cggcgtgccc      180 
 
gaccggttct ctggctccaa gtctggcacc tccgcctccc tggccatctc cggcctgcag      240 
 
tccgaggacg aggccgacta ctactgtgcc acctgggacg agtccatgca gggctgggtg      300 
 
ttcggcggag gcaccaagct gaccgtgctg tcc                                   333 
 



 
<210>  1669 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65235.003 
 
<400>  1669 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Val Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Glu Ser Met  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105                 110      
 
 
<210>  1670 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65235.003 
 
<400>  1670 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg tgtccggcta caccttcacc agctacttca tccactgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccta tctccgtgtc cacctcctac      180 
 
gcccagaaat tccagggcag agtgaccatg acccgggaca cctccacctc caccgtgttc      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcacct ggactattgg ggccagggca ccctggtcac cgtgtcctct      360 
 
ggtggcggag gatctggcgg aggtggaagc ggaggcggcg gatctcagtc tgccctgacc      420 
 
cagcctccct ccgtcaccgg cacacctggc cagcgcgtga ccatctcctg ctccggctcc      480 
 



cggtccaaca tcggctccaa cttcgtgaac tggtaccagc agctgcccgg caccgccccc      540 
 
aaggtgctga tctacaccaa caaccagcgg ccctccggcg tgcccgaccg gttctctggc      600 
 
tccaagtctg gcacctccgc ctccctggcc atctccggcc tgcagtccga ggacgaggcc      660 
 
gactactact gtgccacctg ggacgagtcc atgcagggct gggtgttcgg cggaggcacc      720 
 
aagctgaccg tgctgtcc                                                    738 
 
 
<210>  1671 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65235.003 
 
<400>  1671 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Val Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 



 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Thr Trp Asp Glu Ser Met Gln Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser  
                245      
 
 
<210>  1672 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65235.003 x I2C 
 
<400>  1672 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Phe  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  



    130                 135                 140                  
 
 
Val Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Thr Trp Asp Glu Ser Met Gln Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  



385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  1673 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65236.001 
 
<400>  1673 
 
Ser Tyr Ala Met Asn  
1               5    
 
 
<210>  1674 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65236.001 
 
<400>  1674 
 
Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1675 



<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65236.001 
 
<400>  1675 
 
Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10           
 
 
<210>  1676 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65236.001 
 
<400>  1676 
 
Arg Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala  
1               5                   10       
 
 
<210>  1677 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65236.001 
 
<400>  1677 
 
Gly Ala Phe Thr Arg Ala Thr  
1               5            
 
 
<210>  1678 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65236.001 
 
<400>  1678 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr  
1               5                    
 
 
<210>  1679 
<211>  363 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65236.001 
 
<400>  1679 



caggtgcagc tgctggaatc cggcggagga ctggtgcagc ctggcggctc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgcca tgaactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtgtccacc atcagcggcg gaggcgccaa cacctactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcccgcgaca actccaagtc caccctgtac      240 
 
ctgcagatga actccctgag agccgccgac accgccgtgt accactgtgc taagggcggc      300 
 
atgggcggct actactacgg catggatgtg tggggccagg gcaccaccgt gaccgtgtct      360 
 
agc                                                                    363 
 
 
<210>  1680 
<211>  121 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65236.001 
 
<400>  1680 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Ala Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120      
 
 
<210>  1681 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65236.001 



 
<400>  1681 
gagatcgtga tgacccagtc ccccgtgacc ctgtccctga gcctgggcga gagagccacc       60 
 
ctgtcttgcc gggcctccca gtccatctcc agcaacctgg cctggttcca gcagaagccc      120 
 
ggccaggccc ctcggctgct gatctacggc gcctttaccc gggccaccgg catccctgcc      180 
 
agagtgtctg gctccggctc cggcaccgag ttcaccctga ccatcagctc cctgcagtcc      240 
 
gaggactttg ccgtgtacta ctgccagcag tacaactact ggcccctgac cttcggaggc      300 
 
ggcaccaagg tggaaatcaa gtcc                                             324 
 
 
<210>  1682 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65236.001 
 
<400>  1682 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Val Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105              
 
 
<210>  1683 
<211>  732 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65236.001 
 
<400>  1683 
caggtgcagc tgctggaatc cggcggagga ctggtgcagc ctggcggctc cctgagactg       60 
 



tcttgcgccg cctccggctt caccttctcc agctacgcca tgaactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtgtccacc atcagcggcg gaggcgccaa cacctactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcccgcgaca actccaagtc caccctgtac      240 
 
ctgcagatga actccctgag agccgccgac accgccgtgt accactgtgc taagggcggc      300 
 
atgggcggct actactacgg catggatgtg tggggccagg gcaccaccgt gaccgtgtct      360 
 
agcggaggcg gaggatctgg cggtggtggt tctggcggag gcggctccga gatcgtgatg      420 
 
acccagtccc ccgtgaccct gtccctgagc ctgggcgaga gagccaccct gtcttgccgg      480 
 
gcctcccagt ccatctccag caacctggcc tggttccagc agaagcccgg ccaggcccct      540 
 
cggctgctga tctacggcgc ctttacccgg gccaccggca tccctgccag agtgtctggc      600 
 
tccggctccg gcaccgagtt caccctgacc atcagctccc tgcagtccga ggactttgcc      660 
 
gtgtactact gccagcagta caactactgg cccctgacct tcggaggcgg caccaaggtg      720 
 
gaaatcaagt cc                                                          732 
 
 
<210>  1684 
<211>  244 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65236.001 
 
<400>  1684 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Ala Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  



        115                 120                 125              
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Met Thr Gln Ser Pro  
    130                 135                 140                  
 
 
Val Thr Leu Ser Leu Ser Leu Gly Glu Arg Ala Thr Leu Ser Cys Arg  
145                 150                 155                 160  
 
 
Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala Trp Phe Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Phe Thr Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Ala Arg Val Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Ser Leu Gln Ser Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val  
225                 230                 235                 240  
 
 
Glu Ile Lys Ser  
                 
 
 
<210>  1685 
<211>  504 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65236.001 x I2C 
 
<400>  1685 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 



 
Leu Gln Met Asn Ser Leu Arg Ala Ala Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Met Thr Gln Ser Pro  
    130                 135                 140                  
 
 
Val Thr Leu Ser Leu Ser Leu Gly Glu Arg Ala Thr Leu Ser Cys Arg  
145                 150                 155                 160  
 
 
Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala Trp Phe Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Phe Thr Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Ala Arg Val Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Ser Leu Gln Ser Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val  
225                 230                 235                 240  
 
 
Glu Ile Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser  
                245                 250                 255      
 
 
Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala  
            260                 265                 270          
 
 
Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln  
        275                 280                 285              
 
 
Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr  
    290                 295                 300                  
 
 
Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr  
305                 310                 315                 320  
 
 
Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn  
                325                 330                 335      
 



 
Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn  
            340                 345                 350          
 
 
Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr  
        355                 360                 365              
 
 
Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser  
    370                 375                 380                  
 
 
Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr  
385                 390                 395                 400  
 
 
Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly  
                405                 410                 415      
 
 
Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly  
            420                 425                 430          
 
 
Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly  
        435                 440                 445              
 
 
Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu  
    450                 455                 460                  
 
 
Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val  
465                 470                 475                 480  
 
 
Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr  
                485                 490                 495      
 
 
Val Leu His His His His His His  
            500                  
 
 
<210>  1686 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65236.007 
 
<400>  1686 
 
Ser Tyr Ala Met Asn  
1               5    
 
 
<210>  1687 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  CDR-H2 CDH19 65236.007 
 
<400>  1687 
 
Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Glu Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1688 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65236.007 
 
<400>  1688 
 
Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10           
 
 
<210>  1689 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65236.007 
 
<400>  1689 
 
Arg Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala  
1               5                   10       
 
 
<210>  1690 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65236.007 
 
<400>  1690 
 
Gly Ala Phe Thr Arg Ala Thr  
1               5            
 
 
<210>  1691 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65236.007 
 
<400>  1691 



 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr  
1               5                    
 
 
<210>  1692 
<211>  363 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65236.007 
 
<400>  1692 
caggtgcagc tgctggaatc cggcggagga ctggtgcagc ctggcggctc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgcca tgaactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtgtccacc atcagcggcg gaggcgccaa cacctactac      180 
 
gccgagtccg tgaagggccg gttcaccatc tcctccgaca actccaagtc caccctgtac      240 
 
ctgcagatga actccctgag agccgaggac accgccgtgt accactgtgc taagggcggc      300 
 
atgggcggct actactacgg catggatgtg tggggccagg gcaccctcgt gaccgtgtct      360 
 
agc                                                                    363 
 
 
<210>  1693 
<211>  121 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65236.007 
 
<400>  1693 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  



            100                 105                 110          
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser  
        115                 120      
 
 
<210>  1694 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65236.007 
 
<400>  1694 
gagatcgtga tgacccagtc ccccgtgacc ctgtccctga gcctgggcga gagagccacc       60 
 
ctgtcttgcc gggcctccca gtccatctcc agcaacctgg cctggttcca gcagaagccc      120 
 
ggccaggccc ctcggctgct gatctacggc gcctttaccc gggccaccgg catccctgcc      180 
 
agattctctg gctccggctc cggcaccgag ttcaccctga ccatcagctc cctggagccc      240 
 
gaggactttg ccgtgtacta ctgccagcag tacaactact ggcccctgac cttcggaggc      300 
 
ggcaccaagg tggaaatcaa gtcc                                             324 
 
 
<210>  1695 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65236.007 
 
<400>  1695 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Ser  



            100                 105              
 
 
<210>  1696 
<211>  732 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65236.007 
 
<400>  1696 
caggtgcagc tgctggaatc cggcggagga ctggtgcagc ctggcggctc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgcca tgaactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtgtccacc atcagcggcg gaggcgccaa cacctactac      180 
 
gccgagtccg tgaagggccg gttcaccatc tcctccgaca actccaagtc caccctgtac      240 
 
ctgcagatga actccctgag agccgaggac accgccgtgt accactgtgc taagggcggc      300 
 
atgggcggct actactacgg catggatgtg tggggccagg gcaccctcgt gaccgtgtct      360 
 
agcggaggcg gaggatctgg cggtggtggt tctggcggag gcggctccga gatcgtgatg      420 
 
acccagtccc ccgtgaccct gtccctgagc ctgggcgaga gagccaccct gtcttgccgg      480 
 
gcctcccagt ccatctccag caacctggcc tggttccagc agaagcccgg ccaggcccct      540 
 
cggctgctga tctacggcgc ctttacccgg gccaccggca tccctgccag attctctggc      600 
 
tccggctccg gcaccgagtt caccctgacc atcagctccc tggagcccga ggactttgcc      660 
 
gtgtactact gccagcagta caactactgg cccctgacct tcggaggcgg caccaaggtg      720 
 
gaaatcaagt cc                                                          732 
 
 
<210>  1697 
<211>  244 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65236.007 
 
<400>  1697 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 



 
Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Met Thr Gln Ser Pro  
    130                 135                 140                  
 
 
Val Thr Leu Ser Leu Ser Leu Gly Glu Arg Ala Thr Leu Ser Cys Arg  
145                 150                 155                 160  
 
 
Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala Trp Phe Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Phe Thr Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val  
225                 230                 235                 240  
 
 
Glu Ile Lys Ser  
                 
 
 
<210>  1698 
<211>  504 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65236.007 x I2C 
 
<400>  1698 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  



            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Met Thr Gln Ser Pro  
    130                 135                 140                  
 
 
Val Thr Leu Ser Leu Ser Leu Gly Glu Arg Ala Thr Leu Ser Cys Arg  
145                 150                 155                 160  
 
 
Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala Trp Phe Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Phe Thr Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val  
225                 230                 235                 240  
 
 
Glu Ile Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser  
                245                 250                 255      
 
 
Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala  
            260                 265                 270          
 
 
Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln  



        275                 280                 285              
 
 
Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr  
    290                 295                 300                  
 
 
Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr  
305                 310                 315                 320  
 
 
Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn  
                325                 330                 335      
 
 
Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn  
            340                 345                 350          
 
 
Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr  
        355                 360                 365              
 
 
Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser  
    370                 375                 380                  
 
 
Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr  
385                 390                 395                 400  
 
 
Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly  
                405                 410                 415      
 
 
Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly  
            420                 425                 430          
 
 
Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly  
        435                 440                 445              
 
 
Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu  
    450                 455                 460                  
 
 
Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val  
465                 470                 475                 480  
 
 
Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr  
                485                 490                 495      
 
 
Val Leu His His His His His His  
            500                  
 
 
<210>  1699 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  CDR-H1 CDH19 65236.009 
 
<400>  1699 
 
Ser Tyr Ala Met Asn  
1               5    
 
 
<210>  1700 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65236.009 
 
<400>  1700 
 
Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1701 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65236.009 
 
<400>  1701 
 
Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10           
 
 
<210>  1702 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65236.009 
 
<400>  1702 
 
Arg Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala  
1               5                   10       
 
 
<210>  1703 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65236.009 
 
<400>  1703 



 
Gly Ala Phe Thr Arg Ala Thr  
1               5            
 
 
<210>  1704 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65236.009 
 
<400>  1704 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr  
1               5                    
 
 
<210>  1705 
<211>  363 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65236.009 
 
<400>  1705 
caggtgcagc tgctggaatc cggcggagga ctggtgcagc ctggcggctc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgcca tgaactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtgtccacc atcagcggcg gaggcgccaa cacctactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcccgcgaca actccaagtc caccctgtac      240 
 
ctgcagatga actccctgag agccgaggac accgccgtgt actactgtgc taagggcggc      300 
 
atgggcggct actactacgg catggatgtg tggggccagg gcaccaccgt gaccgtgtct      360 
 
agc                                                                    363 
 
 
<210>  1706 
<211>  121 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65236.009 
 
<400>  1706 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 



 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120      
 
 
<210>  1707 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65236.009 
 
<400>  1707 
gagatcgtga tgacccagtc ccccgtgacc ctgtccctga gcctgggcga gagagccacc       60 
 
ctgtcttgcc gggcctccca gtccatctcc agcaacctgg cctggttcca gcagaagccc      120 
 
ggccaggccc ctcggctgct gatctacggc gcctttaccc gggccaccgg catccctgcc      180 
 
agagtgtctg gctccggctc cggcaccgag ttcaccctga ccatcagctc cctgcagtcc      240 
 
gaggactttg ccgtgtacta ctgccagcag tacaactact ggcccctgac cttcggaggc      300 
 
ggcaccaagg tggaaatcaa gtcc                                             324 
 
 
<210>  1708 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65236.009 
 
<400>  1708 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 



 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Val Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105              
 
 
<210>  1709 
<211>  732 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65236.009 
 
<400>  1709 
caggtgcagc tgctggaatc cggcggagga ctggtgcagc ctggcggctc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgcca tgaactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtgtccacc atcagcggcg gaggcgccaa cacctactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcccgcgaca actccaagtc caccctgtac      240 
 
ctgcagatga actccctgag agccgaggac accgccgtgt actactgtgc taagggcggc      300 
 
atgggcggct actactacgg catggatgtg tggggccagg gcaccaccgt gaccgtgtct      360 
 
agcggaggcg gaggatctgg cggtggtggt tctggcggag gcggctccga gatcgtgatg      420 
 
acccagtccc ccgtgaccct gtccctgagc ctgggcgaga gagccaccct gtcttgccgg      480 
 
gcctcccagt ccatctccag caacctggcc tggttccagc agaagcccgg ccaggcccct      540 
 
cggctgctga tctacggcgc ctttacccgg gccaccggca tccctgccag agtgtctggc      600 
 
tccggctccg gcaccgagtt caccctgacc atcagctccc tgcagtccga ggactttgcc      660 
 
gtgtactact gccagcagta caactactgg cccctgacct tcggaggcgg caccaaggtg      720 
 
gaaatcaagt cc                                                          732 
 
 
<210>  1710 
<211>  244 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65236.009 
 
<400>  1710 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  



1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Met Thr Gln Ser Pro  
    130                 135                 140                  
 
 
Val Thr Leu Ser Leu Ser Leu Gly Glu Arg Ala Thr Leu Ser Cys Arg  
145                 150                 155                 160  
 
 
Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala Trp Phe Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Phe Thr Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Ala Arg Val Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Ser Leu Gln Ser Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val  
225                 230                 235                 240  
 
 
Glu Ile Lys Ser  
                 
 
 
<210>  1711 



<211>  504 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65236.009 x I2C 
 
<400>  1711 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Met Thr Gln Ser Pro  
    130                 135                 140                  
 
 
Val Thr Leu Ser Leu Ser Leu Gly Glu Arg Ala Thr Leu Ser Cys Arg  
145                 150                 155                 160  
 
 
Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala Trp Phe Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Phe Thr Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Ala Arg Val Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Ser Leu Gln Ser Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 



 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val  
225                 230                 235                 240  
 
 
Glu Ile Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser  
                245                 250                 255      
 
 
Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala  
            260                 265                 270          
 
 
Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln  
        275                 280                 285              
 
 
Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr  
    290                 295                 300                  
 
 
Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr  
305                 310                 315                 320  
 
 
Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn  
                325                 330                 335      
 
 
Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn  
            340                 345                 350          
 
 
Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr  
        355                 360                 365              
 
 
Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser  
    370                 375                 380                  
 
 
Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr  
385                 390                 395                 400  
 
 
Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly  
                405                 410                 415      
 
 
Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly  
            420                 425                 430          
 
 
Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly  
        435                 440                 445              
 
 
Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu  
    450                 455                 460                  
 
 
Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val  
465                 470                 475                 480  
 



 
Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr  
                485                 490                 495      
 
 
Val Leu His His His His His His  
            500                  
 
 
<210>  1712 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65236.010 
 
<400>  1712 
 
Ser Tyr Ala Met Asn  
1               5    
 
 
<210>  1713 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65236.010 
 
<400>  1713 
 
Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1714 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65236.010 
 
<400>  1714 
 
Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10           
 
 
<210>  1715 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65236.010 
 
<400>  1715 



 
Arg Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala  
1               5                   10       
 
 
<210>  1716 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65236.010 
 
<400>  1716 
 
Gly Ala Phe Thr Arg Ala Thr  
1               5            
 
 
<210>  1717 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65236.010 
 
<400>  1717 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr  
1               5                    
 
 
<210>  1718 
<211>  363 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65236.010 
 
<400>  1718 
caggtgcagc tgctggaatc cggcggagga ctggtgcagc ctggcggctc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgcca tgaactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtgtccacc atcagcggcg gaggcgccaa cacctactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcccgcgaca actccaagtc caccctgtac      240 
 
ctgcagatga actccctgag agccgaggac accgccgtgt accactgtgc taagggcggc      300 
 
atgggcggct actactacgg catggatgtg tggggccagg gcaccaccgt gaccgtgtct      360 
 
agc                                                                    363 
 
 
<210>  1719 
<211>  121 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65236.010 



 
<400>  1719 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120      
 
 
<210>  1720 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65236.010 
 
<400>  1720 
gagatcgtga tgacccagtc ccccgtgacc ctgtccctga gcctgggcga gagagccacc       60 
 
ctgtcttgcc gggcctccca gtccatctcc agcaacctgg cctggttcca gcagaagccc      120 
 
ggccaggccc ctcggctgct gatctacggc gcctttaccc gggccaccgg catccctgcc      180 
 
agagtgtctg gctccggctc cggcaccgag ttcaccctga ccatcagctc cctggagccc      240 
 
gaggactttg ccgtgtacta ctgccagcag tacaactact ggcccctgac cttcggaggc      300 
 
ggcaccaagg tggaaatcaa gtcc                                             324 
 
 
<210>  1721 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65236.010 



 
<400>  1721 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Val Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105              
 
 
<210>  1722 
<211>  732 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65236.010 
 
<400>  1722 
caggtgcagc tgctggaatc cggcggagga ctggtgcagc ctggcggctc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgcca tgaactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtgtccacc atcagcggcg gaggcgccaa cacctactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcccgcgaca actccaagtc caccctgtac      240 
 
ctgcagatga actccctgag agccgaggac accgccgtgt accactgtgc taagggcggc      300 
 
atgggcggct actactacgg catggatgtg tggggccagg gcaccaccgt gaccgtgtct      360 
 
agcggaggcg gaggatctgg cggtggtggt tctggcggag gcggctccga gatcgtgatg      420 
 
acccagtccc ccgtgaccct gtccctgagc ctgggcgaga gagccaccct gtcttgccgg      480 
 
gcctcccagt ccatctccag caacctggcc tggttccagc agaagcccgg ccaggcccct      540 
 
cggctgctga tctacggcgc ctttacccgg gccaccggca tccctgccag agtgtctggc      600 
 
tccggctccg gcaccgagtt caccctgacc atcagctccc tggagcccga ggactttgcc      660 
 
gtgtactact gccagcagta caactactgg cccctgacct tcggaggcgg caccaaggtg      720 
 



gaaatcaagt cc                                                          732 
 
 
<210>  1723 
<211>  244 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65236.010 
 
<400>  1723 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Met Thr Gln Ser Pro  
    130                 135                 140                  
 
 
Val Thr Leu Ser Leu Ser Leu Gly Glu Arg Ala Thr Leu Ser Cys Arg  
145                 150                 155                 160  
 
 
Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala Trp Phe Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Phe Thr Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Ala Arg Val Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr  
        195                 200                 205              
 



 
Leu Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val  
225                 230                 235                 240  
 
 
Glu Ile Lys Ser  
                 
 
 
<210>  1724 
<211>  504 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65236.010 x I2C 
 
<400>  1724 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Met Thr Gln Ser Pro  
    130                 135                 140                  
 
 
Val Thr Leu Ser Leu Ser Leu Gly Glu Arg Ala Thr Leu Ser Cys Arg  
145                 150                 155                 160  
 
 
Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala Trp Phe Gln Gln Lys Pro  



                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Phe Thr Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Ala Arg Val Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val  
225                 230                 235                 240  
 
 
Glu Ile Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser  
                245                 250                 255      
 
 
Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala  
            260                 265                 270          
 
 
Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln  
        275                 280                 285              
 
 
Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr  
    290                 295                 300                  
 
 
Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr  
305                 310                 315                 320  
 
 
Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn  
                325                 330                 335      
 
 
Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn  
            340                 345                 350          
 
 
Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr  
        355                 360                 365              
 
 
Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser  
    370                 375                 380                  
 
 
Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr  
385                 390                 395                 400  
 
 
Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly  
                405                 410                 415      
 
 
Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly  



            420                 425                 430          
 
 
Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly  
        435                 440                 445              
 
 
Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu  
    450                 455                 460                  
 
 
Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val  
465                 470                 475                 480  
 
 
Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr  
                485                 490                 495      
 
 
Val Leu His His His His His His  
            500                  
 
 
<210>  1725 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65236.011 
 
<400>  1725 
 
Ser Tyr Ala Met Asn  
1               5    
 
 
<210>  1726 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65236.011 
 
<400>  1726 
 
Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1727 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65236.011 
 
<400>  1727 



 
Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10           
 
 
<210>  1728 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65236.011 
 
<400>  1728 
 
Arg Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala  
1               5                   10       
 
 
<210>  1729 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65236.011 
 
<400>  1729 
 
Gly Ala Phe Thr Arg Ala Thr  
1               5            
 
 
<210>  1730 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65236.011 
 
<400>  1730 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr  
1               5                    
 
 
<210>  1731 
<211>  363 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65236.011 
 
<400>  1731 
caggtgcagc tgctggaatc cggcggagga ctggtgcagc ctggcggctc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgcca tgaactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtgtccacc atcagcggcg gaggcgccaa cacctactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcccgcgaca actccaagtc caccctgtac      240 
 



ctgcagatga actccctgag agccgaggac accgccgtgt accactgtgc taagggcggc      300 
 
atgggcggct actactacgg catggatgtg tggggccagg gcaccaccgt gaccgtgtct      360 
 
agc                                                                    363 
 
 
<210>  1732 
<211>  121 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65236.011 
 
<400>  1732 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120      
 
 
<210>  1733 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65236.011 
 
<400>  1733 
gagatcgtga tgacccagtc ccccgtgacc ctgtccctga gcctgggcga gagagccacc       60 
 
ctgtcttgcc gggcctccca gtccatctcc agcaacctgg cctggttcca gcagaagccc      120 
 
ggccaggccc ctcggctgct gatctacggc gcctttaccc gggccaccgg catccctgcc      180 
 



agattctctg gctccggctc cggcaccgag ttcaccctga ccatcagctc cctggagccc      240 
 
gaggactttg ccgtgtacta ctgccagcag tacaactact ggcccctgac cttcggaggc      300 
 
ggcaccaagg tggaaatcaa gtcc                                             324 
 
 
<210>  1734 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65236.011 
 
<400>  1734 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105              
 
 
<210>  1735 
<211>  732 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65236.011 
 
<400>  1735 
caggtgcagc tgctggaatc cggcggagga ctggtgcagc ctggcggctc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgcca tgaactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtgtccacc atcagcggcg gaggcgccaa cacctactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcccgcgaca actccaagtc caccctgtac      240 
 
ctgcagatga actccctgag agccgaggac accgccgtgt accactgtgc taagggcggc      300 
 



atgggcggct actactacgg catggatgtg tggggccagg gcaccaccgt gaccgtgtct      360 
 
agcggaggcg gaggatctgg cggtggtggt tctggcggag gcggctccga gatcgtgatg      420 
 
acccagtccc ccgtgaccct gtccctgagc ctgggcgaga gagccaccct gtcttgccgg      480 
 
gcctcccagt ccatctccag caacctggcc tggttccagc agaagcccgg ccaggcccct      540 
 
cggctgctga tctacggcgc ctttacccgg gccaccggca tccctgccag attctctggc      600 
 
tccggctccg gcaccgagtt caccctgacc atcagctccc tggagcccga ggactttgcc      660 
 
gtgtactact gccagcagta caactactgg cccctgacct tcggaggcgg caccaaggtg      720 
 
gaaatcaagt cc                                                          732 
 
 
<210>  1736 
<211>  244 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65236.011 
 
<400>  1736 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Met Thr Gln Ser Pro  
    130                 135                 140                  
 
 
Val Thr Leu Ser Leu Ser Leu Gly Glu Arg Ala Thr Leu Ser Cys Arg  



145                 150                 155                 160  
 
 
Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala Trp Phe Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Phe Thr Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val  
225                 230                 235                 240  
 
 
Glu Ile Lys Ser  
                 
 
 
<210>  1737 
<211>  504 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65236.011 x I2C 
 
<400>  1737 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 



 
Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Met Thr Gln Ser Pro  
    130                 135                 140                  
 
 
Val Thr Leu Ser Leu Ser Leu Gly Glu Arg Ala Thr Leu Ser Cys Arg  
145                 150                 155                 160  
 
 
Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala Trp Phe Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Phe Thr Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val  
225                 230                 235                 240  
 
 
Glu Ile Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser  
                245                 250                 255      
 
 
Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala  
            260                 265                 270          
 
 
Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln  
        275                 280                 285              
 
 
Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr  
    290                 295                 300                  
 
 
Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr  
305                 310                 315                 320  
 
 
Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn  
                325                 330                 335      
 
 
Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn  
            340                 345                 350          
 
 
Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr  
        355                 360                 365              
 



 
Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser  
    370                 375                 380                  
 
 
Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr  
385                 390                 395                 400  
 
 
Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly  
                405                 410                 415      
 
 
Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly  
            420                 425                 430          
 
 
Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly  
        435                 440                 445              
 
 
Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu  
    450                 455                 460                  
 
 
Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val  
465                 470                 475                 480  
 
 
Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr  
                485                 490                 495      
 
 
Val Leu His His His His His His  
            500                  
 
 
<210>  1738 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65236.012 
 
<400>  1738 
 
Ser Tyr Ala Met Asn  
1               5    
 
 
<210>  1739 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65236.012 
 
<400>  1739 
 
Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Glu Ser Val Lys  
1               5                   10                  15       
 



 
Gly  
     
 
 
<210>  1740 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65236.012 
 
<400>  1740 
 
Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10           
 
 
<210>  1741 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65236.012 
 
<400>  1741 
 
Arg Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala  
1               5                   10       
 
 
<210>  1742 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65236.012 
 
<400>  1742 
 
Gly Ala Phe Thr Arg Ala Thr  
1               5            
 
 
<210>  1743 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65236.012 
 
<400>  1743 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr  
1               5                    
 
 
<210>  1744 
<211>  363 
<212>  ДНК 



<213>  искусственная 
 
<220> 
<223>  VH CDH19 65236.012 
 
<400>  1744 
caggtgcagc tgctggaatc cggcggagga ctggtgcagc ctggcggctc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgcca tgaactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtgtccacc atcagcggcg gaggcgccaa cacctactac      180 
 
gccgagtccg tgaagggccg gttcaccatc tcccgcgaca actccaagtc caccctgtac      240 
 
ctgcagatga actccctgag agccgaggac accgccgtgt accactgtgc taagggcggc      300 
 
atgggcggct actactacgg catggatgtg tggggccagg gcaccaccgt gaccgtgtct      360 
 
agc                                                                    363 
 
 
<210>  1745 
<211>  121 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65236.012 
 
<400>  1745 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120      
 
 
<210>  1746 



<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65236.012 
 
<400>  1746 
gagatcgtga tgacccagtc ccccgtgacc ctgtccctga gcctgggcga gagagccacc       60 
 
ctgtcttgcc gggcctccca gtccatctcc agcaacctgg cctggttcca gcagaagccc      120 
 
ggccaggccc ctcggctgct gatctacggc gcctttaccc gggccaccgg catccctgcc      180 
 
agattctctg gctccggctc cggcaccgag ttcaccctga ccatcagctc cctggagccc      240 
 
gaggactttg ccgtgtacta ctgccagcag tacaactact ggcccctgac cttcggaggc      300 
 
ggcaccaagg tggaaatcaa gtcc                                             324 
 
 
<210>  1747 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65236.012 
 
<400>  1747 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105              
 
 
<210>  1748 
<211>  732 
<212>  ДНК 
<213>  искусственная 
 



<220> 
<223>  VH-VL CDH19 65236.012 
 
<400>  1748 
caggtgcagc tgctggaatc cggcggagga ctggtgcagc ctggcggctc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgcca tgaactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtgtccacc atcagcggcg gaggcgccaa cacctactac      180 
 
gccgagtccg tgaagggccg gttcaccatc tcccgcgaca actccaagtc caccctgtac      240 
 
ctgcagatga actccctgag agccgaggac accgccgtgt accactgtgc taagggcggc      300 
 
atgggcggct actactacgg catggatgtg tggggccagg gcaccaccgt gaccgtgtct      360 
 
agcggaggcg gaggatctgg cggtggtggt tctggcggag gcggctccga gatcgtgatg      420 
 
acccagtccc ccgtgaccct gtccctgagc ctgggcgaga gagccaccct gtcttgccgg      480 
 
gcctcccagt ccatctccag caacctggcc tggttccagc agaagcccgg ccaggcccct      540 
 
cggctgctga tctacggcgc ctttacccgg gccaccggca tccctgccag attctctggc      600 
 
tccggctccg gcaccgagtt caccctgacc atcagctccc tggagcccga ggactttgcc      660 
 
gtgtactact gccagcagta caactactgg cccctgacct tcggaggcgg caccaaggtg      720 
 
gaaatcaagt cc                                                          732 
 
 
<210>  1749 
<211>  244 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65236.012 
 
<400>  1749 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 



 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Met Thr Gln Ser Pro  
    130                 135                 140                  
 
 
Val Thr Leu Ser Leu Ser Leu Gly Glu Arg Ala Thr Leu Ser Cys Arg  
145                 150                 155                 160  
 
 
Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala Trp Phe Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Phe Thr Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val  
225                 230                 235                 240  
 
 
Glu Ile Lys Ser  
                 
 
 
<210>  1750 
<211>  504 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65236.012 x I2C 
 
<400>  1750 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Glu Ser Val  



    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Met Thr Gln Ser Pro  
    130                 135                 140                  
 
 
Val Thr Leu Ser Leu Ser Leu Gly Glu Arg Ala Thr Leu Ser Cys Arg  
145                 150                 155                 160  
 
 
Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala Trp Phe Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Phe Thr Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val  
225                 230                 235                 240  
 
 
Glu Ile Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser  
                245                 250                 255      
 
 
Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala  
            260                 265                 270          
 
 
Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln  
        275                 280                 285              
 
 
Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr  
    290                 295                 300                  
 
 
Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr  



305                 310                 315                 320  
 
 
Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn  
                325                 330                 335      
 
 
Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn  
            340                 345                 350          
 
 
Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr  
        355                 360                 365              
 
 
Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser  
    370                 375                 380                  
 
 
Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr  
385                 390                 395                 400  
 
 
Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly  
                405                 410                 415      
 
 
Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly  
            420                 425                 430          
 
 
Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly  
        435                 440                 445              
 
 
Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu  
    450                 455                 460                  
 
 
Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val  
465                 470                 475                 480  
 
 
Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr  
                485                 490                 495      
 
 
Val Leu His His His His His His  
            500                  
 
 
<210>  1751 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65236.013 
 
<400>  1751 
 
Ser Tyr Ala Met Asn  
1               5    
 



 
<210>  1752 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65236.013 
 
<400>  1752 
 
Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1753 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65236.013 
 
<400>  1753 
 
Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10           
 
 
<210>  1754 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65236.013 
 
<400>  1754 
 
Arg Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala  
1               5                   10       
 
 
<210>  1755 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65236.013 
 
<400>  1755 
 
Gly Ala Phe Thr Arg Ala Thr  
1               5            
 
 
<210>  1756 
<211>  9 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65236.013 
 
<400>  1756 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr  
1               5                    
 
 
<210>  1757 
<211>  363 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65236.013 
 
<400>  1757 
caggtgcagc tgctggaatc cggcggagga ctggtgcagc ctggcggctc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgcca tgaactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtgtccacc atcagcggcg gaggcgccaa cacctactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcccgcgaca actccaagtc caccctgtac      240 
 
ctgcagatga actccctgag agccgccgac accgccgtgt actactgtgc taagggcggc      300 
 
atgggcggct actactacgg catggatgtg tggggccagg gcaccaccgt gaccgtgtct      360 
 
agc                                                                    363 
 
 
<210>  1758 
<211>  121 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65236.013 
 
<400>  1758 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 



 
Leu Gln Met Asn Ser Leu Arg Ala Ala Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120      
 
 
<210>  1759 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65236.013 
 
<400>  1759 
gagatcgtga tgacccagtc ccccgtgacc ctgtccctga gcctgggcga gagagccacc       60 
 
ctgtcttgcc gggcctccca gtccatctcc agcaacctgg cctggttcca gcagaagccc      120 
 
ggccaggccc ctcggctgct gatctacggc gcctttaccc gggccaccgg catccctgcc      180 
 
agagtgtctg gctccggctc cggcaccgag ttcaccctga ccatcagctc cctgcagtcc      240 
 
gaggactttg ccgtgtacta ctgccagcag tacaactact ggcccctgac cttcggaggc      300 
 
ggcaccaagg tggaaatcaa gtcc                                             324 
 
 
<210>  1760 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65236.013 
 
<400>  1760 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Val Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser  
65                  70                  75                  80   
 



 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105              
 
 
<210>  1761 
<211>  732 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65236.013 
 
<400>  1761 
caggtgcagc tgctggaatc cggcggagga ctggtgcagc ctggcggctc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgcca tgaactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtgtccacc atcagcggcg gaggcgccaa cacctactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcccgcgaca actccaagtc caccctgtac      240 
 
ctgcagatga actccctgag agccgccgac accgccgtgt actactgtgc taagggcggc      300 
 
atgggcggct actactacgg catggatgtg tggggccagg gcaccaccgt gaccgtgtct      360 
 
agcggaggcg gaggatctgg cggtggtggt tctggcggag gcggctccga gatcgtgatg      420 
 
acccagtccc ccgtgaccct gtccctgagc ctgggcgaga gagccaccct gtcttgccgg      480 
 
gcctcccagt ccatctccag caacctggcc tggttccagc agaagcccgg ccaggcccct      540 
 
cggctgctga tctacggcgc ctttacccgg gccaccggca tccctgccag agtgtctggc      600 
 
tccggctccg gcaccgagtt caccctgacc atcagctccc tgcagtccga ggactttgcc      660 
 
gtgtactact gccagcagta caactactgg cccctgacct tcggaggcgg caccaaggtg      720 
 
gaaatcaagt cc                                                          732 
 
 
<210>  1762 
<211>  244 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65236.013 
 
<400>  1762 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  



        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Ala Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Met Thr Gln Ser Pro  
    130                 135                 140                  
 
 
Val Thr Leu Ser Leu Ser Leu Gly Glu Arg Ala Thr Leu Ser Cys Arg  
145                 150                 155                 160  
 
 
Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala Trp Phe Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Phe Thr Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Ala Arg Val Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Ser Leu Gln Ser Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val  
225                 230                 235                 240  
 
 
Glu Ile Lys Ser  
                 
 
 
<210>  1763 
<211>  504 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65236.013 x I2C 
 
<400>  1763 



 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Ala Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Met Thr Gln Ser Pro  
    130                 135                 140                  
 
 
Val Thr Leu Ser Leu Ser Leu Gly Glu Arg Ala Thr Leu Ser Cys Arg  
145                 150                 155                 160  
 
 
Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala Trp Phe Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Phe Thr Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Ala Arg Val Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Ser Leu Gln Ser Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val  
225                 230                 235                 240  
 
 
Glu Ile Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser  
                245                 250                 255      
 



 
Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala  
            260                 265                 270          
 
 
Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln  
        275                 280                 285              
 
 
Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr  
    290                 295                 300                  
 
 
Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr  
305                 310                 315                 320  
 
 
Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn  
                325                 330                 335      
 
 
Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn  
            340                 345                 350          
 
 
Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr  
        355                 360                 365              
 
 
Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser  
    370                 375                 380                  
 
 
Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr  
385                 390                 395                 400  
 
 
Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly  
                405                 410                 415      
 
 
Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly  
            420                 425                 430          
 
 
Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly  
        435                 440                 445              
 
 
Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu  
    450                 455                 460                  
 
 
Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val  
465                 470                 475                 480  
 
 
Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr  
                485                 490                 495      
 
 
Val Leu His His His His His His  
            500                  
 



 
<210>  1764 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65236.014 
 
<400>  1764 
 
Ser Tyr Ala Met Asn  
1               5    
 
 
<210>  1765 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65236.014 
 
<400>  1765 
 
Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Glu Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1766 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65236.014 
 
<400>  1766 
 
Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10           
 
 
<210>  1767 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65236.014 
 
<400>  1767 
 
Arg Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala  
1               5                   10       
 
 
<210>  1768 
<211>  7 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65236.014 
 
<400>  1768 
 
Gly Ala Phe Thr Arg Ala Thr  
1               5            
 
 
<210>  1769 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65236.014 
 
<400>  1769 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr  
1               5                    
 
 
<210>  1770 
<211>  363 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65236.014 
 
<400>  1770 
caggtgcagc tgctggaatc cggcggagga ctggtgcagc ctggcggctc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgcca tgaactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtgtccacc atcagcggcg gaggcgccaa cacctactac      180 
 
gccgagtccg tgaagggccg gttcaccatc tcccgcgaca actccaagtc caccctgtac      240 
 
ctgcagatga actccctgag agccgaggac accgccgtgt accactgtgc taagggcggc      300 
 
atgggcggct actactacgg catggatgtg tggggccagg gcaccctcgt gaccgtgtct      360 
 
agc                                                                    363 
 
 
<210>  1771 
<211>  121 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65236.014 
 
<400>  1771 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  



            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser  
        115                 120      
 
 
<210>  1772 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65236.014 
 
<400>  1772 
gagatcgtga tgacccagtc ccccgtgacc ctgtccctga gcctgggcga gagagccacc       60 
 
ctgtcttgcc gggcctccca gtccatctcc agcaacctgg cctggttcca gcagaagccc      120 
 
ggccaggccc ctcggctgct gatctacggc gcctttaccc gggccaccgg catccctgcc      180 
 
agattctctg gctccggctc cggcaccgag ttcaccctga ccatcagctc cctggagccc      240 
 
gaggactttg ccgtgtacta ctgccagcag tacaactact ggcccctgac cttcggaggc      300 
 
ggcaccaagg tggaaatcaa gtcc                                             324 
 
 
<210>  1773 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65236.014 
 
<400>  1773 
 
Glu Ile Val Met Thr Gln Ser Pro Val Thr Leu Ser Leu Ser Leu Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Ser Asn  



            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Gly Ala Phe Thr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Asn Tyr Trp Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105              
 
 
<210>  1774 
<211>  732 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65236.014 
 
<400>  1774 
caggtgcagc tgctggaatc cggcggagga ctggtgcagc ctggcggctc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgcca tgaactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtgtccacc atcagcggcg gaggcgccaa cacctactac      180 
 
gccgagtccg tgaagggccg gttcaccatc tcccgcgaca actccaagtc caccctgtac      240 
 
ctgcagatga actccctgag agccgaggac accgccgtgt accactgtgc taagggcggc      300 
 
atgggcggct actactacgg catggatgtg tggggccagg gcaccctcgt gaccgtgtct      360 
 
agcggaggcg gaggatctgg cggtggtggt tctggcggag gcggctccga gatcgtgatg      420 
 
acccagtccc ccgtgaccct gtccctgagc ctgggcgaga gagccaccct gtcttgccgg      480 
 
gcctcccagt ccatctccag caacctggcc tggttccagc agaagcccgg ccaggcccct      540 
 
cggctgctga tctacggcgc ctttacccgg gccaccggca tccctgccag attctctggc      600 
 
tccggctccg gcaccgagtt caccctgacc atcagctccc tggagcccga ggactttgcc      660 
 
gtgtactact gccagcagta caactactgg cccctgacct tcggaggcgg caccaaggtg      720 
 
gaaatcaagt cc                                                          732 
 
 
<210>  1775 
<211>  244 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  VH-VL CDH19 65236.014 
 
<400>  1775 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Met Thr Gln Ser Pro  
    130                 135                 140                  
 
 
Val Thr Leu Ser Leu Ser Leu Gly Glu Arg Ala Thr Leu Ser Cys Arg  
145                 150                 155                 160  
 
 
Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala Trp Phe Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Phe Thr Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val  
225                 230                 235                 240  
 



 
Glu Ile Lys Ser  
                 
 
 
<210>  1776 
<211>  504 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65236.014 x I2C 
 
<400>  1776 
 
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ser Thr Ile Ser Gly Gly Gly Ala Asn Thr Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr His Cys  
                85                  90                  95       
 
 
Ala Lys Gly Gly Met Gly Gly Tyr Tyr Tyr Gly Met Asp Val Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Met Thr Gln Ser Pro  
    130                 135                 140                  
 
 
Val Thr Leu Ser Leu Ser Leu Gly Glu Arg Ala Thr Leu Ser Cys Arg  
145                 150                 155                 160  
 
 
Ala Ser Gln Ser Ile Ser Ser Asn Leu Ala Trp Phe Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Phe Thr Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr  



        195                 200                 205              
 
 
Leu Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Asn Tyr Trp Pro Leu Thr Phe Gly Gly Gly Thr Lys Val  
225                 230                 235                 240  
 
 
Glu Ile Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser  
                245                 250                 255      
 
 
Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala  
            260                 265                 270          
 
 
Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln  
        275                 280                 285              
 
 
Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr  
    290                 295                 300                  
 
 
Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr  
305                 310                 315                 320  
 
 
Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn  
                325                 330                 335      
 
 
Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn  
            340                 345                 350          
 
 
Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr  
        355                 360                 365              
 
 
Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser  
    370                 375                 380                  
 
 
Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr  
385                 390                 395                 400  
 
 
Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly  
                405                 410                 415      
 
 
Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly  
            420                 425                 430          
 
 
Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly  
        435                 440                 445              
 
 
Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu  



    450                 455                 460                  
 
 
Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val  
465                 470                 475                 480  
 
 
Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr  
                485                 490                 495      
 
 
Val Leu His His His His His His  
            500                  
 
 
<210>  1777 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65237.001 
 
<400>  1777 
 
Arg Tyr Gly Ile His  
1               5    
 
 
<210>  1778 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65237.001 
 
<400>  1778 
 
Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1779 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65237.001 
 
<400>  1779 
 
Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10                  15       
 
 
<210>  1780 
<211>  11 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65237.001 
 
<400>  1780 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser  
1               5                   10       
 
 
<210>  1781 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65237.001 
 
<400>  1781 
 
Gln Asp Asn Lys Trp Pro Ser  
1               5            
 
 
<210>  1782 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65237.001 
 
<400>  1782 
 
Gln Ala Trp Asp Ser Ser Thr Val Val  
1               5                    
 
 
<210>  1783 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65237.001 
 
<400>  1783 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggccggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agatacggca tccactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccgtg atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcccgggaca actccaagaa caccctgtac      240 
 
ctgcagatga actccctgcg ggccgaggac tccgccgtgt actactgtgc cagaagggcc      300 
 
ggcatccccg gcaccaccgg ctactactac ggcatggatg tgtggggcca gggcaccacc      360 
 
gtgaccgtgt ctagc                                                       375 
 
 
<210>  1784 



<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65237.001 
 
<400>  1784 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  1785 
<211>  321 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65237.001 
 
<400>  1785 
tcttacgagc tgacccagcc cccctccgtg tccgtgtctc ctggccagac cgcctccatc       60 
 
acctgttctg gcgaccggct gggcgagaaa tacgtgagct ggtatcagca gaagcccggc      120 
 
cagtccccca tcctggtcat ctaccaggac aacaagtggc cctccggcat ccctgagcgg      180 
 
ttctccggct ccaactccgg caacaccgcc accctgacca tctccggcac ccaggccatg      240 
 
gacgaggccg actactactg ccaggcctgg gactcctcca ccgtggtgtt cggcggaggc      300 
 
accaagctga ccgtgctgtc c                                                321 
 
 
<210>  1786 



<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65237.001 
 
<400>  1786 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Asn Lys Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105          
 
 
<210>  1787 
<211>  741 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65237.001 
 
<400>  1787 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggccggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agatacggca tccactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccgtg atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcccgggaca actccaagaa caccctgtac      240 
 
ctgcagatga actccctgcg ggccgaggac tccgccgtgt actactgtgc cagaagggcc      300 
 
ggcatccccg gcaccaccgg ctactactac ggcatggatg tgtggggcca gggcaccacc      360 
 
gtgaccgtgt ctagcggagg cggaggatct ggtggcggtg gttctggcgg cggaggctcc      420 
 
tcttacgagc tgacccagcc cccctccgtg tccgtgtctc ctggccagac cgcctccatc      480 
 
acctgttctg gcgaccggct gggcgagaaa tacgtgagct ggtatcagca gaagcccggc      540 
 



cagtccccca tcctggtcat ctaccaggac aacaagtggc cctccggcat ccctgagcgg      600 
 
ttctccggct ccaactccgg caacaccgcc accctgacca tctccggcac ccaggccatg      660 
 
gacgaggccg actactactg ccaggcctgg gactcctcca ccgtggtgtt cggcggaggc      720 
 
accaagctga ccgtgctgtc c                                                741 
 
 
<210>  1788 
<211>  247 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65237.001 
 
<400>  1788 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr Gln Asp Asn Lys  



            180                 185                 190          
 
 
Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser  
                245          
 
 
<210>  1789 
<211>  507 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65237.001 x I2C 
 
<400>  1789 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 



 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr Gln Asp Asn Lys  
            180                 185                 190          
 
 
Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 



 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu His His His His His His  
            500                 505          
 
 
<210>  1790 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65237b.001 
 
<400>  1790 
 
Arg Tyr Gly Ile His  
1               5    
 
 
<210>  1791 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65237b.001 
 
<400>  1791 
 
Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1792 
<211>  16 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65237b.001 
 
<400>  1792 
 
Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10                  15       
 
 
<210>  1793 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65237b.001 
 
<400>  1793 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser  
1               5                   10       
 
 
<210>  1794 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65237b.001 
 
<400>  1794 
 
Gln Asp Asn Lys Trp Pro Ser  
1               5            
 
 
<210>  1795 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65237b.001 
 
<400>  1795 
 
Gln Ala Trp Glu Ser Ser Thr Val Val  
1               5                    
 
 
<210>  1796 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65237b.001 
 
<400>  1796 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 



tcttgcgccg cctccggctt caccttctcc agatacggca tccactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccgtg atttggtacg agggctccaa caagtactac      180 
 
gccgagtccg tgaagggccg gttcaccatc tcccgggaca actccaagaa caccctgtac      240 
 
ctgcagatga actccctgcg ggccgaggac tccgccgtgt actactgtgc cagaagggcc      300 
 
ggcatccccg gcaccaccgg ctactactac ggcatggatg tgtggggcca gggcaccacc      360 
 
gtgaccgtgt ctagc                                                       375 
 
 
<210>  1797 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65237b.001 
 
<400>  1797 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  1798 
<211>  321 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65237b.001 
 
<400>  1798 



tcttacgagc tgacccagcc cccctccgtg tccgtgtctc ctggccagac cgcctccatc       60 
 
acctgttctg gcgaccggct gggcgagaaa tacgtgagct ggtatcagca gaagcccggc      120 
 
cagtccccca tcctggtcat ctaccaggac aacaagtggc cctccggcat ccctgagcgg      180 
 
ttctccggct ccaactccgg caacaccgcc accctgacca tctccggcac ccaggccatg      240 
 
gacgaggccg actactactg ccaggcctgg gagtcctcca ccgtggtgtt cggcggaggc      300 
 
accaagctga ccgtgctgtc c                                                321 
 
 
<210>  1799 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65237b.001 
 
<400>  1799 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Asn Lys Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105          
 
 
<210>  1800 
<211>  741 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65237b.001 
 
<400>  1800 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agatacggca tccactgggt ccgacaggcc      120 
 



cctggcaagg gcctggaatg ggtggccgtg atttggtacg agggctccaa caagtactac      180 
 
gccgagtccg tgaagggccg gttcaccatc tcccgggaca actccaagaa caccctgtac      240 
 
ctgcagatga actccctgcg ggccgaggac tccgccgtgt actactgtgc cagaagggcc      300 
 
ggcatccccg gcaccaccgg ctactactac ggcatggatg tgtggggcca gggcaccacc      360 
 
gtgaccgtgt ctagcggagg cggaggatct ggtggcggtg gttctggcgg cggaggctcc      420 
 
tcttacgagc tgacccagcc cccctccgtg tccgtgtctc ctggccagac cgcctccatc      480 
 
acctgttctg gcgaccggct gggcgagaaa tacgtgagct ggtatcagca gaagcccggc      540 
 
cagtccccca tcctggtcat ctaccaggac aacaagtggc cctccggcat ccctgagcgg      600 
 
ttctccggct ccaactccgg caacaccgcc accctgacca tctccggcac ccaggccatg      660 
 
gacgaggccg actactactg ccaggcctgg gagtcctcca ccgtggtgtt cggcggaggc      720 
 
accaagctga ccgtgctgtc c                                                741 
 
 
<210>  1801 
<211>  247 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65237b.001 
 
<400>  1801 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 



 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr Gln Asp Asn Lys  
            180                 185                 190          
 
 
Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser  
                245          
 
 
<210>  1802 
<211>  507 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65237b.001 x I2C 
 
<400>  1802 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  



                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr Gln Asp Asn Lys  
            180                 185                 190          
 
 
Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  



            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu His His His His His His  
            500                 505          
 
 
<210>  1803 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65237.002 
 
<400>  1803 
 
Arg Tyr Gly Ile His  
1               5    
 
 
<210>  1804 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65237.002 



 
<400>  1804 
 
Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1805 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65237.002 
 
<400>  1805 
 
Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10                  15       
 
 
<210>  1806 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65237.002 
 
<400>  1806 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser  
1               5                   10       
 
 
<210>  1807 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65237.002 
 
<400>  1807 
 
Gln Asp Asn Lys Trp Pro Ser  
1               5            
 
 
<210>  1808 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65237.002 
 
<400>  1808 
 
Gln Ala Trp Asp Ser Ser Thr Val Val  



1               5                    
 
 
<210>  1809 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65237.002 
 
<400>  1809 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agatacggca tccactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccgtg atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcccgggaca actccaagaa caccctgtac      240 
 
ctgcagatga actccctgcg ggccgaggac tccgccgtgt actactgtgc cagaagggcc      300 
 
ggcatccccg gcaccaccgg ctactactac ggcatggatg tgtggggcca gggcaccacc      360 
 
gtgaccgtgt ctagc                                                       375 
 
 
<210>  1810 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65237.002 
 
<400>  1810 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 



 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  1811 
<211>  321 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65237.002 
 
<400>  1811 
tcttacgagc tgacccagcc cccctccgtg tccgtgtctc ctggccagac cgcctccatc       60 
 
acctgttctg gcgaccggct gggcgagaaa tacgtgagct ggtatcagca gaagcccggc      120 
 
cagtccccca tcctggtcat ctaccaggac aacaagtggc cctccggcat ccctgagcgg      180 
 
ttctccggct ccaactccgg caacaccgcc accctgacca tctccggcac ccaggccatg      240 
 
gacgaggccg actactactg ccaggcctgg gactcctcca ccgtggtgtt cggcggaggc      300 
 
accaagctga ccgtgctgtc c                                                321 
 
 
<210>  1812 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65237.002 
 
<400>  1812 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Asn Lys Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105          
 



 
<210>  1813 
<211>  741 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65237.002 
 
<400>  1813 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agatacggca tccactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccgtg atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcccgggaca actccaagaa caccctgtac      240 
 
ctgcagatga actccctgcg ggccgaggac tccgccgtgt actactgtgc cagaagggcc      300 
 
ggcatccccg gcaccaccgg ctactactac ggcatggatg tgtggggcca gggcaccacc      360 
 
gtgaccgtgt ctagcggagg cggaggatct ggtggcggtg gttctggcgg cggaggctcc      420 
 
tcttacgagc tgacccagcc cccctccgtg tccgtgtctc ctggccagac cgcctccatc      480 
 
acctgttctg gcgaccggct gggcgagaaa tacgtgagct ggtatcagca gaagcccggc      540 
 
cagtccccca tcctggtcat ctaccaggac aacaagtggc cctccggcat ccctgagcgg      600 
 
ttctccggct ccaactccgg caacaccgcc accctgacca tctccggcac ccaggccatg      660 
 
gacgaggccg actactactg ccaggcctgg gactcctcca ccgtggtgtt cggcggaggc      720 
 
accaagctga ccgtgctgtc c                                                741 
 
 
<210>  1814 
<211>  247 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65237.002 
 
<400>  1814 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 
 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  



65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr Gln Asp Asn Lys  
            180                 185                 190          
 
 
Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser  
                245          
 
 
<210>  1815 
<211>  507 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65237.002 x I2C 
 
<400>  1815 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr  
            20                  25                  30           
 



 
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Pro Gly Thr Thr Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Val Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Lys Pro Gly Gln Ser Pro Ile Leu Val Ile Tyr Gln Asp Asn Lys  
            180                 185                 190          
 
 
Trp Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 



 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu His His His His His His  
            500                 505          
 
 
<210>  1816 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65238.002 



 
<400>  1816 
 
Ser Ser Gly Tyr Tyr Trp Ser  
1               5            
 
 
<210>  1817 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65238.002 
 
<400>  1817 
 
Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser Leu Lys Ser  
1               5                   10                  15       
 
 
<210>  1818 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65238.002 
 
<400>  1818 
 
Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr  
1               5                   10   
 
 
<210>  1819 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65238.002 
 
<400>  1819 
 
Arg Ala Ser Arg Gln Ile Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  1820 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65238.002 
 
<400>  1820 
 
Gly Pro Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  1821 



<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65238.002 
 
<400>  1821 
 
Gln Gln Tyr Gly Ser Ser Phe Thr  
1               5                
 
 
<210>  1822 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65238.002 
 
<400>  1822 
caggtgcagc tgcaggaatc cggccctggc ctggtcaagc cctccgagac cctgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatctcc tcctccggct actactggtc ctggatccgg      120 
 
cagccccccg gcaagggcct ggaatggatc ggctacatct actacaccgg ctccgcctac      180 
 
tacaacccca gcctgaagtc cagagtgacc atctccgtgg acacctccaa gaaccagttc      240 
 
tccctgaagc tgtcctccgt gaccgccgct gacaccgccg tgtactactg cgccagagat      300 
 
ggctccagcg gctggtactt ccagtactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
 
<210>  1823 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65238.002 
 
<400>  1823 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 



 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1824 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65238.002 
 
<400>  1824 
gagatcgtgc tgacccagtc ccccggcacc ctgtctctga gccctggcga gagagccacc       60 
 
ctgtcctgcc gggcctcccg gcagatctcc tccagctacc tggcttggta tcagcagaag      120 
 
cccggccagg cccctcggct gctgatctac ggccctagct ccagagccac cggcatccct      180 
 
gaccggttct ccggctctgg ctccggcacc gacttcaccc tgaccatcag ccggctggaa      240 
 
cccgaggact tcgccgtgta ctattgccag cagtacggct cctccttcac cttcggccag      300 
 
ggcaccaagg tggacatcaa gtcc                                             324 
 
 
<210>  1825 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65238.002 
 
<400>  1825 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Arg Gln Ile Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Pro Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 



 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Phe  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Asp Ile Lys Ser  
            100                 105              
 
 
<210>  1826 
<211>  729 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65238.002 
 
<400>  1826 
caggtgcagc tgcaggaatc cggccctggc ctggtcaagc cctccgagac cctgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatctcc tcctccggct actactggtc ctggatccgg      120 
 
cagccccccg gcaagggcct ggaatggatc ggctacatct actacaccgg ctccgcctac      180 
 
tacaacccca gcctgaagtc cagagtgacc atctccgtgg acacctccaa gaaccagttc      240 
 
tccctgaagc tgtcctccgt gaccgccgct gacaccgccg tgtactactg cgccagagat      300 
 
ggctccagcg gctggtactt ccagtactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
ggaggcggag gatctggtgg cggtggttct ggcggcggag gctccgagat cgtgctgacc      420 
 
cagtcccccg gcaccctgtc tctgagccct ggcgagagag ccaccctgtc ctgccgggcc      480 
 
tcccggcaga tctcctccag ctacctggct tggtatcagc agaagcccgg ccaggcccct      540 
 
cggctgctga tctacggccc tagctccaga gccaccggca tccctgaccg gttctccggc      600 
 
tctggctccg gcaccgactt caccctgacc atcagccggc tggaacccga ggacttcgcc      660 
 
gtgtactatt gccagcagta cggctcctcc ttcaccttcg gccagggcac caaggtggac      720 
 
atcaagtcc                                                              729 
 
 
<210>  1827 
<211>  243 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65238.002 
 
<400>  1827 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  



        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly  
    130                 135                 140                  
 
 
Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala  
145                 150                 155                 160  
 
 
Ser Arg Gln Ile Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Pro Ser Ser Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Gly Ser Ser Phe Thr Phe Gly Gln Gly Thr Lys Val Asp  
225                 230                 235                 240  
 
 
Ile Lys Ser  
             
 
 
<210>  1828 
<211>  503 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65238.002 x I2C 
 
<400>  1828 



 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly  
    130                 135                 140                  
 
 
Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala  
145                 150                 155                 160  
 
 
Ser Arg Gln Ile Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Pro Ser Ser Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Gly Ser Ser Phe Thr Phe Gly Gln Gly Thr Lys Val Asp  
225                 230                 235                 240  
 
 
Ile Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly  
                245                 250                 255      
 



 
Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala  
            260                 265                 270          
 
 
Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala  
        275                 280                 285              
 
 
Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn  
    290                 295                 300                  
 
 
Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile  
305                 310                 315                 320  
 
 
Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu  
                325                 330                 335      
 
 
Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe  
            340                 345                 350          
 
 
Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu  
        355                 360                 365              
 
 
Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly  
    370                 375                 380                  
 
 
Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val  
385                 390                 395                 400  
 
 
Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala  
                405                 410                 415      
 
 
Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln  
            420                 425                 430          
 
 
Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr  
        435                 440                 445              
 
 
Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr  
    450                 455                 460                  
 
 
Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu  
465                 470                 475                 480  
 
 
Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val  
                485                 490                 495      
 
 
Leu His His His His His His  
            500              
 



 
<210>  1829 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65238.004 
 
<400>  1829 
 
Ser Ser Gly Tyr Tyr Trp Ser  
1               5            
 
 
<210>  1830 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65238.004 
 
<400>  1830 
 
Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser Leu Lys Ser  
1               5                   10                  15       
 
 
<210>  1831 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65238.004 
 
<400>  1831 
 
Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr  
1               5                   10   
 
 
<210>  1832 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65238.004 
 
<400>  1832 
 
Arg Ala Ser Arg Gln Ile Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  1833 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65238.004 



 
<400>  1833 
 
Gly Pro Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  1834 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65238.004 
 
<400>  1834 
 
Gln Gln Tyr Gly Ser Ser Phe Thr  
1               5                
 
 
<210>  1835 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65238.004 
 
<400>  1835 
caggtgcagc tgcaggaatc cggccctggc ctggtcaagc cctccgagac cctgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatctcc tcctccggct actactggtc ctggatccgg      120 
 
cagccccccg gcaagggcct ggaatggatc ggctacatct actacaccgg ctccgcctac      180 
 
tacaacccca gcctgaagtc cagagtgacc atctccgtgg acacctccaa gaaccagttc      240 
 
tccctgaagc tgtcctccgt gaccgccgct gacaccgccg tgtactactg cgccagagat      300 
 
ggctccagcg gctggtactt ccagtactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
 
<210>  1836 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65238.004 
 
<400>  1836 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 



 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1837 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65238.004 
 
<400>  1837 
gagatcgtgc tgacccagtc ccccggcacc ctgtctctga gccctggcga gagagccacc       60 
 
ctgtcctgcc gggcctcccg gcagatctcc tccagctacc tggcttggta tcagcagaag      120 
 
cccggccagg cccctcggct gctgatctac ggccctagct ccagagccac cggcatccct      180 
 
gaccggttct ccggctctgg ctccggcacc gacttcaccc tgaccatcag ccggctggaa      240 
 
cccgaggact tcgccgtgta ctattgccag cagtacggct cctccttcac cttcggccct      300 
 
ggcaccaagg tggacatcaa gtcc                                             324 
 
 
<210>  1838 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65238.004 
 
<400>  1838 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Arg Gln Ile Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 



 
Ile Tyr Gly Pro Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Phe  
                85                  90                  95       
 
 
Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys Ser  
            100                 105              
 
 
<210>  1839 
<211>  729 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65238.004 
 
<400>  1839 
caggtgcagc tgcaggaatc cggccctggc ctggtcaagc cctccgagac cctgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatctcc tcctccggct actactggtc ctggatccgg      120 
 
cagccccccg gcaagggcct ggaatggatc ggctacatct actacaccgg ctccgcctac      180 
 
tacaacccca gcctgaagtc cagagtgacc atctccgtgg acacctccaa gaaccagttc      240 
 
tccctgaagc tgtcctccgt gaccgccgct gacaccgccg tgtactactg cgccagagat      300 
 
ggctccagcg gctggtactt ccagtactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
ggaggcggag gatctggtgg cggtggttct ggcggcggag gctccgagat cgtgctgacc      420 
 
cagtcccccg gcaccctgtc tctgagccct ggcgagagag ccaccctgtc ctgccgggcc      480 
 
tcccggcaga tctcctccag ctacctggct tggtatcagc agaagcccgg ccaggcccct      540 
 
cggctgctga tctacggccc tagctccaga gccaccggca tccctgaccg gttctccggc      600 
 
tctggctccg gcaccgactt caccctgacc atcagccggc tggaacccga ggacttcgcc      660 
 
gtgtactatt gccagcagta cggctcctcc ttcaccttcg gccctggcac caaggtggac      720 
 
atcaagtcc                                                              729 
 
 
<210>  1840 
<211>  243 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65238.004 
 
<400>  1840 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  



1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly  
    130                 135                 140                  
 
 
Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala  
145                 150                 155                 160  
 
 
Ser Arg Gln Ile Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Pro Ser Ser Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Gly Ser Ser Phe Thr Phe Gly Pro Gly Thr Lys Val Asp  
225                 230                 235                 240  
 
 
Ile Lys Ser  
             
 
 
<210>  1841 



<211>  503 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65238.004 x I2C 
 
<400>  1841 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Ser  
            20                  25                  30           
 
 
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile Tyr Tyr Thr Gly Ser Ala Tyr Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Asp Gly Ser Ser Gly Trp Tyr Phe Gln Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly  
    130                 135                 140                  
 
 
Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala  
145                 150                 155                 160  
 
 
Ser Arg Gln Ile Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Pro Ser Ser Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 



 
Gln Gln Tyr Gly Ser Ser Phe Thr Phe Gly Pro Gly Thr Lys Val Asp  
225                 230                 235                 240  
 
 
Ile Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly  
                245                 250                 255      
 
 
Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala  
            260                 265                 270          
 
 
Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala  
        275                 280                 285              
 
 
Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn  
    290                 295                 300                  
 
 
Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile  
305                 310                 315                 320  
 
 
Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu  
                325                 330                 335      
 
 
Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe  
            340                 345                 350          
 
 
Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu  
        355                 360                 365              
 
 
Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly  
    370                 375                 380                  
 
 
Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val  
385                 390                 395                 400  
 
 
Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala  
                405                 410                 415      
 
 
Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln  
            420                 425                 430          
 
 
Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr  
        435                 440                 445              
 
 
Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr  
    450                 455                 460                  
 
 
Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu  
465                 470                 475                 480  
 



 
Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val  
                485                 490                 495      
 
 
Leu His His His His His His  
            500              
 
 
<210>  1842 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65240.002 
 
<400>  1842 
 
Ser Tyr Asp Met His  
1               5    
 
 
<210>  1843 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65240.002 
 
<400>  1843 
 
Val Ile Ser Tyr Asp Gly Thr Asn Glu Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1844 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65240.002 
 
<400>  1844 
 
Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr  
1               5                   10   
 
 
<210>  1845 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65240.002 
 
<400>  1845 



 
Arg Ala Ser Gln Ser Val Ser Asn Thr Tyr Leu Ala  
1               5                   10           
 
 
<210>  1846 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65240.002 
 
<400>  1846 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  1847 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65240.002 
 
<400>  1847 
 
Gln Gln Tyr Ser Asn Ser Trp Thr  
1               5                
 
 
<210>  1848 
<211>  357 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65240.002 
 
<400>  1848 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgaca tgcactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccgtg atctcctacg acggcaccaa cgagtactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcccgggaca cctccaagaa caccctgtac      240 
 
ctgcagatga actccctgcg ggccgaggac accgccgtgt actactgcgc cagagagcgg      300 
 
tacttcgact ggtccttcga ctactggggc cagggcaccc tggtgtccgt gtctagc         357 
 
 
<210>  1849 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65240.002 
 
<400>  1849 



 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Asp Gly Thr Asn Glu Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser  
        115                  
 
 
<210>  1850 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65240.002 
 
<400>  1850 
gagatcgtgc tgacccagtc ccctggcacc ctgtccctga gccctggcga gagagccacc       60 
 
ctgtcttgcc gggcctccca gtccgtgtcc aacacctacc tggcctggta tcagcagcgc      120 
 
cctggccagg cccctcggct gctgatctac ggcgcctctt ccagagccac cggcatccct      180 
 
gaccggttct ccggctctgg ctctggcacc gacttcaccc tgaccatctc cagcctggaa      240 
 
cccgaggatt tcgctgtgta ctattgccag cagtactcca actcctggac cttcggacag      300 
 
ggcaccaagg tggaaatcaa gtcc                                             324 
 
 
<210>  1851 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65240.002 
 
<400>  1851 



 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Asn Thr  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ser Asn Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105              
 
 
<210>  1852 
<211>  726 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65240.002 
 
<400>  1852 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgaca tgcactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccgtg atctcctacg acggcaccaa cgagtactac      180 
 
gccgactccg tgaagggccg gttcaccatc tcccgggaca cctccaagaa caccctgtac      240 
 
ctgcagatga actccctgcg ggccgaggac accgccgtgt actactgcgc cagagagcgg      300 
 
tacttcgact ggtccttcga ctactggggc cagggcaccc tggtgtccgt gtctagcgga      360 
 
ggcggaggat ctggtggcgg tggttctggc ggcggaggct ccgagatcgt gctgacccag      420 
 
tcccctggca ccctgtccct gagccctggc gagagagcca ccctgtcttg ccgggcctcc      480 
 
cagtccgtgt ccaacaccta cctggcctgg tatcagcagc gccctggcca ggcccctcgg      540 
 
ctgctgatct acggcgcctc ttccagagcc accggcatcc ctgaccggtt ctccggctct      600 
 
ggctctggca ccgacttcac cctgaccatc tccagcctgg aacccgagga tttcgctgtg      660 
 
tactattgcc agcagtactc caactcctgg accttcggac agggcaccaa ggtggaaatc      720 
 
aagtcc                                                                 726 
 



 
<210>  1853 
<211>  242 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65240.002 
 
<400>  1853 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Asp Gly Thr Asn Glu Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Asn Thr Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  



    210                 215                 220                  
 
 
Gln Tyr Ser Asn Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser  
         
 
 
<210>  1854 
<211>  502 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65240.002 x I2C 
 
<400>  1854 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Asp Gly Thr Asn Glu Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Asn Thr Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly  
                165                 170                 175      
 



 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Ser Asn Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly Gly  
                245                 250                 255      
 
 
Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser  
            260                 265                 270          
 
 
Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala Pro  
        275                 280                 285              
 
 
Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn  
    290                 295                 300                  
 
 
Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser  
305                 310                 315                 320  
 
 
Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys  
                325                 330                 335      
 
 
Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly  
            340                 345                 350          
 
 
Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val  
        355                 360                 365              
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser  
385                 390                 395                 400  
 
 
Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala Val  
                405                 410                 415      
 
 
Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln Ala  
            420                 425                 430          
 



 
Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro  
        435                 440                 445              
 
 
Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu  
    450                 455                 460                  
 
 
Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp  
465                 470                 475                 480  
 
 
Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
                485                 490                 495      
 
 
His His His His His His  
            500          
 
 
<210>  1855 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65240.003 
 
<400>  1855 
 
Ser Tyr Asp Met His  
1               5    
 
 
<210>  1856 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65240.003 
 
<400>  1856 
 
Val Ile Ser Tyr Glu Gly Thr Asn Glu Tyr Tyr Ala Glu Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1857 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65240.003 
 
<400>  1857 
 
Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr  



1               5                   10   
 
 
<210>  1858 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65240.003 
 
<400>  1858 
 
Arg Ala Ser Gln Ser Val Ser Asn Thr Tyr Leu Ala  
1               5                   10           
 
 
<210>  1859 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65240.003 
 
<400>  1859 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  1860 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65240.003 
 
<400>  1860 
 
Gln Gln Tyr Ser Asn Ser Trp Thr  
1               5                
 
 
<210>  1861 
<211>  357 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65240.003 
 
<400>  1861 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgaca tgcactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccgtg atctcctacg agggcaccaa cgagtactac      180 
 
gccgagtccg tgaagggccg gttcaccatc tcccgggaca cctccaagaa caccctgtac      240 
 
ctgcagatga actccctgcg ggccgaggac accgccgtgt actactgcgc cagagagcgg      300 
 



tacttcgact ggtccttcga ctactggggc cagggcaccc tggtgtccgt gtctagc         357 
 
 
<210>  1862 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65240.003 
 
<400>  1862 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Glu Gly Thr Asn Glu Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser  
        115                  
 
 
<210>  1863 
<211>  324 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65240.003 
 
<400>  1863 
 
Gly Ala Gly Ala Thr Cys Gly Thr Gly Cys Thr Gly Ala Cys Cys Cys  
1               5                   10                  15       
 
 
Ala Gly Thr Cys Cys Cys Cys Thr Gly Gly Cys Ala Cys Cys Cys Thr  
            20                  25                  30           
 
 
Gly Thr Cys Cys Cys Thr Gly Ala Gly Cys Cys Cys Thr Gly Gly Cys  



        35                  40                  45               
 
 
Gly Ala Gly Ala Gly Ala Gly Cys Cys Ala Cys Cys Cys Thr Gly Thr  
    50                  55                  60                   
 
 
Cys Thr Thr Gly Cys Cys Gly Gly Gly Cys Cys Thr Cys Cys Cys Ala  
65                  70                  75                  80   
 
 
Gly Thr Cys Cys Gly Thr Gly Thr Cys Cys Ala Ala Cys Ala Cys Cys  
                85                  90                  95       
 
 
Thr Ala Cys Cys Thr Gly Gly Cys Cys Thr Gly Gly Thr Ala Thr Cys  
            100                 105                 110          
 
 
Ala Gly Cys Ala Gly Cys Gly Cys Cys Cys Thr Gly Gly Cys Cys Ala  
        115                 120                 125              
 
 
Gly Gly Cys Cys Cys Cys Thr Cys Gly Gly Cys Thr Gly Cys Thr Gly  
    130                 135                 140                  
 
 
Ala Thr Cys Thr Ala Cys Gly Gly Cys Gly Cys Cys Thr Cys Thr Thr  
145                 150                 155                 160  
 
 
Cys Cys Ala Gly Ala Gly Cys Cys Ala Cys Cys Gly Gly Cys Ala Thr  
                165                 170                 175      
 
 
Cys Cys Cys Thr Gly Ala Cys Cys Gly Gly Thr Thr Cys Thr Cys Cys  
            180                 185                 190          
 
 
Gly Gly Cys Thr Cys Thr Gly Gly Cys Thr Cys Thr Gly Gly Cys Ala  
        195                 200                 205              
 
 
Cys Cys Gly Ala Cys Thr Thr Cys Ala Cys Cys Cys Thr Gly Ala Cys  
    210                 215                 220                  
 
 
Cys Ala Thr Cys Thr Cys Cys Ala Gly Cys Cys Thr Gly Gly Ala Ala  
225                 230                 235                 240  
 
 
Cys Cys Cys Gly Ala Gly Gly Ala Thr Thr Thr Cys Gly Cys Thr Gly  
                245                 250                 255      
 
 
Thr Gly Thr Ala Cys Thr Ala Thr Thr Gly Cys Cys Ala Gly Cys Ala  
            260                 265                 270          
 
 
Gly Thr Ala Cys Thr Cys Cys Ala Ala Cys Thr Cys Cys Thr Gly Gly  
        275                 280                 285              
 
 
Ala Cys Cys Thr Thr Cys Gly Gly Ala Cys Ala Gly Gly Gly Cys Ala  



    290                 295                 300                  
 
 
Cys Cys Ala Ala Gly Gly Thr Gly Gly Ala Ala Ala Thr Cys Ala Ala  
305                 310                 315                 320  
 
 
Gly Thr Cys Cys  
                 
 
 
<210>  1864 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65240.003 
 
<400>  1864 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Asn Thr  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ser Asn Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105              
 
 
<210>  1865 
<211>  726 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65240.003 
 
<400>  1865 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgaca tgcactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccgtg atctcctacg agggcaccaa cgagtactac      180 
 



gccgagtccg tgaagggccg gttcaccatc tcccgggaca cctccaagaa caccctgtac      240 
 
ctgcagatga actccctgcg ggccgaggac accgccgtgt actactgcgc cagagagcgg      300 
 
tacttcgact ggtccttcga ctactggggc cagggcaccc tggtgtccgt gtctagcgga      360 
 
ggcggaggat ctggtggcgg tggttctggc ggcggaggct ccgagatcgt gctgacccag      420 
 
tcccctggca ccctgtccct gagccctggc gagagagcca ccctgtcttg ccgggcctcc      480 
 
cagtccgtgt ccaacaccta cctggcctgg tatcagcagc gccctggcca ggcccctcgg      540 
 
ctgctgatct acggcgcctc ttccagagcc accggcatcc ctgaccggtt ctccggctct      600 
 
ggctctggca ccgacttcac cctgaccatc tccagcctgg aacccgagga tttcgctgtg      660 
 
tactattgcc agcagtactc caactcctgg accttcggac agggcaccaa ggtggaaatc      720 
 
aagtcc                                                                 726 
 
 
<210>  1866 
<211>  242 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65240.003 
 
<400>  1866 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Glu Gly Thr Asn Glu Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  



    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Asn Thr Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Ser Asn Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser  
         
 
 
<210>  1867 
<211>  502 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65240.003 x I2C 
 
<400>  1867 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Glu Gly Thr Asn Glu Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 



 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Asn Thr Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Ser Asn Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly Gly  
                245                 250                 255      
 
 
Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser  
            260                 265                 270          
 
 
Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala Pro  
        275                 280                 285              
 
 
Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn  
    290                 295                 300                  
 
 
Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser  
305                 310                 315                 320  
 
 
Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys  
                325                 330                 335      
 
 
Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly  
            340                 345                 350          
 



 
Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val  
        355                 360                 365              
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser  
385                 390                 395                 400  
 
 
Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala Val  
                405                 410                 415      
 
 
Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln Ala  
            420                 425                 430          
 
 
Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro  
        435                 440                 445              
 
 
Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu  
    450                 455                 460                  
 
 
Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp  
465                 470                 475                 480  
 
 
Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
                485                 490                 495      
 
 
His His His His His His  
            500          
 
 
<210>  1868 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65240.004 
 
<400>  1868 
 
Ser Tyr Asp Met His  
1               5    
 
 
<210>  1869 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65240.004 
 
<400>  1869 



 
Val Ile Ser Tyr Glu Gly Thr Asn Glu Tyr Tyr Ala Glu Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1870 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65240.004 
 
<400>  1870 
 
Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr  
1               5                   10   
 
 
<210>  1871 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65240.004 
 
<400>  1871 
 
Arg Ala Ser Gln Ser Val Ser Asn Thr Tyr Leu Ala  
1               5                   10           
 
 
<210>  1872 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65240.004 
 
<400>  1872 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  1873 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65240.004 
 
<400>  1873 
 
Gln Gln Tyr Ser Asn Ser Trp Thr  
1               5                
 



 
<210>  1874 
<211>  357 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65240.004 
 
<400>  1874 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgaca tgcactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccgtg atctcctacg agggcaccaa cgagtactac      180 
 
gccgagtccg tgaagggccg gttcaccatc tcccgggaca cctccaagaa caccctgtac      240 
 
ctgcagatga actccctgcg ggccgaggac accgccgtgt actactgcgc cagagagcgg      300 
 
tacttcgact ggtccttcga ctactggggc cagggcaccc tggtgtccgt gtctagc         357 
 
 
<210>  1875 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65240.004 
 
<400>  1875 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Glu Gly Thr Asn Glu Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser  
        115                  
 



 
<210>  1876 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65240.004 
 
<400>  1876 
gagatcgtgc tgacccagtc ccctggcacc ctgtccctga gccctggcga gagagccacc       60 
 
ctgtcttgcc gggcctccca gtccgtgtcc aacacctacc tggcctggta tcagcagaag      120 
 
cctggccagg cccctcggct gctgatctac ggcgcctctt ccagagccac cggcatccct      180 
 
gaccggttct ccggctctgg ctctggcacc gacttcaccc tgaccatctc cagcctggaa      240 
 
cccgaggatt tcgctgtgta ctattgccag cagtactcca actcctggac cttcggacag      300 
 
ggcaccaagg tggaaatcaa gtcc                                             324 
 
 
<210>  1877 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65240.004 
 
<400>  1877 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Asn Thr  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ser Asn Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105              
 
 
<210>  1878 
<211>  726 
<212>  ДНК 



<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65240.004 
 
<400>  1878 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgaca tgcactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccgtg atctcctacg agggcaccaa cgagtactac      180 
 
gccgagtccg tgaagggccg gttcaccatc tcccgggaca cctccaagaa caccctgtac      240 
 
ctgcagatga actccctgcg ggccgaggac accgccgtgt actactgcgc cagagagcgg      300 
 
tacttcgact ggtccttcga ctactggggc cagggcaccc tggtgtccgt gtctagcgga      360 
 
ggcggaggat ctggtggcgg tggttctggc ggcggaggct ccgagatcgt gctgacccag      420 
 
tcccctggca ccctgtccct gagccctggc gagagagcca ccctgtcttg ccgggcctcc      480 
 
cagtccgtgt ccaacaccta cctggcctgg tatcagcaga agcctggcca ggcccctcgg      540 
 
ctgctgatct acggcgcctc ttccagagcc accggcatcc ctgaccggtt ctccggctct      600 
 
ggctctggca ccgacttcac cctgaccatc tccagcctgg aacccgagga tttcgctgtg      660 
 
tactattgcc agcagtactc caactcctgg accttcggac agggcaccaa ggtggaaatc      720 
 
aagtcc                                                                 726 
 
 
<210>  1879 
<211>  242 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65240.004 
 
<400>  1879 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Glu Gly Thr Asn Glu Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  



                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Asn Thr Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Ser Asn Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser  
         
 
 
<210>  1880 
<211>  502 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65240.004 x I2C 
 
<400>  1880 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 



 
Ala Val Ile Ser Tyr Glu Gly Thr Asn Glu Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Ser Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Asn Thr Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Ser Asn Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly Gly  
                245                 250                 255      
 
 
Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser  
            260                 265                 270          
 
 
Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala Pro  
        275                 280                 285              
 
 
Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn  
    290                 295                 300                  
 



 
Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser  
305                 310                 315                 320  
 
 
Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys  
                325                 330                 335      
 
 
Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly  
            340                 345                 350          
 
 
Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val  
        355                 360                 365              
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser  
385                 390                 395                 400  
 
 
Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala Val  
                405                 410                 415      
 
 
Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln Ala  
            420                 425                 430          
 
 
Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro  
        435                 440                 445              
 
 
Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu  
    450                 455                 460                  
 
 
Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp  
465                 470                 475                 480  
 
 
Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
                485                 490                 495      
 
 
His His His His His His  
            500          
 
 
<210>  1881 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65240.005 
 
<400>  1881 
 
Ser Tyr Asp Met His  



1               5    
 
 
<210>  1882 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65240.005 
 
<400>  1882 
 
Val Ile Ser Tyr Glu Gly Thr Asn Glu Tyr Tyr Ala Glu Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1883 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65240.005 
 
<400>  1883 
 
Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr  
1               5                   10   
 
 
<210>  1884 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65240.005 
 
<400>  1884 
 
Arg Ala Ser Gln Ser Val Ser Asn Thr Tyr Leu Ala  
1               5                   10           
 
 
<210>  1885 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65240.005 
 
<400>  1885 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  1886 



<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65240.005 
 
<400>  1886 
 
Gln Gln Tyr Ser Asn Ser Trp Thr  
1               5                
 
 
<210>  1887 
<211>  357 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65240.005 
 
<400>  1887 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgaca tgcactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccgtg atctcctacg agggcaccaa cgagtactac      180 
 
gccgagtccg tgaagggccg gttcaccatc tcccgggaca cctccaagaa caccctgtac      240 
 
ctgcagatga actccctgcg ggccgaggac accgccgtgt actactgcgc cagagagcgg      300 
 
tacttcgact ggtccttcga ctactggggc cagggcaccc tggtgaccgt gtctagc         357 
 
 
<210>  1888 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65240.005 
 
<400>  1888 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Glu Gly Thr Asn Glu Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 



 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser  
        115                  
 
 
<210>  1889 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65240.005 
 
<400>  1889 
gagatcgtgc tgacccagtc ccctggcacc ctgtccctga gccctggcga gagagccacc       60 
 
ctgtcttgcc gggcctccca gtccgtgtcc aacacctacc tggcctggta tcagcagaag      120 
 
cctggccagg cccctcggct gctgatctac ggcgcctctt ccagagccac cggcatccct      180 
 
gaccggttct ccggctctgg ctctggcacc gacttcaccc tgaccatctc cagcctggaa      240 
 
cccgaggatt tcgctgtgta ctattgccag cagtactcca actcctggac cttcggacag      300 
 
ggcaccaagg tggaaatcaa gtcc                                             324 
 
 
<210>  1890 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65240.005 
 
<400>  1890 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Asn Thr  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 



 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Ser Asn Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105              
 
 
<210>  1891 
<211>  726 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65240.005 
 
<400>  1891 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacgaca tgcactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccgtg atctcctacg agggcaccaa cgagtactac      180 
 
gccgagtccg tgaagggccg gttcaccatc tcccgggaca cctccaagaa caccctgtac      240 
 
ctgcagatga actccctgcg ggccgaggac accgccgtgt actactgcgc cagagagcgg      300 
 
tacttcgact ggtccttcga ctactggggc cagggcaccc tggtgaccgt gtctagcgga      360 
 
ggcggaggat ctggtggcgg tggttctggc ggcggaggct ccgagatcgt gctgacccag      420 
 
tcccctggca ccctgtccct gagccctggc gagagagcca ccctgtcttg ccgggcctcc      480 
 
cagtccgtgt ccaacaccta cctggcctgg tatcagcaga agcctggcca ggcccctcgg      540 
 
ctgctgatct acggcgcctc ttccagagcc accggcatcc ctgaccggtt ctccggctct      600 
 
ggctctggca ccgacttcac cctgaccatc tccagcctgg aacccgagga tttcgctgtg      660 
 
tactattgcc agcagtactc caactcctgg accttcggac agggcaccaa ggtggaaatc      720 
 
aagtcc                                                                 726 
 
 
<210>  1892 
<211>  242 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65240.005 
 
<400>  1892 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  



        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Glu Gly Thr Asn Glu Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Asn Thr Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Ser Asn Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser  
         
 
 
<210>  1893 
<211>  502 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65240.005 x I2C 
 
<400>  1893 



 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Ser Tyr Glu Gly Thr Asn Glu Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Arg Tyr Phe Asp Trp Ser Phe Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Asn Thr Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Ser Asn Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly Gly  
                245                 250                 255      
 



 
Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser  
            260                 265                 270          
 
 
Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala Pro  
        275                 280                 285              
 
 
Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn  
    290                 295                 300                  
 
 
Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser  
305                 310                 315                 320  
 
 
Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys  
                325                 330                 335      
 
 
Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly  
            340                 345                 350          
 
 
Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val  
        355                 360                 365              
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser  
385                 390                 395                 400  
 
 
Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala Val  
                405                 410                 415      
 
 
Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln Ala  
            420                 425                 430          
 
 
Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro  
        435                 440                 445              
 
 
Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu  
    450                 455                 460                  
 
 
Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp  
465                 470                 475                 480  
 
 
Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
                485                 490                 495      
 
 
His His His His His His  
            500          
 



 
<210>  1894 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65246.004 
 
<400>  1894 
 
Ser Tyr Phe Ile His  
1               5    
 
 
<210>  1895 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65246.004 
 
<400>  1895 
 
Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1896 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65246.004 
 
<400>  1896 
 
Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  1897 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65246.004 
 
<400>  1897 
 
Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  1898 
<211>  7 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65246.004 
 
<400>  1898 
 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 
 
<210>  1899 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65246.004 
 
<400>  1899 
 
Ala Thr Trp Asp Glu Ser Leu Gln Gly Trp Val  
1               5                   10       
 
 
<210>  1900 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65246.004 
 
<400>  1900 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg tgtccggcta caccttcacc agctacttca tccactgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccta tctccgtgtc cacctcctac      180 
 
gcccagaaat tccagggcag agtgaccatg acccgggaca cctccacctc caccgtgtac      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
 
<210>  1901 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65246.004 
 
<400>  1901 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 



 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1902 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65246.004 
 
<400>  1902 
cagtctgccc tgacccagcc tccttctgcc accggcaccc ctggccagcg cgtgaccatc       60 
 
tcctgctccg gctcctcctc caacatcggc tccaacttcg tgaactggta ccagcagctg      120 
 
cccggcaccg cccccaaggt gctgatctac accaacaacc agcggccctc cggcgtgccc      180 
 
gaccggttct ctggctccaa gtctggcacc tccgcctccc tggccatctc cggcctgcag      240 
 
tccgaggacg aggccgacta ctactgtgcc acctgggacg agtccctgca gggctgggtg      300 
 
ttcggcggag gcaccaagct gaccgtgctg tcc                                   333 
 
 
<210>  1903 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65246.004 
 
<400>  1903 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 



 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Trp Asp Glu Ser Leu  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105                 110      
 
 
<210>  1904 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65246.004 
 
<400>  1904 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg tgtccggcta caccttcacc agctacttca tccactgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccta tctccgtgtc cacctcctac      180 
 
gcccagaaat tccagggcag agtgaccatg acccgggaca cctccacctc caccgtgtac      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
ggaggcggag gatctggtgg cggtggttct ggcggcggag gctctcagtc tgccctgacc      420 
 
cagcctcctt ctgccaccgg cacccctggc cagcgcgtga ccatctcctg ctccggctcc      480 
 
tcctccaaca tcggctccaa cttcgtgaac tggtaccagc agctgcccgg caccgccccc      540 
 
aaggtgctga tctacaccaa caaccagcgg ccctccggcg tgcccgaccg gttctctggc      600 
 
tccaagtctg gcacctccgc ctccctggcc atctccggcc tgcagtccga ggacgaggcc      660 
 
gactactact gtgccacctg ggacgagtcc ctgcagggct gggtgttcgg cggaggcacc      720 
 
aagctgaccg tgctgtcc                                                    738 
 
 
<210>  1905 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65246.004 



 
<400>  1905 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Ser Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Thr Trp Asp Glu Ser Leu Gln Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser  



                245      
 
 
<210>  1906 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65246.004 x I2C 
 
<400>  1906 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Ser Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 



 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Thr Trp Asp Glu Ser Leu Gln Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 



 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  1907 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65247.004 
 
<400>  1907 
 
Ser Tyr Phe Ile His  
1               5    
 
 
<210>  1908 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65247.004 
 
<400>  1908 
 
Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1909 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65247.004 
 
<400>  1909 
 
Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr  
1               5                   10       
 
 
<210>  1910 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  CDR-L1 CDH19 65247.004 
 
<400>  1910 
 
Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  1911 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65247.004 
 
<400>  1911 
 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 
 
<210>  1912 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65247.004 
 
<400>  1912 
 
Ala Thr Tyr Asp Glu Ser Met Gln Gly Trp Val  
1               5                   10       
 
 
<210>  1913 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65247.004 
 
<400>  1913 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgcgggtg       60 
 
tcctgcaagg tgtccggcta caccttcacc agctacttca tccactgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccta tctccgtgtc cacctcctac      180 
 
gcccagaaat tccagggcag agtgaccatg acccgggaca cctccacctc caccgtgtac      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcacct ggactattgg ggccagggca ccctggtcac cgtgtcctct      360 
 
 
<210>  1914 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  VH CDH19 65247.004 
 
<400>  1914 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Arg Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1915 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65247.004 
 
<400>  1915 
cagtctgccc tgacccagcc tccttccgct accggcaccc ctggccagcg cgtgaccatc       60 
 
tcctgctccg gctcctcctc caacatcggc tccaacttcg tgaactggta ccagcagctg      120 
 
cccggcaccg cccccaaggt gctgatctac accaacaacc agcggccctc cggcgtgccc      180 
 
gaccggttct ctggctccaa gtctggcacc tccgcctccc tggccatctc cggcctgcag      240 
 
tccgaggacg aggccgacta ctactgtgcc acctacgacg agtccatgca gggctgggtg      300 
 
ttcggcggag gcaccaagct gaccgtgctg tcc                                   333 
 
 
<210>  1916 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  VL CDH19 65247.004 
 
<400>  1916 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Thr Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Val Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr Tyr Asp Glu Ser Met  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105                 110      
 
 
<210>  1917 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65247.004 
 
<400>  1917 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgcgggtg       60 
 
tcctgcaagg tgtccggcta caccttcacc agctacttca tccactgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccta tctccgtgtc cacctcctac      180 
 
gcccagaaat tccagggcag agtgaccatg acccgggaca cctccacctc caccgtgtac      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcacct ggactattgg ggccagggca ccctggtcac cgtgtcctct      360 
 
ggtggcggag gatctggcgg aggtggaagc ggaggcggcg gatctcagtc tgccctgacc      420 
 
cagcctcctt ccgctaccgg cacccctggc cagcgcgtga ccatctcctg ctccggctcc      480 
 
tcctccaaca tcggctccaa cttcgtgaac tggtaccagc agctgcccgg caccgccccc      540 
 
aaggtgctga tctacaccaa caaccagcgg ccctccggcg tgcccgaccg gttctctggc      600 
 
tccaagtctg gcacctccgc ctccctggcc atctccggcc tgcagtccga ggacgaggcc      660 
 



gactactact gtgccaccta cgacgagtcc atgcagggct gggtgttcgg cggaggcacc      720 
 
aagctgaccg tgctgtcc                                                    738 
 
 
<210>  1918 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65247.004 
 
<400>  1918 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Arg Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Ser Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  



        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Thr Tyr Asp Glu Ser Met Gln Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser  
                245      
 
 
<210>  1919 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65247.004 x I2C 
 
<400>  1919 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Arg Val Ser Cys Lys Val Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ile Ser Val Ser Thr Ser Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Leu Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Thr Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 



 
Ser Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Val Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Thr Tyr Asp Glu Ser Met Gln Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 



 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  1920 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65249.002 
 
<400>  1920 
 
Gly Tyr Tyr Trp Ser  
1               5    
 
 
<210>  1921 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65249.002 
 
<400>  1921 
 
Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser  
1               5                   10                  15       
 
 
<210>  1922 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65249.002 
 
<400>  1922 
 
Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro  



1               5                   10           
 
 
<210>  1923 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65249.002 
 
<400>  1923 
 
Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  1924 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65249.002 
 
<400>  1924 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  1925 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65249.002 
 
<400>  1925 
 
Gln Gln Tyr Gly Asn Ser Pro Leu Thr  
1               5                    
 
 
<210>  1926 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65249.002 
 
<400>  1926 
caggtgcagc tgcaggaatc cggccctggc ctggtcaagc cctccgagac actgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatctcc ggctactact ggtcctggat ccggcagccc      120 
 
cctggcaagg gcctggaatg gatcggctac atctactaca tcggctccac caactacaac      180 
 
cccagcctga agtccagagt gaccatgtcc gtggacacct ccaagaacca gttctccctg      240 
 
aagctgtcct ccgtgaccgc cgctgacacc gccgtgtact actgcgccag agatggctcc      300 
 



tccggctggt atcgttggtt cgacccttgg ggccagggca ccctggtcac cgtgtctagc      360 
 
 
<210>  1927 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65249.002 
 
<400>  1927 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1928 
<211>  327 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65249.002 
 
<400>  1928 
gagatcgtgc tgacccagtc ccctggcacc ctgtccctga gccctggcga gagagccacc       60 
 
ctgtcctgca gagcctccca gtccgtgtcc tcctcctacc tggcttggta tcagcagaag      120 
 
cccggccagg cccctcggct gctgatcttc ggcgcctctt ccagagccac cggcatccct      180 
 
gaccggttct ccggctctgg ctccggcacc gacttcaccc tgaccatctc ccggctggaa      240 
 
cccgaggact tcgctgtgta ctactgccag cagtacggca acagccccct gaccttcggc      300 
 



caaggcacca aggtggaaat caagtcc                                          327 
 
 
<210>  1929 
<211>  109 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65249.002 
 
<400>  1929 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Phe Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Asn Ser Pro  
                85                  90                  95       
 
 
Leu Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105                  
 
 
<210>  1930 
<211>  732 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65249.002 
 
<400>  1930 
caggtgcagc tgcaggaatc cggccctggc ctggtcaagc cctccgagac actgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatctcc ggctactact ggtcctggat ccggcagccc      120 
 
cctggcaagg gcctggaatg gatcggctac atctactaca tcggctccac caactacaac      180 
 
cccagcctga agtccagagt gaccatgtcc gtggacacct ccaagaacca gttctccctg      240 
 
aagctgtcct ccgtgaccgc cgctgacacc gccgtgtact actgcgccag agatggctcc      300 
 
tccggctggt atcgttggtt cgacccttgg ggccagggca ccctggtcac cgtgtctagc      360 
 
ggaggcggag gatctggtgg cggtggttct ggcggcggag gctccgagat cgtgctgacc      420 
 



cagtcccctg gcaccctgtc cctgagccct ggcgagagag ccaccctgtc ctgcagagcc      480 
 
tcccagtccg tgtcctcctc ctacctggct tggtatcagc agaagcccgg ccaggcccct      540 
 
cggctgctga tcttcggcgc ctcttccaga gccaccggca tccctgaccg gttctccggc      600 
 
tctggctccg gcaccgactt caccctgacc atctcccggc tggaacccga ggacttcgct      660 
 
gtgtactact gccagcagta cggcaacagc cccctgacct tcggccaagg caccaaggtg      720 
 
gaaatcaagt cc                                                          732 
 
 
<210>  1931 
<211>  244 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65249.002 
 
<400>  1931 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly  
    130                 135                 140                  
 
 
Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala  
145                 150                 155                 160  
 
 
Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Lys Pro  



                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Phe Gly Ala Ser Ser Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Gly Asn Ser Pro Leu Thr Phe Gly Gln Gly Thr Lys Val  
225                 230                 235                 240  
 
 
Glu Ile Lys Ser  
                 
 
 
<210>  1932 
<211>  504 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65249.002 x I2C 
 
<400>  1932 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Gly Tyr  
            20                  25                  30           
 
 
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ile Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Met Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asp Gly Ser Ser Gly Trp Tyr Arg Trp Phe Asp Pro Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 



 
Gly Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly  
    130                 135                 140                  
 
 
Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala  
145                 150                 155                 160  
 
 
Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Lys Pro  
                165                 170                 175      
 
 
Gly Gln Ala Pro Arg Leu Leu Ile Phe Gly Ala Ser Ser Arg Ala Thr  
            180                 185                 190          
 
 
Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr  
        195                 200                 205              
 
 
Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys  
    210                 215                 220                  
 
 
Gln Gln Tyr Gly Asn Ser Pro Leu Thr Phe Gly Gln Gly Thr Lys Val  
225                 230                 235                 240  
 
 
Glu Ile Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser  
                245                 250                 255      
 
 
Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala  
            260                 265                 270          
 
 
Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln  
        275                 280                 285              
 
 
Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr  
    290                 295                 300                  
 
 
Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr  
305                 310                 315                 320  
 
 
Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn  
                325                 330                 335      
 
 
Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn  
            340                 345                 350          
 
 
Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr  
        355                 360                 365              
 
 
Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser  
    370                 375                 380                  
 



 
Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr  
385                 390                 395                 400  
 
 
Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly  
                405                 410                 415      
 
 
Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly  
            420                 425                 430          
 
 
Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly  
        435                 440                 445              
 
 
Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu  
    450                 455                 460                  
 
 
Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val  
465                 470                 475                 480  
 
 
Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr  
                485                 490                 495      
 
 
Val Leu His His His His His His  
            500                  
 
 
<210>  1933 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65250.003 
 
<400>  1933 
 
Ser Tyr Tyr Met Ser  
1               5    
 
 
<210>  1934 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65250.003 
 
<400>  1934 
 
Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 



 
<210>  1935 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65250.003 
 
<400>  1935 
 
Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  1936 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65250.003 
 
<400>  1936 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  1937 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65250.003 
 
<400>  1937 
 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 
 
<210>  1938 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65250.003 
 
<400>  1938 
 
Ala Val Tyr Asp Asp Ser Leu Asn Gly Trp Val  
1               5                   10       
 
 
<210>  1939 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65250.003 



 
<400>  1939 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctcccggta caccttcacc agctactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atccacccct ctggcggcga caccacctac      180 
 
gcccagaaat tccagggcag agtgaccatg accggcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atcaagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
 
<210>  1940 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65250.003 
 
<400>  1940 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1941 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65250.003 



 
<400>  1941 
cagtccgtgc tgacccagcc tccttccgcc tccggcaccc ctggccagcg cgtgaccatc       60 
 
tcctgctccg gctcccggtc caacatcggc tccaacttcg tgaactggta tcagcagctg      120 
 
cccggcaccg cccccaagct gctgatctac accaacaacc agcggccctc cggcgtgccc      180 
 
gaccggttct ctggctccaa gtctggcacc tccgcctccc tggccatctc cggcctgcag      240 
 
tctgaggacg aggccgacta ctactgtgcc gtgtacgacg actccctgaa cggctgggtg      300 
 
ttcggcggag gcaccaagct gaccgtgctg tcc                                   333 
 
 
<210>  1942 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65250.003 
 
<400>  1942 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Tyr Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105                 110      
 
 
<210>  1943 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65250.003 
 
<400>  1943 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 



tcctgcaagg cctcccggta caccttcacc agctactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atccacccct ctggcggcga caccacctac      180 
 
gcccagaaat tccagggcag agtgaccatg accggcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atcaagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
ggaggcggag gatctggtgg cggtggttct ggcggcggag gctcccagtc cgtgctgacc      420 
 
cagcctcctt ccgcctccgg cacccctggc cagcgcgtga ccatctcctg ctccggctcc      480 
 
cggtccaaca tcggctccaa cttcgtgaac tggtatcagc agctgcccgg caccgccccc      540 
 
aagctgctga tctacaccaa caaccagcgg ccctccggcg tgcccgaccg gttctctggc      600 
 
tccaagtctg gcacctccgc ctccctggcc atctccggcc tgcagtctga ggacgaggcc      660 
 
gactactact gtgccgtgta cgacgactcc ctgaacggct gggtgttcgg cggaggcacc      720 
 
aagctgaccg tgctgtcc                                                    738 
 
 
<210>  1944 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65250.003 
 
<400>  1944 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  



        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Tyr Asp Asp Ser Leu Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser  
                245      
 
 
<210>  1945 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65250.003 x I2C 
 
<400>  1945 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 



 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Tyr Asp Asp Ser Leu Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 



 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  1946 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65250.004 
 
<400>  1946 
 
Ser Tyr Tyr Met Ser  
1               5    
 
 
<210>  1947 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  CDR-H2 CDH19 65250.004 
 
<400>  1947 
 
Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1948 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65250.004 
 
<400>  1948 
 
Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  1949 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65250.004 
 
<400>  1949 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  1950 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65250.004 
 
<400>  1950 
 
Thr Asn Asn Gln Arg Pro Ser  
1               5            
 
 
<210>  1951 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65250.004 
 
<400>  1951 



 
Ala Val Tyr Asp Glu Ser Leu Gln Gly Trp Val  
1               5                   10       
 
 
<210>  1952 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65250.004 
 
<400>  1952 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctcccggta caccttcacc agctactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atccacccct ctggcggcga caccacctac      180 
 
gcccagaaat tccagggcag agtgaccatg accggcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atcaagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
 
<210>  1953 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65250.004 
 
<400>  1953 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 



 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1954 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65250.004 
 
<400>  1954 
cagtccgtgc tgacccagcc tccttccgcc tccggcaccc ctggccagcg cgtgaccatc       60 
 
tcctgctccg gctcccggtc caacatcggc tccaacttcg tgaactggta tcagcagctg      120 
 
cccggcaccg cccccaagct gctgatctac accaacaacc agcggccctc cggcgtgccc      180 
 
gaccggttct ctggctccaa gtctggcacc tccgcctccc tggccatctc cggcctgcag      240 
 
tctgaggacg aggccgacta ctactgtgcc gtgtacgacg agtccctgca gggctgggtg      300 
 
ttcggcggag gcaccaagct gaccgtgctg tcc                                   333 
 
 
<210>  1955 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65250.004 
 
<400>  1955 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Tyr Asp Glu Ser Leu  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105                 110      
 



 
<210>  1956 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65250.004 
 
<400>  1956 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctcccggta caccttcacc agctactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atccacccct ctggcggcga caccacctac      180 
 
gcccagaaat tccagggcag agtgaccatg accggcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atcaagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
ggaggcggag gatctggtgg cggtggttct ggcggcggag gctcccagtc cgtgctgacc      420 
 
cagcctcctt ccgcctccgg cacccctggc cagcgcgtga ccatctcctg ctccggctcc      480 
 
cggtccaaca tcggctccaa cttcgtgaac tggtatcagc agctgcccgg caccgccccc      540 
 
aagctgctga tctacaccaa caaccagcgg ccctccggcg tgcccgaccg gttctctggc      600 
 
tccaagtctg gcacctccgc ctccctggcc atctccggcc tgcagtctga ggacgaggcc      660 
 
gactactact gtgccgtgta cgacgagtcc ctgcagggct gggtgttcgg cggaggcacc      720 
 
aagctgaccg tgctgtcc                                                    738 
 
 
<210>  1957 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65250.004 
 
<400>  1957 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  



65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Tyr Asp Glu Ser Leu Gln Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser  
                245      
 
 
<210>  1958 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65250.004 x I2C 
 
<400>  1958 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 



 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Tyr Asp Glu Ser Leu Gln Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 



 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  1959 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65250.005 



 
<400>  1959 
 
Ser Tyr Tyr Met Ser  
1               5    
 
 
<210>  1960 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65250.005 
 
<400>  1960 
 
Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1961 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65250.005 
 
<400>  1961 
 
Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  1962 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65250.005 
 
<400>  1962 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  1963 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65250.005 
 
<400>  1963 
 
Thr Asn Asn Gln Arg Pro Ser  



1               5            
 
 
<210>  1964 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65250.005 
 
<400>  1964 
 
Ala Val Tyr Asp Glu Ser Leu Gln Gly Trp Val  
1               5                   10       
 
 
<210>  1965 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65250.005 
 
<400>  1965 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctccgggta caccttcacc agctactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atccacccct ctggcggcga caccacctac      180 
 
gcccagaaat tccagggcag agtgaccatg acccgcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atcaagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
 
<210>  1966 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65250.005 
 
<400>  1966 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 



 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1967 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65250.005 
 
<400>  1967 
cagtccgtgc tgacccagcc tccttccgcc tccggcaccc ctggccagcg cgtgaccatc       60 
 
tcctgctccg gctcccggtc caacatcggc tccaacttcg tgaactggta tcagcagctg      120 
 
cccggcaccg cccccaagct gctgatctac accaacaacc agcggccctc cggcgtgccc      180 
 
gaccggttct ctggctccaa gtctggcacc tccgcctccc tggccatctc cggcctgcag      240 
 
tctgaggacg aggccgacta ctactgtgcc gtgtacgacg agtccctgca gggctgggtg      300 
 
ttcggcggag gcaccaagct gaccgtgctg tcc                                   333 
 
 
<210>  1968 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65250.005 
 
<400>  1968 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 



 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Tyr Asp Glu Ser Leu  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105                 110      
 
 
<210>  1969 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65250.005 
 
<400>  1969 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctccgggta caccttcacc agctactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atccacccct ctggcggcga caccacctac      180 
 
gcccagaaat tccagggcag agtgaccatg acccgcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atcaagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
ggaggcggag gatctggtgg cggtggttct ggcggcggag gctcccagtc cgtgctgacc      420 
 
cagcctcctt ccgcctccgg cacccctggc cagcgcgtga ccatctcctg ctccggctcc      480 
 
cggtccaaca tcggctccaa cttcgtgaac tggtatcagc agctgcccgg caccgccccc      540 
 
aagctgctga tctacaccaa caaccagcgg ccctccggcg tgcccgaccg gttctctggc      600 
 
tccaagtctg gcacctccgc ctccctggcc atctccggcc tgcagtctga ggacgaggcc      660 
 
gactactact gtgccgtgta cgacgagtcc ctgcagggct gggtgttcgg cggaggcacc      720 
 
aagctgaccg tgctgtcc                                                    738 
 
 
<210>  1970 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65250.005 
 
<400>  1970 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  



            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Tyr Asp Glu Ser Leu Gln Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser  
                245      
 
 
<210>  1971 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  CDH19 65250.005 x I2C 
 
<400>  1971 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile His Pro Ser Gly Gly Asp Thr Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Lys Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Asn Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Tyr Asp Glu Ser Leu Gln Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 



 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 



 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  1972 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65251.002 
 
<400>  1972 
 
Asn Tyr Tyr Met Ser  
1               5    
 
 
<210>  1973 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65251.002 
 
<400>  1973 
 
Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1974 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65251.002 
 
<400>  1974 
 
Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  1975 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65251.002 
 
<400>  1975 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 



 
<210>  1976 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65251.002 
 
<400>  1976 
 
Thr Asn Tyr Gln Arg Pro Ser  
1               5            
 
 
<210>  1977 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65251.002 
 
<400>  1977 
 
Ala Val Trp Asp Glu Ser Leu Asn Gly Trp Val  
1               5                   10       
 
 
<210>  1978 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65251.002 
 
<400>  1978 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctcccggta caccttcacc aactactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccct ctggcggcga ctccacctac      180 
 
gcccagaagt tccagggccg gctgaccatg accggcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
 
<210>  1979 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65251.002 
 
<400>  1979 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 



 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1980 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65251.002 
 
<400>  1980 
cagtctgtgc tgacccagcc cccttccgcc tctggcaccc ctggccagaa agtgaccatc       60 
 
tcctgctccg gctcccggtc caacatcggc tccaacttcg tgaactggta tcagcagctg      120 
 
cccggcaccg cccccaagct gctgatctac accaactacc agcggccctc cggcgtgccc      180 
 
gaccggttct ctggctccaa gtctggcacc tccgcctccc tggccatctc cggcctgcag      240 
 
tctgaggacg aggccgacta ctactgtgcc gtgtgggacg agtccctgaa cggctgggtg      300 
 
ttcggcggag gcaccaagct gaccgtgctg tcc                                   333 
 
 
<210>  1981 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65251.002 
 
<400>  1981 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 



 
Lys Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Tyr Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Glu Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105                 110      
 
 
<210>  1982 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65251.002 
 
<400>  1982 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctcccggta caccttcacc aactactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccct ctggcggcga ctccacctac      180 
 
gcccagaagt tccagggccg gctgaccatg accggcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
ggaggcggag gatctggtgg cggtggttct ggcggcggag gctcccagtc tgtgctgacc      420 
 
cagccccctt ccgcctctgg cacccctggc cagaaagtga ccatctcctg ctccggctcc      480 
 
cggtccaaca tcggctccaa cttcgtgaac tggtatcagc agctgcccgg caccgccccc      540 
 
aagctgctga tctacaccaa ctaccagcgg ccctccggcg tgcccgaccg gttctctggc      600 
 
tccaagtctg gcacctccgc ctccctggcc atctccggcc tgcagtctga ggacgaggcc      660 
 
gactactact gtgccgtgtg ggacgagtcc ctgaacggct gggtgttcgg cggaggcacc      720 
 
aagctgaccg tgctgtcc                                                    738 
 
 
<210>  1983 
<211>  246 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65251.002 
 
<400>  1983 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Lys Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Tyr Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Trp Asp Glu Ser Leu Asn Gly Trp Val Phe Gly Gly Gly Thr  



225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser  
                245      
 
 
<210>  1984 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65251.002 x I2C 
 
<400>  1984 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Lys Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Tyr Gln Arg Pro Ser  
            180                 185                 190          
 



 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Trp Asp Glu Ser Leu Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 



 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  1985 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65251.003 
 
<400>  1985 
 
Asn Tyr Tyr Met Ser  
1               5    
 
 
<210>  1986 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65251.003 
 
<400>  1986 
 
Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  1987 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65251.003 
 
<400>  1987 
 
Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  1988 



<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65251.003 
 
<400>  1988 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  1989 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65251.003 
 
<400>  1989 
 
Thr Asn Tyr Gln Arg Pro Ser  
1               5            
 
 
<210>  1990 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65251.003 
 
<400>  1990 
 
Ala Val Trp Asp Glu Ser Leu Gln Gly Trp Val  
1               5                   10       
 
 
<210>  1991 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65251.003 
 
<400>  1991 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctcccggta caccttcacc aactactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccct ctggcggcga ctccacctac      180 
 
gcccagaagt tccagggccg gctgaccatg accggcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
 
<210>  1992 



<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65251.003 
 
<400>  1992 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  1993 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65251.003 
 
<400>  1993 
cagtctgtgc tgacccagcc cccttccgcc tctggcaccc ctggccagaa agtgaccatc       60 
 
tcctgctccg gctcccggtc caacatcggc tccaacttcg tgaactggta tcagcagctg      120 
 
cccggcaccg cccccaagct gctgatctac accaactacc agcggccctc cggcgtgccc      180 
 
gaccggttct ctggctccaa gtctggcacc tccgcctccc tggccatctc cggcctgcag      240 
 
tctgaggacg aggccgacta ctactgtgcc gtgtgggacg agtccctgca gggctgggtg      300 
 
ttcggcggag gcaccaagct gaccgtgctg tcc                                   333 
 
 
<210>  1994 



<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65251.003 
 
<400>  1994 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Lys Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Tyr Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Glu Ser Leu  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105                 110      
 
 
<210>  1995 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65251.003 
 
<400>  1995 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctcccggta caccttcacc aactactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccct ctggcggcga ctccacctac      180 
 
gcccagaagt tccagggccg gctgaccatg accggcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
ggaggcggag gatctggtgg cggtggttct ggcggcggag gctcccagtc tgtgctgacc      420 
 
cagccccctt ccgcctctgg cacccctggc cagaaagtga ccatctcctg ctccggctcc      480 
 
cggtccaaca tcggctccaa cttcgtgaac tggtatcagc agctgcccgg caccgccccc      540 
 



aagctgctga tctacaccaa ctaccagcgg ccctccggcg tgcccgaccg gttctctggc      600 
 
tccaagtctg gcacctccgc ctccctggcc atctccggcc tgcagtctga ggacgaggcc      660 
 
gactactact gtgccgtgtg ggacgagtcc ctgcagggct gggtgttcgg cggaggcacc      720 
 
aagctgaccg tgctgtcc                                                    738 
 
 
<210>  1996 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65251.003 
 
<400>  1996 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Lys Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Tyr Gln Arg Pro Ser  



            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Trp Asp Glu Ser Leu Gln Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser  
                245      
 
 
<210>  1997 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65251.003 x I2C 
 
<400>  1997 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 



 
Ala Ser Gly Thr Pro Gly Gln Lys Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Tyr Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Trp Asp Glu Ser Leu Gln Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 



 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  1998 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65251.004 
 
<400>  1998 
 
Asn Tyr Tyr Met Ser  
1               5    
 
 
<210>  1999 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65251.004 
 
<400>  1999 
 
Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  2000 
<211>  11 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65251.004 
 
<400>  2000 
 
Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  2001 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65251.004 
 
<400>  2001 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  2002 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65251.004 
 
<400>  2002 
 
Thr Asn Tyr Gln Arg Pro Ser  
1               5            
 
 
<210>  2003 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65251.004 
 
<400>  2003 
 
Ala Val Tyr Asp Glu Ser Leu Gln Gly Trp Val  
1               5                   10       
 
 
<210>  2004 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65251.004 
 
<400>  2004 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 



tcctgcaagg cctcccggta caccttcacc aactactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccct ctggcggcga ctccacctac      180 
 
gcccagaagt tccagggccg gctgaccatg accggcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
 
<210>  2005 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65251.004 
 
<400>  2005 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  2006 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65251.004 
 
<400>  2006 
cagtctgtgc tgacccagcc cccttccgcc tctggcaccc ctggccagaa agtgaccatc       60 
 



tcctgctccg gctcccggtc caacatcggc tccaacttcg tgaactggta tcagcagctg      120 
 
cccggcaccg cccccaagct gctgatctac accaactacc agcggccctc cggcgtgccc      180 
 
gaccggttct ctggctccaa gtctggcacc tccgcctccc tggccatctc cggcctgcag      240 
 
tctgaggacg aggccgacta ctactgtgcc gtgtacgacg agtccctgca gggctgggtg      300 
 
ttcggcggag gcaccaagct gaccgtgctg tcc                                   333 
 
 
<210>  2007 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65251.004 
 
<400>  2007 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Lys Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Tyr Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Tyr Asp Glu Ser Leu  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105                 110      
 
 
<210>  2008 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65251.004 
 
<400>  2008 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctcccggta caccttcacc aactactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccct ctggcggcga ctccacctac      180 
 



gcccagaagt tccagggccg gctgaccatg accggcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
ggaggcggag gatctggtgg cggtggttct ggcggcggag gctcccagtc tgtgctgacc      420 
 
cagccccctt ccgcctctgg cacccctggc cagaaagtga ccatctcctg ctccggctcc      480 
 
cggtccaaca tcggctccaa cttcgtgaac tggtatcagc agctgcccgg caccgccccc      540 
 
aagctgctga tctacaccaa ctaccagcgg ccctccggcg tgcccgaccg gttctctggc      600 
 
tccaagtctg gcacctccgc ctccctggcc atctccggcc tgcagtctga ggacgaggcc      660 
 
gactactact gtgccgtgta cgacgagtcc ctgcagggct gggtgttcgg cggaggcacc      720 
 
aagctgaccg tgctgtcc                                                    738 
 
 
<210>  2009 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65251.004 
 
<400>  2009 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  



    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Lys Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Tyr Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Tyr Asp Glu Ser Leu Gln Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser  
                245      
 
 
<210>  2010 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65251.004 x I2C 
 
<400>  2010 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Arg Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Gly Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 



 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Lys Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Tyr Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Tyr Asp Glu Ser Leu Gln Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 



 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  2011 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65251.005 
 
<400>  2011 
 
Asn Tyr Tyr Met Ser  
1               5    
 
 
<210>  2012 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65251.005 
 
<400>  2012 



 
Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  2013 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65251.005 
 
<400>  2013 
 
Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  2014 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65251.005 
 
<400>  2014 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  2015 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65251.005 
 
<400>  2015 
 
Thr Asn Tyr Gln Arg Pro Ser  
1               5            
 
 
<210>  2016 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65251.005 
 
<400>  2016 
 
Ala Val Trp Asp Asp Ser Leu Asn Gly Trp Val  
1               5                   10       
 



 
<210>  2017 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65251.005 
 
<400>  2017 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctccgggta caccttcacc aactactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccct ctggcggcga ctccacctac      180 
 
gcccagaagt tccagggccg gctgaccatg acccgcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
 
<210>  2018 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65251.005 
 
<400>  2018 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 



 
<210>  2019 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65251.005 
 
<400>  2019 
cagtctgtgc tgacccagcc cccttccgcc tctggcaccc ctggccagaa agtgaccatc       60 
 
tcctgctccg gctcccggtc caacatcggc tccaacttcg tgaactggta tcagcagctg      120 
 
cccggcaccg cccccaagct gctgatctac accaactacc agcggccctc cggcgtgccc      180 
 
gaccggttct ctggctccaa gtctggcacc tccgcctccc tggccatctc cggcctgcag      240 
 
tctgaggacg aggccgacta ctactgtgcc gtgtgggacg actccctgaa cggctgggtg      300 
 
ttcggcggag gcaccaagct gaccgtgctg tcc                                   333 
 
 
<210>  2020 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65251.005 
 
<400>  2020 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Lys Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Tyr Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Asp Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105                 110      
 
 
<210>  2021 
<211>  738 
<212>  ДНК 



<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65251.005 
 
<400>  2021 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctccgggta caccttcacc aactactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccct ctggcggcga ctccacctac      180 
 
gcccagaagt tccagggccg gctgaccatg acccgcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
ggaggcggag gatctggtgg cggtggttct ggcggcggag gctcccagtc tgtgctgacc      420 
 
cagccccctt ccgcctctgg cacccctggc cagaaagtga ccatctcctg ctccggctcc      480 
 
cggtccaaca tcggctccaa cttcgtgaac tggtatcagc agctgcccgg caccgccccc      540 
 
aagctgctga tctacaccaa ctaccagcgg ccctccggcg tgcccgaccg gttctctggc      600 
 
tccaagtctg gcacctccgc ctccctggcc atctccggcc tgcagtctga ggacgaggcc      660 
 
gactactact gtgccgtgtg ggacgactcc ctgaacggct gggtgttcgg cggaggcacc      720 
 
aagctgaccg tgctgtcc                                                    738 
 
 
<210>  2022 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65251.005 
 
<400>  2022 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  



                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Lys Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Tyr Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Trp Asp Asp Ser Leu Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser  
                245      
 
 
<210>  2023 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65251.005 x I2C 
 
<400>  2023 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 



 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Lys Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Tyr Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Trp Asp Asp Ser Leu Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 



 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  2024 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65251.006 
 
<400>  2024 
 
Asn Tyr Tyr Met Ser  



1               5    
 
 
<210>  2025 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65251.006 
 
<400>  2025 
 
Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  2026 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65251.006 
 
<400>  2026 
 
Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  2027 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65251.006 
 
<400>  2027 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  2028 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65251.006 
 
<400>  2028 
 
Thr Asn Tyr Gln Arg Pro Ser  
1               5            
 
 
<210>  2029 



<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65251.006 
 
<400>  2029 
 
Ala Val Trp Asp Glu Ser Leu Asn Gly Trp Val  
1               5                   10       
 
 
<210>  2030 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65251.006 
 
<400>  2030 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctccgggta caccttcacc aactactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccct ctggcggcga ctccacctac      180 
 
gcccagaagt tccagggccg gctgaccatg acccgcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
 
<210>  2031 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65251.006 
 
<400>  2031 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 



 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  2032 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65251.006 
 
<400>  2032 
cagtctgtgc tgacccagcc cccttccgcc tctggcaccc ctggccagaa agtgaccatc       60 
 
tcctgctccg gctcccggtc caacatcggc tccaacttcg tgaactggta tcagcagctg      120 
 
cccggcaccg cccccaagct gctgatctac accaactacc agcggccctc cggcgtgccc      180 
 
gaccggttct ctggctccaa gtctggcacc tccgcctccc tggccatctc cggcctgcag      240 
 
tctgaggacg aggccgacta ctactgtgcc gtgtgggacg agtccctgaa cggctgggtg      300 
 
ttcggcggag gcaccaagct gaccgtgctg tcc                                   333 
 
 
<210>  2033 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65251.006 
 
<400>  2033 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Lys Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Tyr Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 



 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Glu Ser Leu  
                85                  90                  95       
 
 
Asn Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105                 110      
 
 
<210>  2034 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65251.006 
 
<400>  2034 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctccgggta caccttcacc aactactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccct ctggcggcga ctccacctac      180 
 
gcccagaagt tccagggccg gctgaccatg acccgcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
ggaggcggag gatctggtgg cggtggttct ggcggcggag gctcccagtc tgtgctgacc      420 
 
cagccccctt ccgcctctgg cacccctggc cagaaagtga ccatctcctg ctccggctcc      480 
 
cggtccaaca tcggctccaa cttcgtgaac tggtatcagc agctgcccgg caccgccccc      540 
 
aagctgctga tctacaccaa ctaccagcgg ccctccggcg tgcccgaccg gttctctggc      600 
 
tccaagtctg gcacctccgc ctccctggcc atctccggcc tgcagtctga ggacgaggcc      660 
 
gactactact gtgccgtgtg ggacgagtcc ctgaacggct gggtgttcgg cggaggcacc      720 
 
aagctgaccg tgctgtcc                                                    738 
 
 
<210>  2035 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65251.006 
 
<400>  2035 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  



        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Lys Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Tyr Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Trp Asp Glu Ser Leu Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser  
                245      
 
 
<210>  2036 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65251.006 x I2C 
 
<400>  2036 



 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Lys Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Tyr Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Trp Asp Glu Ser Leu Asn Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 



 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 



 
<210>  2037 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65251.007 
 
<400>  2037 
 
Asn Tyr Tyr Met Ser  
1               5    
 
 
<210>  2038 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65251.007 
 
<400>  2038 
 
Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  2039 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65251.007 
 
<400>  2039 
 
Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  2040 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65251.007 
 
<400>  2040 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  2041 
<211>  7 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65251.007 
 
<400>  2041 
 
Thr Asn Tyr Gln Arg Pro Ser  
1               5            
 
 
<210>  2042 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65251.007 
 
<400>  2042 
 
Ala Val Trp Asp Glu Ser Leu Gln Gly Trp Val  
1               5                   10       
 
 
<210>  2043 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65251.007 
 
<400>  2043 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctccgggta caccttcacc aactactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccct ctggcggcga ctccacctac      180 
 
gcccagaagt tccagggccg gctgaccatg acccgcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
 
<210>  2044 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65251.007 
 
<400>  2044 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 



 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  2045 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65251.007 
 
<400>  2045 
cagtctgtgc tgacccagcc cccttccgcc tctggcaccc ctggccagaa agtgaccatc       60 
 
tcctgctccg gctcccggtc caacatcggc tccaacttcg tgaactggta tcagcagctg      120 
 
cccggcaccg cccccaagct gctgatctac accaactacc agcggccctc cggcgtgccc      180 
 
gaccggttct ctggctccaa gtctggcacc tccgcctccc tggccatctc cggcctgcag      240 
 
tctgaggacg aggccgacta ctactgtgcc gtgtgggacg agtccctgca gggctgggtg      300 
 
ttcggcggag gcaccaagct gaccgtgctg tcc                                   333 
 
 
<210>  2046 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65251.007 
 
<400>  2046 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Lys Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 



 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Tyr Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Trp Asp Glu Ser Leu  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105                 110      
 
 
<210>  2047 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65251.007 
 
<400>  2047 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctccgggta caccttcacc aactactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccct ctggcggcga ctccacctac      180 
 
gcccagaagt tccagggccg gctgaccatg acccgcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
ggaggcggag gatctggtgg cggtggttct ggcggcggag gctcccagtc tgtgctgacc      420 
 
cagccccctt ccgcctctgg cacccctggc cagaaagtga ccatctcctg ctccggctcc      480 
 
cggtccaaca tcggctccaa cttcgtgaac tggtatcagc agctgcccgg caccgccccc      540 
 
aagctgctga tctacaccaa ctaccagcgg ccctccggcg tgcccgaccg gttctctggc      600 
 
tccaagtctg gcacctccgc ctccctggcc atctccggcc tgcagtctga ggacgaggcc      660 
 
gactactact gtgccgtgtg ggacgagtcc ctgcagggct gggtgttcgg cggaggcacc      720 
 
aagctgaccg tgctgtcc                                                    738 
 
 
<210>  2048 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65251.007 



 
<400>  2048 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Lys Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Tyr Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Trp Asp Glu Ser Leu Gln Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser  



                245      
 
 
<210>  2049 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65251.007 x I2C 
 
<400>  2049 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Lys Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Tyr Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 



 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Trp Asp Glu Ser Leu Gln Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 
 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 



 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  2050 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65251.008 
 
<400>  2050 
 
Asn Tyr Tyr Met Ser  
1               5    
 
 
<210>  2051 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65251.008 
 
<400>  2051 
 
Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe Gln  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  2052 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65251.008 
 
<400>  2052 
 
Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr  
1               5                   10       
 
 
<210>  2053 
<211>  13 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  CDR-L1 CDH19 65251.008 
 
<400>  2053 
 
Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn Phe Val Asn  
1               5                   10               
 
 
<210>  2054 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65251.008 
 
<400>  2054 
 
Thr Asn Tyr Gln Arg Pro Ser  
1               5            
 
 
<210>  2055 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65251.008 
 
<400>  2055 
 
Ala Val Tyr Asp Glu Ser Leu Gln Gly Trp Val  
1               5                   10       
 
 
<210>  2056 
<211>  360 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65251.008 
 
<400>  2056 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctccgggta caccttcacc aactactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccct ctggcggcga ctccacctac      180 
 
gcccagaagt tccagggccg gctgaccatg acccgcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
 
<210>  2057 
<211>  120 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  VH CDH19 65251.008 
 
<400>  2057 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  2058 
<211>  333 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65251.008 
 
<400>  2058 
cagtctgtgc tgacccagcc cccttccgcc tctggcaccc ctggccagaa agtgaccatc       60 
 
tcctgctccg gctcccggtc caacatcggc tccaacttcg tgaactggta tcagcagctg      120 
 
cccggcaccg cccccaagct gctgatctac accaactacc agcggccctc cggcgtgccc      180 
 
gaccggttct ctggctccaa gtctggcacc tccgcctccc tggccatctc cggcctgcag      240 
 
tctgaggacg aggccgacta ctactgtgcc gtgtacgacg agtccctgca gggctgggtg      300 
 
ttcggcggag gcaccaagct gaccgtgctg tcc                                   333 
 
 
<210>  2059 
<211>  111 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  VL CDH19 65251.008 
 
<400>  2059 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln  
1               5                   10                  15       
 
 
Lys Val Thr Ile Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Ser Asn  
            20                  25                  30           
 
 
Phe Val Asn Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Thr Asn Tyr Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln  
65                  70                  75                  80   
 
 
Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Val Tyr Asp Glu Ser Leu  
                85                  90                  95       
 
 
Gln Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105                 110      
 
 
<210>  2060 
<211>  738 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65251.008 
 
<400>  2060 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggcgcctc cgtgaaggtg       60 
 
tcctgcaagg cctccgggta caccttcacc aactactaca tgtcctgggt ccgacaggcc      120 
 
ccaggccagg gcctggaatg gatgggcatc atcaacccct ctggcggcga ctccacctac      180 
 
gcccagaagt tccagggccg gctgaccatg acccgcgaca cctccacctc caccgtgtat      240 
 
atggaactgt cctccctgcg gagcgaggac accgccgtgt actactgcgc cagaggcggc      300 
 
atccagctgt ggctgcactt cgactactgg ggccagggca ccctggtcac cgtgtctagc      360 
 
ggaggcggag gatctggtgg cggtggttct ggcggcggag gctcccagtc tgtgctgacc      420 
 
cagccccctt ccgcctctgg cacccctggc cagaaagtga ccatctcctg ctccggctcc      480 
 
cggtccaaca tcggctccaa cttcgtgaac tggtatcagc agctgcccgg caccgccccc      540 
 
aagctgctga tctacaccaa ctaccagcgg ccctccggcg tgcccgaccg gttctctggc      600 
 
tccaagtctg gcacctccgc ctccctggcc atctccggcc tgcagtctga ggacgaggcc      660 
 



gactactact gtgccgtgta cgacgagtcc ctgcagggct gggtgttcgg cggaggcacc      720 
 
aagctgaccg tgctgtcc                                                    738 
 
 
<210>  2061 
<211>  246 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65251.008 
 
<400>  2061 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Lys Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 
 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Tyr Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  



        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Tyr Asp Glu Ser Leu Gln Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser  
                245      
 
 
<210>  2062 
<211>  506 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65251.008 x I2C 
 
<400>  2062 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Ile Ile Asn Pro Ser Gly Gly Asp Ser Thr Tyr Ala Gln Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Arg Leu Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Gly Gly Ile Gln Leu Trp Leu His Phe Asp Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser  
    130                 135                 140                  
 
 
Ala Ser Gly Thr Pro Gly Gln Lys Val Thr Ile Ser Cys Ser Gly Ser  
145                 150                 155                 160  
 



 
Arg Ser Asn Ile Gly Ser Asn Phe Val Asn Trp Tyr Gln Gln Leu Pro  
                165                 170                 175      
 
 
Gly Thr Ala Pro Lys Leu Leu Ile Tyr Thr Asn Tyr Gln Arg Pro Ser  
            180                 185                 190          
 
 
Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser  
        195                 200                 205              
 
 
Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys  
    210                 215                 220                  
 
 
Ala Val Tyr Asp Glu Ser Leu Gln Gly Trp Val Phe Gly Gly Gly Thr  
225                 230                 235                 240  
 
 
Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val  
                245                 250                 255      
 
 
Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser  
            260                 265                 270          
 
 
Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val  
        275                 280                 285              
 
 
Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser  
    290                 295                 300                  
 
 
Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg  
305                 310                 315                 320  
 
 
Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met  
                325                 330                 335      
 
 
Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His  
            340                 345                 350          
 
 
Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln  
        355                 360                 365              
 
 
Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly  
    370                 375                 380                  
 
 
Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser  
385                 390                 395                 400  
 
 
Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser  
                405                 410                 415      
 



 
Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys  
            420                 425                 430          
 
 
Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala  
        435                 440                 445              
 
 
Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala  
    450                 455                 460                  
 
 
Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr  
465                 470                 475                 480  
 
 
Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys  
                485                 490                 495      
 
 
Leu Thr Val Leu His His His His His His  
            500                 505      
 
 
<210>  2063 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65252.005 
 
<400>  2063 
 
Ser Tyr Asp Met Asp  
1               5    
 
 
<210>  2064 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65252.005 
 
<400>  2064 
 
Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Arg  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  2065 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65252.005 



 
<400>  2065 
 
Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu  
1               5                   10   
 
 
<210>  2066 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65252.005 
 
<400>  2066 
 
Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  2067 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65252.005 
 
<400>  2067 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  2068 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65252.005 
 
<400>  2068 
 
Gln Gln Tyr Gly Ser Ser Trp Thr  
1               5                
 
 
<210>  2069 
<211>  357 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65252.005 
 
<400>  2069 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgtgccg cctccggctt cagcttctcc tcctacgaca tggactgggt ccgacagacc      120 
 
cccggcaagg gcctggaatg ggtggccgtg atttggtacg acggctccaa caagtactac      180 
 



gccgactccg tgcggggcag attcaccatc tcccgggaca actccaagaa caccctgttt      240 
 
ctgcagatga actccctgcg ggtggaagat accgccgtgt actactgcgc cagagagaca      300 
 
ggcgagggct ggtacttcga cctgtggggc agaggcaccc tggtcaccgt gtctagc         357 
 
 
<210>  2070 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65252.005 
 
<400>  2070 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser  
        115                  
 
 
<210>  2071 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65252.005 
 
<400>  2071 
gagatcgtgc tgacccagtc ccctggcacc ctgtccctga gccctggcga gagagccacc       60 
 
ctgtcctgca gagcctccca gtccgtgtcc tcctcctacc tggcctggta tcagcagaag      120 
 
cccggccagg cccctcggct gctgatctac ggcgcctctt ccagagccac cggcatccct      180 
 



gaccggttct ccggctctgg ctccggcacc gacttcaccc tgaccatcag ctcgctggaa      240 
 
cccgaggact tcgctgtgta ctattgccag cagtacggct cctcctggac cttcggccag      300 
 
ggcaccaagg tggaaatcaa gtcc                                             324 
 
 
<210>  2072 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65252.005 
 
<400>  2072 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105              
 
 
<210>  2073 
<211>  726 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65252.005 
 
<400>  2073 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgtgccg cctccggctt cagcttctcc tcctacgaca tggactgggt ccgacagacc      120 
 
cccggcaagg gcctggaatg ggtggccgtg atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgcggggcag attcaccatc tcccgggaca actccaagaa caccctgttt      240 
 
ctgcagatga actccctgcg ggtggaagat accgccgtgt actactgcgc cagagagaca      300 
 



ggcgagggct ggtacttcga cctgtggggc agaggcaccc tggtcaccgt gtctagcgga      360 
 
ggcggaggat ctggtggcgg tggttctggc ggcggaggct ccgagatcgt gctgacccag      420 
 
tcccctggca ccctgtccct gagccctggc gagagagcca ccctgtcctg cagagcctcc      480 
 
cagtccgtgt cctcctccta cctggcctgg tatcagcaga agcccggcca ggcccctcgg      540 
 
ctgctgatct acggcgcctc ttccagagcc accggcatcc ctgaccggtt ctccggctct      600 
 
ggctccggca ccgacttcac cctgaccatc agctcgctgg aacccgagga cttcgctgtg      660 
 
tactattgcc agcagtacgg ctcctcctgg accttcggcc agggcaccaa ggtggaaatc      720 
 
aagtcc                                                                 726 
 
 
<210>  2074 
<211>  242 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65252.005 
 
<400>  2074 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  



145                 150                 155                 160  
 
 
Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Gly Ser Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser  
         
 
 
<210>  2075 
<211>  502 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65252.005 x I2C 
 
<400>  2075 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  
            100                 105                 110          
 



 
Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Gly Ser Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly Gly  
                245                 250                 255      
 
 
Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser  
            260                 265                 270          
 
 
Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala Pro  
        275                 280                 285              
 
 
Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn  
    290                 295                 300                  
 
 
Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser  
305                 310                 315                 320  
 
 
Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys  
                325                 330                 335      
 
 
Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly  
            340                 345                 350          
 
 
Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val  
        355                 360                 365              
 



 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser  
385                 390                 395                 400  
 
 
Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala Val  
                405                 410                 415      
 
 
Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln Ala  
            420                 425                 430          
 
 
Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro  
        435                 440                 445              
 
 
Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu  
    450                 455                 460                  
 
 
Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp  
465                 470                 475                 480  
 
 
Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
                485                 490                 495      
 
 
His His His His His His  
            500          
 
 
<210>  2076 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65252.006 
 
<400>  2076 
 
Ser Tyr Asp Met Asp  
1               5    
 
 
<210>  2077 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65252.006 
 
<400>  2077 
 
Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Arg  
1               5                   10                  15       
 



 
Gly  
     
 
 
<210>  2078 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65252.006 
 
<400>  2078 
 
Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu  
1               5                   10   
 
 
<210>  2079 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65252.006 
 
<400>  2079 
 
Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  2080 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65252.006 
 
<400>  2080 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  2081 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65252.006 
 
<400>  2081 
 
Gln Gln Tyr Gly Ser Ser Trp Thr  
1               5                
 
 
<210>  2082 
<211>  357 
<212>  ДНК 



<213>  искусственная 
 
<220> 
<223>  VH CDH19 65252.006 
 
<400>  2082 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgtgccg cctccggctt cagcttctcc tcctacgaca tggactgggt ccgacaggcc      120 
 
cccggcaagg gcctggaatg ggtggccgtg atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgcggggcag attcaccatc tcccgggaca actccaagaa caccctgttt      240 
 
ctgcagatga actccctgcg ggtggaagat accgccgtgt actactgcgc cagagagaca      300 
 
ggcgagggct ggtacttcga cctgtggggc agaggcaccc tggtcaccgt gtctagc         357 
 
 
<210>  2083 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65252.006 
 
<400>  2083 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser  
        115                  
 
 
<210>  2084 
<211>  324 
<212>  ДНК 



<213>  искусственная 
 
<220> 
<223>  VL CDH19 65252.006 
 
<400>  2084 
gagatcgtgc tgacccagtc ccctggcacc ctgtccctga gccctggcga gagagccacc       60 
 
ctgtcctgca gagcctccca gtccgtgtcc tcctcctacc tggcctggta tcagcagaag      120 
 
cccggccagg cccctcggct gctgatctac ggcgcctctt ccagagccac cggcatccct      180 
 
gaccggttct ccggctctgg ctccggcacc gacttcaccc tgaccatcag ctcgctggaa      240 
 
cccgaggact tcgctgtgta ctattgccag cagtacggct cctcctggac cttcggccag      300 
 
ggcaccaagg tggaaatcaa gtcc                                             324 
 
 
<210>  2085 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65252.006 
 
<400>  2085 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105              
 
 
<210>  2086 
<211>  726 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65252.006 



 
<400>  2086 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgtgccg cctccggctt cagcttctcc tcctacgaca tggactgggt ccgacaggcc      120 
 
cccggcaagg gcctggaatg ggtggccgtg atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgcggggcag attcaccatc tcccgggaca actccaagaa caccctgttt      240 
 
ctgcagatga actccctgcg ggtggaagat accgccgtgt actactgcgc cagagagaca      300 
 
ggcgagggct ggtacttcga cctgtggggc agaggcaccc tggtcaccgt gtctagcgga      360 
 
ggcggaggat ctggtggcgg tggttctggc ggcggaggct ccgagatcgt gctgacccag      420 
 
tcccctggca ccctgtccct gagccctggc gagagagcca ccctgtcctg cagagcctcc      480 
 
cagtccgtgt cctcctccta cctggcctgg tatcagcaga agcccggcca ggcccctcgg      540 
 
ctgctgatct acggcgcctc ttccagagcc accggcatcc ctgaccggtt ctccggctct      600 
 
ggctccggca ccgacttcac cctgaccatc agctcgctgg aacccgagga cttcgctgtg      660 
 
tactattgcc agcagtacgg ctcctcctgg accttcggcc agggcaccaa ggtggaaatc      720 
 
aagtcc                                                                 726 
 
 
<210>  2087 
<211>  242 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65252.006 
 
<400>  2087 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  



            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Gly Ser Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser  
         
 
 
<210>  2088 
<211>  502 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65252.006 x I2C 
 
<400>  2088 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 



 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Gly Ser Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly Gly  
                245                 250                 255      
 
 
Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser  
            260                 265                 270          
 
 
Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala Pro  
        275                 280                 285              
 
 
Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn  
    290                 295                 300                  
 
 
Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser  
305                 310                 315                 320  
 



 
Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys  
                325                 330                 335      
 
 
Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly  
            340                 345                 350          
 
 
Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val  
        355                 360                 365              
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser  
385                 390                 395                 400  
 
 
Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala Val  
                405                 410                 415      
 
 
Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln Ala  
            420                 425                 430          
 
 
Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro  
        435                 440                 445              
 
 
Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu  
    450                 455                 460                  
 
 
Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp  
465                 470                 475                 480  
 
 
Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
                485                 490                 495      
 
 
His His His His His His  
            500          
 
 
<210>  2089 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65252.007 
 
<400>  2089 
 
Ser Tyr Asp Met Asp  
1               5    
 
 
<210>  2090 



<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65252.007 
 
<400>  2090 
 
Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Arg  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  2091 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65252.007 
 
<400>  2091 
 
Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu  
1               5                   10   
 
 
<210>  2092 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65252.007 
 
<400>  2092 
 
Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  2093 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65252.007 
 
<400>  2093 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  2094 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  CDR-L3 CDH19 65252.007 
 
<400>  2094 
 
Gln Gln Tyr Gly Ser Ser Trp Thr  
1               5                
 
 
<210>  2095 
<211>  357 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65252.007 
 
<400>  2095 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgtgccg cctccggctt cagcttctcc tcctacgaca tggactgggt ccgacaggcc      120 
 
cccggcaagg gcctggaatg ggtggccgtg atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgcggggcag attcaccatc tcccgggaca actccaagaa caccctgttt      240 
 
ctgcagatga actccctgcg ggtggaagat accgccgtgt actactgcgc cagagagaca      300 
 
ggcgagggct ggtacttcga cctgtggggc caaggcaccc tggtcaccgt gtctagc         357 
 
 
<210>  2096 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65252.007 
 
<400>  2096 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 



 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser  
        115                  
 
 
<210>  2097 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65252.007 
 
<400>  2097 
gagatcgtgc tgacccagtc ccctggcacc ctgtccctga gccctggcga gagagccacc       60 
 
ctgtcctgca gagcctccca gtccgtgtcc tcctcctacc tggcctggta tcagcagaag      120 
 
cccggccagg cccctcggct gctgatctac ggcgcctctt ccagagccac cggcatccct      180 
 
gaccggttct ccggctctgg ctccggcacc gacttcaccc tgaccatcag ctcgctggaa      240 
 
cccgaggact tcgctgtgta ctattgccag cagtacggct cctcctggac cttcggccag      300 
 
ggcaccaagg tggaaatcaa gtcc                                             324 
 
 
<210>  2098 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65252.007 
 
<400>  2098 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 



 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105              
 
 
<210>  2099 
<211>  726 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65252.007 
 
<400>  2099 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgtgccg cctccggctt cagcttctcc tcctacgaca tggactgggt ccgacaggcc      120 
 
cccggcaagg gcctggaatg ggtggccgtg atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgcggggcag attcaccatc tcccgggaca actccaagaa caccctgttt      240 
 
ctgcagatga actccctgcg ggtggaagat accgccgtgt actactgcgc cagagagaca      300 
 
ggcgagggct ggtacttcga cctgtggggc caaggcaccc tggtcaccgt gtctagcgga      360 
 
ggcggaggat ctggtggcgg tggttctggc ggcggaggct ccgagatcgt gctgacccag      420 
 
tcccctggca ccctgtccct gagccctggc gagagagcca ccctgtcctg cagagcctcc      480 
 
cagtccgtgt cctcctccta cctggcctgg tatcagcaga agcccggcca ggcccctcgg      540 
 
ctgctgatct acggcgcctc ttccagagcc accggcatcc ctgaccggtt ctccggctct      600 
 
ggctccggca ccgacttcac cctgaccatc agctcgctgg aacccgagga cttcgctgtg      660 
 
tactattgcc agcagtacgg ctcctcctgg accttcggcc agggcaccaa ggtggaaatc      720 
 
aagtcc                                                                 726 
 
 
<210>  2100 
<211>  242 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65252.007 
 
<400>  2100 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  



    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Gly Ser Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser  
         
 
 
<210>  2101 
<211>  502 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65252.007 x I2C 
 
<400>  2101 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 



 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Gly Ser Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly Gly  
                245                 250                 255      
 
 
Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser  
            260                 265                 270          
 



 
Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala Pro  
        275                 280                 285              
 
 
Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn  
    290                 295                 300                  
 
 
Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser  
305                 310                 315                 320  
 
 
Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys  
                325                 330                 335      
 
 
Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly  
            340                 345                 350          
 
 
Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val  
        355                 360                 365              
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser  
385                 390                 395                 400  
 
 
Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala Val  
                405                 410                 415      
 
 
Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln Ala  
            420                 425                 430          
 
 
Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro  
        435                 440                 445              
 
 
Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu  
    450                 455                 460                  
 
 
Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp  
465                 470                 475                 480  
 
 
Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
                485                 490                 495      
 
 
His His His His His His  
            500          
 
 
<210>  2102 
<211>  5 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65252.008 
 
<400>  2102 
 
Ser Tyr Asp Met Asp  
1               5    
 
 
<210>  2103 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65252.008 
 
<400>  2103 
 
Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val Arg  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  2104 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65252.008 
 
<400>  2104 
 
Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu  
1               5                   10   
 
 
<210>  2105 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65252.008 
 
<400>  2105 
 
Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  2106 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65252.008 



 
<400>  2106 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  2107 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65252.008 
 
<400>  2107 
 
Gln Gln Tyr Gly Ser Ser Trp Thr  
1               5                
 
 
<210>  2108 
<211>  357 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65252.008 
 
<400>  2108 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgtgccg cctccggctt cagcttctcc tcctacgaca tggactgggt ccgacaggcc      120 
 
cccggcaagg gcctggaatg ggtggccgtg atttggtacg agggctccaa caagtactac      180 
 
gccgagtccg tgcggggcag attcaccatc tcccgggaca actccaagaa caccctgttt      240 
 
ctgcagatga actccctgcg ggtggaagat accgccgtgt actactgcgc cagagagaca      300 
 
ggcgagggct ggtacttcga cctgtggggc caaggcaccc tggtcaccgt gtctagc         357 
 
 
<210>  2109 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65252.008 
 
<400>  2109 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 



 
Ala Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser  
        115                  
 
 
<210>  2110 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65252.008 
 
<400>  2110 
gagatcgtgc tgacccagtc ccctggcacc ctgtccctga gccctggcga gagagccacc       60 
 
ctgtcctgca gagcctccca gtccgtgtcc tcctcctacc tggcctggta tcagcagaag      120 
 
cccggccagg cccctcggct gctgatctac ggcgcctctt ccagagccac cggcatccct      180 
 
gaccggttct ccggctctgg ctccggcacc gacttcaccc tgaccatcag ctcgctggaa      240 
 
cccgaggact tcgctgtgta ctattgccag cagtacggct cctcctggac cttcggccag      300 
 
ggcaccaagg tggaaatcaa gtcc                                             324 
 
 
<210>  2111 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65252.008 
 
<400>  2111 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 



 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105              
 
 
<210>  2112 
<211>  726 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65252.008 
 
<400>  2112 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgtgccg cctccggctt cagcttctcc tcctacgaca tggactgggt ccgacaggcc      120 
 
cccggcaagg gcctggaatg ggtggccgtg atttggtacg agggctccaa caagtactac      180 
 
gccgagtccg tgcggggcag attcaccatc tcccgggaca actccaagaa caccctgttt      240 
 
ctgcagatga actccctgcg ggtggaagat accgccgtgt actactgcgc cagagagaca      300 
 
ggcgagggct ggtacttcga cctgtggggc caaggcaccc tggtcaccgt gtctagcgga      360 
 
ggcggaggat ctggtggcgg tggttctggc ggcggaggct ccgagatcgt gctgacccag      420 
 
tcccctggca ccctgtccct gagccctggc gagagagcca ccctgtcctg cagagcctcc      480 
 
cagtccgtgt cctcctccta cctggcctgg tatcagcaga agcccggcca ggcccctcgg      540 
 
ctgctgatct acggcgcctc ttccagagcc accggcatcc ctgaccggtt ctccggctct      600 
 
ggctccggca ccgacttcac cctgaccatc agctcgctgg aacccgagga cttcgctgtg      660 
 
tactattgcc agcagtacgg ctcctcctgg accttcggcc agggcaccaa ggtggaaatc      720 
 
aagtcc                                                                 726 
 
 
<210>  2113 
<211>  242 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65252.008 
 
<400>  2113 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  



1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Gly Ser Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser  
         
 
 
<210>  2114 



<211>  502 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65252.008 x I2C 
 
<400>  2114 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 



 
Gln Tyr Gly Ser Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly Gly  
                245                 250                 255      
 
 
Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser  
            260                 265                 270          
 
 
Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala Pro  
        275                 280                 285              
 
 
Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn  
    290                 295                 300                  
 
 
Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser  
305                 310                 315                 320  
 
 
Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys  
                325                 330                 335      
 
 
Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly  
            340                 345                 350          
 
 
Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val  
        355                 360                 365              
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser  
385                 390                 395                 400  
 
 
Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala Val  
                405                 410                 415      
 
 
Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln Ala  
            420                 425                 430          
 
 
Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro  
        435                 440                 445              
 
 
Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu  
    450                 455                 460                  
 
 
Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp  
465                 470                 475                 480  
 



 
Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
                485                 490                 495      
 
 
His His His His His His  
            500          
 
 
<210>  2115 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65252.009 
 
<400>  2115 
 
Ser Tyr Asp Met Asp  
1               5    
 
 
<210>  2116 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65252.009 
 
<400>  2116 
 
Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Arg  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  2117 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65252.009 
 
<400>  2117 
 
Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu  
1               5                   10   
 
 
<210>  2118 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65252.009 
 
<400>  2118 



 
Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  2119 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65252.009 
 
<400>  2119 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  2120 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65252.009 
 
<400>  2120 
 
Gln Gln Tyr Gly Ser Ser Trp Thr  
1               5                
 
 
<210>  2121 
<211>  357 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65252.009 
 
<400>  2121 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgtgccg cctccggctt cagcttctcc tcctacgaca tggactgggt ccgacagacc      120 
 
cccggcaagg gcctggaatg ggtggccgtg atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgcggggcag attcaccatc tcccgggaca actccaagaa caccctgttt      240 
 
ctgcagatga actccctgcg ggtggaagat accgccgtgt actactgcgc cagagagaca      300 
 
ggcgagggct ggtacttcga cctgtggggc agaggcaccc tggtcaccgt gtctagc         357 
 
 
<210>  2122 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65252.009 
 
<400>  2122 



 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser  
        115                  
 
 
<210>  2123 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65252.009 
 
<400>  2123 
gagatcgtgc tgacccagtc ccctggcacc ctgtccctga gccctggcga gagagccacc       60 
 
ctgtcctgca gagcctccca gtccgtgtcc tcctcctacc tggcctggta tcagcagagg      120 
 
cccggccagg cccctcggct gctgatctac ggcgcctctt ccagagccac cggcatccct      180 
 
gaccggttct ccggctctgg ctccggcacc gacttcaccc tgaccatcag ctcgctggaa      240 
 
cccgaggact tcgctgtgta ctattgccag cagtacggct cctcctggac cttcggccag      300 
 
ggcaccaagg tggaaatcaa gtcc                                             324 
 
 
<210>  2124 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65252.009 
 
<400>  2124 



 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105              
 
 
<210>  2125 
<211>  726 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65252.009 
 
<400>  2125 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgtgccg cctccggctt cagcttctcc tcctacgaca tggactgggt ccgacagacc      120 
 
cccggcaagg gcctggaatg ggtggccgtg atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgcggggcag attcaccatc tcccgggaca actccaagaa caccctgttt      240 
 
ctgcagatga actccctgcg ggtggaagat accgccgtgt actactgcgc cagagagaca      300 
 
ggcgagggct ggtacttcga cctgtggggc agaggcaccc tggtcaccgt gtctagcgga      360 
 
ggcggaggat ctggtggcgg tggttctggc ggcggaggct ccgagatcgt gctgacccag      420 
 
tcccctggca ccctgtccct gagccctggc gagagagcca ccctgtcctg cagagcctcc      480 
 
cagtccgtgt cctcctccta cctggcctgg tatcagcaga ggcccggcca ggcccctcgg      540 
 
ctgctgatct acggcgcctc ttccagagcc accggcatcc ctgaccggtt ctccggctct      600 
 
ggctccggca ccgacttcac cctgaccatc agctcgctgg aacccgagga cttcgctgtg      660 
 
tactattgcc agcagtacgg ctcctcctgg accttcggcc agggcaccaa ggtggaaatc      720 
 
aagtcc                                                                 726 
 



 
<210>  2126 
<211>  242 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65252.009 
 
<400>  2126 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  



    210                 215                 220                  
 
 
Gln Tyr Gly Ser Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser  
         
 
 
<210>  2127 
<211>  502 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65252.009 x I2C 
 
<400>  2127 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Thr Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly  
                165                 170                 175      
 



 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Gly Ser Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly Gly  
                245                 250                 255      
 
 
Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser  
            260                 265                 270          
 
 
Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala Pro  
        275                 280                 285              
 
 
Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn  
    290                 295                 300                  
 
 
Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser  
305                 310                 315                 320  
 
 
Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys  
                325                 330                 335      
 
 
Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly  
            340                 345                 350          
 
 
Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val  
        355                 360                 365              
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser  
385                 390                 395                 400  
 
 
Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala Val  
                405                 410                 415      
 
 
Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln Ala  
            420                 425                 430          
 



 
Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro  
        435                 440                 445              
 
 
Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu  
    450                 455                 460                  
 
 
Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp  
465                 470                 475                 480  
 
 
Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
                485                 490                 495      
 
 
His His His His His His  
            500          
 
 
<210>  2128 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65252.010 
 
<400>  2128 
 
Ser Tyr Asp Met Asp  
1               5    
 
 
<210>  2129 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65252.010 
 
<400>  2129 
 
Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Arg  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  2130 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65252.010 
 
<400>  2130 
 
Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu  



1               5                   10   
 
 
<210>  2131 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65252.010 
 
<400>  2131 
 
Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  2132 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65252.010 
 
<400>  2132 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  2133 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65252.010 
 
<400>  2133 
 
Gln Gln Tyr Gly Ser Ser Trp Thr  
1               5                
 
 
<210>  2134 
<211>  357 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65252.010 
 
<400>  2134 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgtgccg cctccggctt cagcttctcc tcctacgaca tggactgggt ccgacaggcc      120 
 
cccggcaagg gcctggaatg ggtggccgtg atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgcggggcag attcaccatc tcccgggaca actccaagaa caccctgttt      240 
 
ctgcagatga actccctgcg ggtggaagat accgccgtgt actactgcgc cagagagaca      300 
 



ggcgagggct ggtacttcga cctgtggggc agaggcaccc tggtcaccgt gtctagc         357 
 
 
<210>  2135 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65252.010 
 
<400>  2135 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser  
        115                  
 
 
<210>  2136 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65252.010 
 
<400>  2136 
gagatcgtgc tgacccagtc ccctggcacc ctgtccctga gccctggcga gagagccacc       60 
 
ctgtcctgca gagcctccca gtccgtgtcc tcctcctacc tggcctggta tcagcagagg      120 
 
cccggccagg cccctcggct gctgatctac ggcgcctctt ccagagccac cggcatccct      180 
 
gaccggttct ccggctctgg ctccggcacc gacttcaccc tgaccatcag ctcgctggaa      240 
 
cccgaggact tcgctgtgta ctattgccag cagtacggct cctcctggac cttcggccag      300 
 



ggcaccaagg tggaaatcaa gtcc                                             324 
 
 
<210>  2137 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65252.010 
 
<400>  2137 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105              
 
 
<210>  2138 
<211>  726 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65252.010 
 
<400>  2138 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgtgccg cctccggctt cagcttctcc tcctacgaca tggactgggt ccgacaggcc      120 
 
cccggcaagg gcctggaatg ggtggccgtg atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgcggggcag attcaccatc tcccgggaca actccaagaa caccctgttt      240 
 
ctgcagatga actccctgcg ggtggaagat accgccgtgt actactgcgc cagagagaca      300 
 
ggcgagggct ggtacttcga cctgtggggc agaggcaccc tggtcaccgt gtctagcgga      360 
 
ggcggaggat ctggtggcgg tggttctggc ggcggaggct ccgagatcgt gctgacccag      420 
 



tcccctggca ccctgtccct gagccctggc gagagagcca ccctgtcctg cagagcctcc      480 
 
cagtccgtgt cctcctccta cctggcctgg tatcagcaga ggcccggcca ggcccctcgg      540 
 
ctgctgatct acggcgcctc ttccagagcc accggcatcc ctgaccggtt ctccggctct      600 
 
ggctccggca ccgacttcac cctgaccatc agctcgctgg aacccgagga cttcgctgtg      660 
 
tactattgcc agcagtacgg ctcctcctgg accttcggcc agggcaccaa ggtggaaatc      720 
 
aagtcc                                                                 726 
 
 
<210>  2139 
<211>  242 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65252.010 
 
<400>  2139 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly  



                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Gly Ser Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser  
         
 
 
<210>  2140 
<211>  502 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65252.010 x I2C 
 
<400>  2140 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Arg Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 



 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Gly Ser Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly Gly  
                245                 250                 255      
 
 
Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser  
            260                 265                 270          
 
 
Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala Pro  
        275                 280                 285              
 
 
Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn  
    290                 295                 300                  
 
 
Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser  
305                 310                 315                 320  
 
 
Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys  
                325                 330                 335      
 
 
Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly  
            340                 345                 350          
 
 
Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val  
        355                 360                 365              
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 



 
Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser  
385                 390                 395                 400  
 
 
Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala Val  
                405                 410                 415      
 
 
Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln Ala  
            420                 425                 430          
 
 
Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro  
        435                 440                 445              
 
 
Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu  
    450                 455                 460                  
 
 
Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp  
465                 470                 475                 480  
 
 
Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
                485                 490                 495      
 
 
His His His His His His  
            500          
 
 
<210>  2141 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65252.011 
 
<400>  2141 
 
Ser Tyr Asp Met Asp  
1               5    
 
 
<210>  2142 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65252.011 
 
<400>  2142 
 
Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Arg  
1               5                   10                  15       
 
 
Gly  
     
 



 
<210>  2143 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VIWYDGSNKYYADSVRG 
 
<400>  2143 
 
Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu  
1               5                   10   
 
 
<210>  2144 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65252.011 
 
<400>  2144 
 
Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  2145 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65252.011 
 
<400>  2145 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  2146 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65252.011 
 
<400>  2146 
 
Gln Gln Tyr Gly Ser Ser Trp Thr  
1               5                
 
 
<210>  2147 
<211>  357 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65252.011 



 
<400>  2147 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgtgccg cctccggctt cagcttctcc tcctacgaca tggactgggt ccgacaggcc      120 
 
cccggcaagg gcctggaatg ggtggccgtg atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgcggggcag attcaccatc tcccgggaca actccaagaa caccctgttt      240 
 
ctgcagatga actccctgcg ggtggaagat accgccgtgt actactgcgc cagagagaca      300 
 
ggcgagggct ggtacttcga cctgtggggc caaggcaccc tggtcaccgt gtctagc         357 
 
 
<210>  2148 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65252.011 
 
<400>  2148 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser  
        115                  
 
 
<210>  2149 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65252.011 



 
<400>  2149 
gagatcgtgc tgacccagtc ccctggcacc ctgtccctga gccctggcga gagagccacc       60 
 
ctgtcctgca gagcctccca gtccgtgtcc tcctcctacc tggcctggta tcagcagagg      120 
 
cccggccagg cccctcggct gctgatctac ggcgcctctt ccagagccac cggcatccct      180 
 
gaccggttct ccggctctgg ctccggcacc gacttcaccc tgaccatcag ctcgctggaa      240 
 
cccgaggact tcgctgtgta ctattgccag cagtacggct cctcctggac cttcggccag      300 
 
ggcaccaagg tggaaatcaa gtcc                                             324 
 
 
<210>  2150 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65252.011 
 
<400>  2150 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105              
 
 
<210>  2151 
<211>  726 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65252.011 
 
<400>  2151 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 



tcttgtgccg cctccggctt cagcttctcc tcctacgaca tggactgggt ccgacaggcc      120 
 
cccggcaagg gcctggaatg ggtggccgtg atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgcggggcag attcaccatc tcccgggaca actccaagaa caccctgttt      240 
 
ctgcagatga actccctgcg ggtggaagat accgccgtgt actactgcgc cagagagaca      300 
 
ggcgagggct ggtacttcga cctgtggggc caaggcaccc tggtcaccgt gtctagcgga      360 
 
ggcggaggat ctggtggcgg tggttctggc ggcggaggct ccgagatcgt gctgacccag      420 
 
tcccctggca ccctgtccct gagccctggc gagagagcca ccctgtcctg cagagcctcc      480 
 
cagtccgtgt cctcctccta cctggcctgg tatcagcaga ggcccggcca ggcccctcgg      540 
 
ctgctgatct acggcgcctc ttccagagcc accggcatcc ctgaccggtt ctccggctct      600 
 
ggctccggca ccgacttcac cctgaccatc agctcgctgg aacccgagga cttcgctgtg      660 
 
tactattgcc agcagtacgg ctcctcctgg accttcggcc agggcaccaa ggtggaaatc      720 
 
aagtcc                                                                 726 
 
 
<210>  2152 
<211>  242 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65252.011 
 
<400>  2152 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  



        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Gly Ser Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser  
         
 
 
<210>  2153 
<211>  502 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65252.011 x I2C 
 
<400>  2153 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 



 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Gly Ser Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly Gly  
                245                 250                 255      
 
 
Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser  
            260                 265                 270          
 
 
Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala Pro  
        275                 280                 285              
 
 
Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn  
    290                 295                 300                  
 
 
Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser  
305                 310                 315                 320  
 
 
Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys  
                325                 330                 335      
 



 
Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly  
            340                 345                 350          
 
 
Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val  
        355                 360                 365              
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser  
385                 390                 395                 400  
 
 
Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala Val  
                405                 410                 415      
 
 
Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln Ala  
            420                 425                 430          
 
 
Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro  
        435                 440                 445              
 
 
Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu  
    450                 455                 460                  
 
 
Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp  
465                 470                 475                 480  
 
 
Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
                485                 490                 495      
 
 
His His His His His His  
            500          
 
 
<210>  2154 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65252.012 
 
<400>  2154 
 
Ser Tyr Asp Met Asp  
1               5    
 
 
<210>  2155 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  CDR-H2 CDH19 65252.012 
 
<400>  2155 
 
Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val Arg  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  2156 
<211>  10 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65252.012 
 
<400>  2156 
 
Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu  
1               5                   10   
 
 
<210>  2157 
<211>  12 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65252.012 
 
<400>  2157 
 
Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala  
1               5                   10           
 
 
<210>  2158 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65252.012 
 
<400>  2158 
 
Gly Ala Ser Ser Arg Ala Thr  
1               5            
 
 
<210>  2159 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65252.012 
 
<400>  2159 



 
Gln Gln Tyr Gly Ser Ser Trp Thr  
1               5                
 
 
<210>  2160 
<211>  357 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65252.012 
 
<400>  2160 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgtgccg cctccggctt cagcttctcc tcctacgaca tggactgggt ccgacaggcc      120 
 
cccggcaagg gcctggaatg ggtggccgtg atttggtacg agggctccaa caagtactac      180 
 
gccgagtccg tgcggggcag attcaccatc tcccgggaca actccaagaa caccctgttt      240 
 
ctgcagatga actccctgcg ggtggaagat accgccgtgt actactgcgc cagagagaca      300 
 
ggcgagggct ggtacttcga cctgtggggc caaggcaccc tggtcaccgt gtctagc         357 
 
 
<210>  2161 
<211>  119 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65252.012 
 
<400>  2161 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Gln Gly  
            100                 105                 110          
 



 
Thr Leu Val Thr Val Ser Ser  
        115                  
 
 
<210>  2162 
<211>  324 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65252.012 
 
<400>  2162 
gagatcgtgc tgacccagtc ccctggcacc ctgtccctga gccctggcga gagagccacc       60 
 
ctgtcctgca gagcctccca gtccgtgtcc tcctcctacc tggcctggta tcagcagagg      120 
 
cccggccagg cccctcggct gctgatctac ggcgcctctt ccagagccac cggcatccct      180 
 
gaccggttct ccggctctgg ctccggcacc gacttcaccc tgaccatcag ctcgctggaa      240 
 
cccgaggact tcgctgtgta ctattgccag cagtacggct cctcctggac cttcggccag      300 
 
ggcaccaagg tggaaatcaa gtcc                                             324 
 
 
<210>  2163 
<211>  108 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65252.012 
 
<400>  2163 
 
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser  
            20                  25                  30           
 
 
Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu  
        35                  40                  45               
 
 
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu  
65                  70                  75                  80   
 
 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Ser Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Ser  
            100                 105              
 



 
<210>  2164 
<211>  726 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65252.012 
 
<400>  2164 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgtgccg cctccggctt cagcttctcc tcctacgaca tggactgggt ccgacaggcc      120 
 
cccggcaagg gcctggaatg ggtggccgtg atttggtacg agggctccaa caagtactac      180 
 
gccgagtccg tgcggggcag attcaccatc tcccgggaca actccaagaa caccctgttt      240 
 
ctgcagatga actccctgcg ggtggaagat accgccgtgt actactgcgc cagagagaca      300 
 
ggcgagggct ggtacttcga cctgtggggc caaggcaccc tggtcaccgt gtctagcgga      360 
 
ggcggaggat ctggtggcgg tggttctggc ggcggaggct ccgagatcgt gctgacccag      420 
 
tcccctggca ccctgtccct gagccctggc gagagagcca ccctgtcctg cagagcctcc      480 
 
cagtccgtgt cctcctccta cctggcctgg tatcagcaga ggcccggcca ggcccctcgg      540 
 
ctgctgatct acggcgcctc ttccagagcc accggcatcc ctgaccggtt ctccggctct      600 
 
ggctccggca ccgacttcac cctgaccatc agctcgctgg aacccgagga cttcgctgtg      660 
 
tactattgcc agcagtacgg ctcctcctgg accttcggcc agggcaccaa ggtggaaatc      720 
 
aagtcc                                                                 726 
 
 
<210>  2165 
<211>  242 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65252.012 
 
<400>  2165 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  



65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Gly Ser Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser  
         
 
 
<210>  2166 
<211>  502 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65252.012 x I2C 
 
<400>  2166 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr  
            20                  25                  30           
 



 
Asp Met Asp Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Val Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Glu Thr Gly Glu Gly Trp Tyr Phe Asp Leu Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
        115                 120                 125              
 
 
Ser Gly Gly Gly Gly Ser Glu Ile Val Leu Thr Gln Ser Pro Gly Thr  
    130                 135                 140                  
 
 
Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser  
145                 150                 155                 160  
 
 
Gln Ser Val Ser Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Arg Pro Gly  
                165                 170                 175      
 
 
Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly  
            180                 185                 190          
 
 
Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu  
        195                 200                 205              
 
 
Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln  
    210                 215                 220                  
 
 
Gln Tyr Gly Ser Ser Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile  
225                 230                 235                 240  
 
 
Lys Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly Gly  
                245                 250                 255      
 
 
Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser  
            260                 265                 270          
 
 
Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala Pro  
        275                 280                 285              
 



 
Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn  
    290                 295                 300                  
 
 
Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser  
305                 310                 315                 320  
 
 
Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys  
                325                 330                 335      
 
 
Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly  
            340                 345                 350          
 
 
Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val  
        355                 360                 365              
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser  
385                 390                 395                 400  
 
 
Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala Val  
                405                 410                 415      
 
 
Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln Ala  
            420                 425                 430          
 
 
Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro  
        435                 440                 445              
 
 
Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu  
    450                 455                 460                  
 
 
Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp  
465                 470                 475                 480  
 
 
Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
                485                 490                 495      
 
 
His His His His His His  
            500          
 
 
<210>  2167 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65253.003 



 
<400>  2167 
 
Ser Tyr Ser Trp Ser  
1               5    
 
 
<210>  2168 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65253.003 
 
<400>  2168 
 
Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser  
1               5                   10                  15       
 
 
<210>  2169 
<211>  8 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65253.003 
 
<400>  2169 
 
Asn Trp Ala Phe His Phe Asp Tyr  
1               5                
 
 
<210>  2170 
<211>  14 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65253.003 
 
<400>  2170 
 
Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly Tyr Asp Val His  
1               5                   10                   
 
 
<210>  2171 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65253.003 
 
<400>  2171 
 
Gly Asn Ser Asn Arg Pro Ser  
1               5            
 
 
<210>  2172 



<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65253.003 
 
<400>  2172 
 
Gln Ser Tyr Glu Ser Ser Leu Ser Gly Trp Val  
1               5                   10       
 
 
<210>  2173 
<211>  348 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65253.003 
 
<400>  2173 
caggtgcagc tgcaggaatc cggccctggc ctggtcaagc cctccgagac actgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatctcc tcctactctt ggtcctggat ccggcagccc      120 
 
cctggcaagg gcctggaatg gatcggctac atctactact ccggctccac caactacaac      180 
 
cccagcctga agtccagagt gaccatctcc ctggacacct ccaagaacca gttctccctg      240 
 
aagctgtcct ccgtgaccgc cgctgacacc gccgtgtact actgcgcccg gaactgggcc      300 
 
ttccacttcg actactgggg ccagggcacc ctggtcaccg tgtctagc                   348 
 
 
<210>  2174 
<211>  116 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65253.003 
 
<400>  2174 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 



 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser  
        115      
 
 
<210>  2175 
<211>  336 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65253.003 
 
<400>  2175 
cagtctgtgc tgacccagcc tccctctgtg tctggcgccc ctggccagcg cgtgaccatt       60 
 
tcctgcaccg gctcctccag caacatcggc accggctacg acgtgcactg gtatcagcag      120 
 
ctgcccggca ccgcccccaa gctgctgatc tacggcaact ccaaccggcc ctccggcgtg      180 
 
cccgaccggt tctctggctc caagtctggc acctccgcct ccctggctat caccggcctg      240 
 
caggctgagg acgaggccga ctactactgc cagtcctacg agtcctccct gtccggctgg      300 
 
gtgttcggcg gaggcaccaa actgaccgtg ctgtcc                                336 
 
 
<210>  2176 
<211>  112 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65253.003 
 
<400>  2176 
 
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln  
1               5                   10                  15       
 
 
Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Thr Gly  
            20                  25                  30           
 
 
Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu  
        35                  40                  45               
 
 
Leu Ile Tyr Gly Asn Ser Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu  
65                  70                  75                  80   
 



 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Glu Ser Ser  
                85                  90                  95       
 
 
Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105                 110          
 
 
<210>  2177 
<211>  729 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65253.003 
 
<400>  2177 
caggtgcagc tgcaggaatc cggccctggc ctggtcaagc cctccgagac actgtccctg       60 
 
acctgcaccg tgtccggcgg ctccatctcc tcctactctt ggtcctggat ccggcagccc      120 
 
cctggcaagg gcctggaatg gatcggctac atctactact ccggctccac caactacaac      180 
 
cccagcctga agtccagagt gaccatctcc ctggacacct ccaagaacca gttctccctg      240 
 
aagctgtcct ccgtgaccgc cgctgacacc gccgtgtact actgcgcccg gaactgggcc      300 
 
ttccacttcg actactgggg ccagggcacc ctggtcaccg tgtctagcgg aggcggagga      360 
 
tctggtggcg gtggttctgg cggcggaggc tcccagtctg tgctgaccca gcctccctct      420 
 
gtgtctggcg cccctggcca gcgcgtgacc atttcctgca ccggctcctc cagcaacatc      480 
 
ggcaccggct acgacgtgca ctggtatcag cagctgcccg gcaccgcccc caagctgctg      540 
 
atctacggca actccaaccg gccctccggc gtgcccgacc ggttctctgg ctccaagtct      600 
 
ggcacctccg cctccctggc tatcaccggc ctgcaggctg aggacgaggc cgactactac      660 
 
tgccagtcct acgagtcctc cctgtccggc tgggtgttcg gcggaggcac caaactgacc      720 
 
gtgctgtcc                                                              729 
 
 
<210>  2178 
<211>  243 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65253.003 
 
<400>  2178 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  



        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala  
    130                 135                 140                  
 
 
Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile  
145                 150                 155                 160  
 
 
Gly Thr Gly Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala  
                165                 170                 175      
 
 
Pro Lys Leu Leu Ile Tyr Gly Asn Ser Asn Arg Pro Ser Gly Val Pro  
            180                 185                 190          
 
 
Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile  
        195                 200                 205              
 
 
Thr Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr  
    210                 215                 220                  
 
 
Glu Ser Ser Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr  
225                 230                 235                 240  
 
 
Val Leu Ser  
             
 
 
<210>  2179 
<211>  503 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65253.003 x I2C 
 
<400>  2179 



 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Tyr  
            20                  25                  30           
 
 
Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys  
    50                  55                  60                   
 
 
Ser Arg Val Thr Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu  
65                  70                  75                  80   
 
 
Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala  
                85                  90                  95       
 
 
Arg Asn Trp Ala Phe His Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly  
        115                 120                 125              
 
 
Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala  
    130                 135                 140                  
 
 
Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile  
145                 150                 155                 160  
 
 
Gly Thr Gly Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala  
                165                 170                 175      
 
 
Pro Lys Leu Leu Ile Tyr Gly Asn Ser Asn Arg Pro Ser Gly Val Pro  
            180                 185                 190          
 
 
Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile  
        195                 200                 205              
 
 
Thr Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr  
    210                 215                 220                  
 
 
Glu Ser Ser Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr  
225                 230                 235                 240  
 
 
Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly  
                245                 250                 255      
 



 
Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala  
            260                 265                 270          
 
 
Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala  
        275                 280                 285              
 
 
Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn  
    290                 295                 300                  
 
 
Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile  
305                 310                 315                 320  
 
 
Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln Met Asn Asn Leu  
                325                 330                 335      
 
 
Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe  
            340                 345                 350          
 
 
Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly Gln Gly Thr Leu  
        355                 360                 365              
 
 
Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly  
    370                 375                 380                  
 
 
Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro Ser Leu Thr Val  
385                 390                 395                 400  
 
 
Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser Ser Thr Gly Ala  
                405                 410                 415      
 
 
Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln Lys Pro Gly Gln  
            420                 425                 430          
 
 
Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu Ala Pro Gly Thr  
        435                 440                 445              
 
 
Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr  
    450                 455                 460                  
 
 
Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr Tyr Cys Val Leu  
465                 470                 475                 480  
 
 
Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val  
                485                 490                 495      
 
 
Leu His His His His His His  
            500              
 



 
<210>  2180 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65254.001 
 
<400>  2180 
 
Ser Tyr Gly Met His  
1               5    
 
 
<210>  2181 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65254.001 
 
<400>  2181 
 
Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Asp  
     
 
 
<210>  2182 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65254.001 
 
<400>  2182 
 
Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10                  15       
 
 
<210>  2183 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65254.001 
 
<400>  2183 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser  
1               5                   10       
 
 
<210>  2184 
<211>  7 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65254.001 
 
<400>  2184 
 
Gln Asp Thr Lys Arg Pro Ser  
1               5            
 
 
<210>  2185 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65254.001 
 
<400>  2185 
 
Gln Ala Trp Asp Ser Ser Thr Val Val  
1               5                    
 
 
<210>  2186 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65254.001 
 
<400>  2186 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggccggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacggca tgcactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccttc atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgaaggaccg gttcaccatc tcccgggaca actccaagaa caccctgtac      240 
 
ctgcagatga agtccctgcg ggccgaggac accgccgtgt actactgtgc cagaagggcc      300 
 
ggcatcatcg gcaccatcgg ctactactac ggcatggacg tgtggggcca gggcaccacc      360 
 
gtgaccgtgt ctagc                                                       375 
 
 
<210>  2187 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65254.001 
 
<400>  2187 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  



            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  2188 
<211>  321 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65254.001 
 
<400>  2188 
tcttacgagc tgacccagcc cccctccgtg tccgtgtctc ctggccagac cgcctccatc       60 
 
acctgttctg gcgaccggct gggcgagaag tacaccagtt ggtatcagca gcggcctggc      120 
 
cagtcccccc tgctggtcat ctaccaggac accaagcggc cctccggcat ccctgagcgg      180 
 
ttctccggct ccaactccgg caacaccgcc accctgacca tctccggcac ccaggccatg      240 
 
gacgaggccg actactactg ccaggcctgg gactcctcca ccgtggtgtt cggcggaggc      300 
 
accaagctga ccgtgctgtc c                                                321 
 
 
<210>  2189 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65254.001 
 
<400>  2189 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  



            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105          
 
 
<210>  2190 
<211>  741 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65254.001 
 
<400>  2190 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggccggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacggca tgcactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccttc atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgaaggaccg gttcaccatc tcccgggaca actccaagaa caccctgtac      240 
 
ctgcagatga agtccctgcg ggccgaggac accgccgtgt actactgtgc cagaagggcc      300 
 
ggcatcatcg gcaccatcgg ctactactac ggcatggacg tgtggggcca gggcaccacc      360 
 
gtgaccgtgt ctagcggagg cggaggatct ggtggcggtg gttctggcgg cggaggctcc      420 
 
tcttacgagc tgacccagcc cccctccgtg tccgtgtctc ctggccagac cgcctccatc      480 
 
acctgttctg gcgaccggct gggcgagaag tacaccagtt ggtatcagca gcggcctggc      540 
 
cagtcccccc tgctggtcat ctaccaggac accaagcggc cctccggcat ccctgagcgg      600 
 
ttctccggct ccaactccgg caacaccgcc accctgacca tctccggcac ccaggccatg      660 
 
gacgaggccg actactactg ccaggcctgg gactcctcca ccgtggtgtt cggcggaggc      720 
 
accaagctga ccgtgctgtc c                                                741 
 
 
<210>  2191 
<211>  247 
<212>  БЕЛОК 
<213>  искусственная 
 



<220> 
<223>  VH-VL CDH19 65254.001 
 
<400>  2191 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 



 
Thr Lys Leu Thr Val Leu Ser  
                245          
 
 
<210>  2192 
<211>  507 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65254.001 x I2C 
 
<400>  2192 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  



        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  



    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu His His His His His His  
            500                 505          
 
 
<210>  2193 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65254.003 
 
<400>  2193 
 
Ser Tyr Gly Met His  
1               5    
 
 
<210>  2194 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65254.003 
 
<400>  2194 
 
Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Asp  
     
 
 
<210>  2195 
<211>  16 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65254.003 
 
<400>  2195 
 
Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10                  15       
 
 
<210>  2196 
<211>  11 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65254.003 
 
<400>  2196 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser  
1               5                   10       
 
 
<210>  2197 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65254.003 
 
<400>  2197 
 
Gln Asp Thr Lys Arg Pro Ser  
1               5            
 
 
<210>  2198 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65254.003 
 
<400>  2198 
 
Gln Ala Trp Asp Ser Ser Thr Val Val  
1               5                    
 
 
<210>  2199 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65254.003 
 
<400>  2199 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacggca tgcactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccttc atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgaaggaccg gttcaccatc tcccgggaca actccaagaa caccctgtac      240 
 
ctgcagatga agtccctgcg ggccgaggac accgccgtgt actactgtgc cagaagggcc      300 
 
ggcatcatcg gcaccatcgg ctactactac ggcatggacg tgtggggcca gggcaccacc      360 
 
gtgaccgtgt ctagc                                                       375 
 
 
<210>  2200 



<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65254.003 
 
<400>  2200 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  2201 
<211>  321 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65254.003 
 
<400>  2201 
tcttacgagc tgacccagcc cccctccgtg tccgtgtctc ctggccagac cgcctccatc       60 
 
acctgttctg gcgaccggct gggcgagaag tacaccagtt ggtatcagca gcggcctggc      120 
 
cagtcccccc tgctggtcat ctaccaggac accaagcggc cctccggcat ccctgagcgg      180 
 
ttctccggct ccaactccgg caacaccgcc accctgacca tctccggcac ccaggccatg      240 
 
gacgaggccg actactactg ccaggcctgg gactcctcca ccgtggtgtt cggcggaggc      300 
 
accaagctga ccgtgctgtc c                                                321 
 
 
<210>  2202 



<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65254.003 
 
<400>  2202 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105          
 
 
<210>  2203 
<211>  741 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65254.003 
 
<400>  2203 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacggca tgcactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccttc atttggtacg acggctccaa caagtactac      180 
 
gccgactccg tgaaggaccg gttcaccatc tcccgggaca actccaagaa caccctgtac      240 
 
ctgcagatga agtccctgcg ggccgaggac accgccgtgt actactgtgc cagaagggcc      300 
 
ggcatcatcg gcaccatcgg ctactactac ggcatggacg tgtggggcca gggcaccacc      360 
 
gtgaccgtgt ctagcggagg cggaggatct ggtggcggtg gttctggcgg cggaggctcc      420 
 
tcttacgagc tgacccagcc cccctccgtg tccgtgtctc ctggccagac cgcctccatc      480 
 
acctgttctg gcgaccggct gggcgagaag tacaccagtt ggtatcagca gcggcctggc      540 
 



cagtcccccc tgctggtcat ctaccaggac accaagcggc cctccggcat ccctgagcgg      600 
 
ttctccggct ccaactccgg caacaccgcc accctgacca tctccggcac ccaggccatg      660 
 
gacgaggccg actactactg ccaggcctgg gactcctcca ccgtggtgtt cggcggaggc      720 
 
accaagctga ccgtgctgtc c                                                741 
 
 
<210>  2204 
<211>  247 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65254.003 
 
<400>  2204 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  



            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser  
                245          
 
 
<210>  2205 
<211>  507 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65254.003 x I2C 
 
<400>  2205 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 



 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Asp Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 



 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu His His His His His His  
            500                 505          
 
 
<210>  2206 
<211>  5 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H1 CDH19 65254.007 
 
<400>  2206 
 
Ser Tyr Gly Met His  
1               5    
 
 
<210>  2207 
<211>  17 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-H2 CDH19 65254.007 
 
<400>  2207 
 
Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val Lys  
1               5                   10                  15       
 
 
Asp  
     
 
 
<210>  2208 
<211>  16 
<212>  БЕЛОК 



<213>  искусственная 
 
<220> 
<223>  CDR-H3 CDH19 65254.007 
 
<400>  2208 
 
Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met Asp Val  
1               5                   10                  15       
 
 
<210>  2209 
<211>  11 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L1 CDH19 65254.007 
 
<400>  2209 
 
Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser  
1               5                   10       
 
 
<210>  2210 
<211>  7 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L2 CDH19 65254.007 
 
<400>  2210 
 
Gln Asp Thr Lys Arg Pro Ser  
1               5            
 
 
<210>  2211 
<211>  9 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDR-L3 CDH19 65254.007 
 
<400>  2211 
 
Gln Ala Trp Glu Ser Ser Thr Val Val  
1               5                    
 
 
<210>  2212 
<211>  375 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65254.007 
 
<400>  2212 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 



tcttgcgccg cctccggctt caccttctcc agctacggca tgcactgggt ccgacaggcc      120 
 
cctggcaagg gcctggaatg ggtggccttc atttggtacg agggctccaa caagtactac      180 
 
gccgagtccg tgaaggaccg gttcaccatc tcccgggaca actccaagaa caccctgtac      240 
 
ctgcagatga attccctgcg ggccgaggac accgccgtgt actactgtgc cagaagggcc      300 
 
ggcatcatcg gcaccatcgg ctactactac ggcatggacg tgtggggcca gggcaccacc      360 
 
gtgaccgtgt ctagc                                                       375 
 
 
<210>  2213 
<211>  125 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH CDH19 65254.007 
 
<400>  2213 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  2214 
<211>  321 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65254.007 
 
<400>  2214 



tcttacgagc tgacccagcc cccctccgtg tccgtgtctc ctggccagac cgcctccatc       60 
 
acctgttctg gcgaccggct gggcgagaag tacaccagtt ggtatcagca gcggcctggc      120 
 
cagtcccccc tgctggtcat ctaccaggac accaagcggc cctccggcat ccctgagcgg      180 
 
ttctccggct ccaactccgg caacaccgcc accctgacca tctccggcac ccaggccatg      240 
 
gacgaggccg actactactg ccaggcctgg gagtcctcca ccgtggtgtt cggcggaggc      300 
 
accaagctga ccgtgctgtc c                                                321 
 
 
<210>  2215 
<211>  107 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VL CDH19 65254.007 
 
<400>  2215 
 
Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr  
            20                  25                  30           
 
 
Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr  
        35                  40                  45               
 
 
Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met  
65                  70                  75                  80   
 
 
Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Ser  
            100                 105          
 
 
<210>  2216 
<211>  741 
<212>  ДНК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65254.007 
 
<400>  2216 
caggtgcagc tggtggaatc cggcggaggc gtggtgcagc ctggcgggtc cctgagactg       60 
 
tcttgcgccg cctccggctt caccttctcc agctacggca tgcactgggt ccgacaggcc      120 
 



cctggcaagg gcctggaatg ggtggccttc atttggtacg agggctccaa caagtactac      180 
 
gccgagtccg tgaaggaccg gttcaccatc tcccgggaca actccaagaa caccctgtac      240 
 
ctgcagatga attccctgcg ggccgaggac accgccgtgt actactgtgc cagaagggcc      300 
 
ggcatcatcg gcaccatcgg ctactactac ggcatggacg tgtggggcca gggcaccacc      360 
 
gtgaccgtgt ctagcggagg cggaggatct ggtggcggtg gttctggcgg cggaggctcc      420 
 
tcttacgagc tgacccagcc cccctccgtg tccgtgtctc ctggccagac cgcctccatc      480 
 
acctgttctg gcgaccggct gggcgagaag tacaccagtt ggtatcagca gcggcctggc      540 
 
cagtcccccc tgctggtcat ctaccaggac accaagcggc cctccggcat ccctgagcgg      600 
 
ttctccggct ccaactccgg caacaccgcc accctgacca tctccggcac ccaggccatg      660 
 
gacgaggccg actactactg ccaggcctgg gagtcctcca ccgtggtgtt cggcggaggc      720 
 
accaagctga ccgtgctgtc c                                                741 
 
 
<210>  2217 
<211>  247 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  VH-VL CDH19 65254.007 
 
<400>  2217 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 



 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser  
                245          
 
 
<210>  2218 
<211>  507 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 65254.007 x I2C 
 
<400>  2218 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Glu Gly Ser Asn Lys Tyr Tyr Ala Glu Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  



                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Gly Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  



            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu His His His His His His  
            500                 505          
 
 
<210>  2219 
<211>  549 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 CC x I2C-LFcBY 
 
<400>  2219 
 
Gln Arg Phe Val Thr Gly His Phe Gly Gly Leu Tyr Pro Ala Asn Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  
            20                  25                  30           
 
 
Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 



 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  
    50                  55                  60                   
 
 
Cys Leu Glu Trp Val Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr  
65                  70                  75                  80   
 
 
Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  
                85                  90                  95       
 
 
Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr  
            100                 105                 110          
 
 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 
 
Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
145                 150                 155                 160  
 
 
Ser Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly  
                165                 170                 175      
 
 
Gln Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr  
            180                 185                 190          
 
 
Thr Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile  
        195                 200                 205              
 
 
Tyr Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly  
    210                 215                 220                  
 
 
Ser Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala  
225                 230                 235                 240  
 
 
Met Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val  
                245                 250                 255      
 
 
Val Phe Gly Cys Gly Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly  
            260                 265                 270          
 
 
Ser Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly  
        275                 280                 285              
 
 
Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys  
    290                 295                 300                  
 



 
Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp  
305                 310                 315                 320  
 
 
Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala  
                325                 330                 335      
 
 
Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn  
            340                 345                 350          
 
 
Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val  
        355                 360                 365              
 
 
Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr  
    370                 375                 380                  
 
 
Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly  
385                 390                 395                 400  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val  
                405                 410                 415      
 
 
Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr  
            420                 425                 430          
 
 
Leu Thr Cys Gly Ser Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro  
        435                 440                 445              
 
 
Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly  
    450                 455                 460                  
 
 
Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser  
465                 470                 475                 480  
 
 
Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu  
                485                 490                 495      
 
 
Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val  
            500                 505                 510          
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly Gly Ser Gln  
        515                 520                 525              
 
 
Arg Phe Cys Thr Gly His Phe Gly Gly Leu His Pro Cys Asn Gly His  
    530                 535                 540                  
 
 
His His His His His  
545                  
 



 
<210>  2220 
<211>  574 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 CC x I2C-LFcBY-156 
 
<400>  2220 
 
Gln Arg Phe Val Thr Gly His Phe Gly Gly Leu Tyr Pro Ala Asn Gly  
1               5                   10                  15       
 
 
Gly Gly Gly Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val  
            20                  25                  30           
 
 
Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe  
        35                  40                  45               
 
 
Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala Pro Gly Lys  
    50                  55                  60                   
 
 
Cys Leu Glu Trp Val Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr  
65                  70                  75                  80   
 
 
Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser  
                85                  90                  95       
 
 
Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr  
            100                 105                 110          
 
 
Ala Val Tyr Tyr Cys Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly  
        115                 120                 125              
 
 
Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val  
    130                 135                 140                  
 
 
Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly  
145                 150                 155                 160  
 
 
Ser Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly  
                165                 170                 175      
 
 
Gln Thr Ala Ser Ile Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr  
            180                 185                 190          
 
 
Thr Ser Trp Tyr Gln Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile  
        195                 200                 205              
 
 
Tyr Gln Asp Thr Lys Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly  



    210                 215                 220                  
 
 
Ser Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala  
225                 230                 235                 240  
 
 
Met Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val  
                245                 250                 255      
 
 
Val Phe Gly Cys Gly Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly  
            260                 265                 270          
 
 
Ser Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly  
        275                 280                 285              
 
 
Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys  
    290                 295                 300                  
 
 
Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp  
305                 310                 315                 320  
 
 
Val Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala  
                325                 330                 335      
 
 
Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn  
            340                 345                 350          
 
 
Thr Ala Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val  
        355                 360                 365              
 
 
Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr  
    370                 375                 380                  
 
 
Trp Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly  
385                 390                 395                 400  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val  
                405                 410                 415      
 
 
Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr  
            420                 425                 430          
 
 
Leu Thr Cys Gly Ser Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro  
        435                 440                 445              
 
 
Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly  
    450                 455                 460                  
 
 
Gly Thr Lys Phe Leu Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser  



465                 470                 475                 480  
 
 
Leu Leu Gly Gly Lys Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu  
                485                 490                 495      
 
 
Asp Glu Ala Glu Tyr Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val  
            500                 505                 510          
 
 
Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly Gly Ser Gln  
        515                 520                 525              
 
 
Arg Phe Cys Thr Gly His Phe Gly Gly Leu His Pro Cys Asn Gly Gly  
    530                 535                 540                  
 
 
Gly Gly Gly Ser Gly Gly Gly Ser Arg Asp Trp Asp Phe Asp Val Phe  
545                 550                 555                 560  
 
 
Gly Gly Gly Thr Pro Val Gly Gly His His His His His His  
                565                 570                  
 
 
<210>  2221 
<211>  514 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 CC x I2C-Cys-Loop 
 
<400>  2221 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 



 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Cys Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 



 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Gly Cys Gly Gly Gly Gly Cys His His His His  
            500                 505                 510          
 
 
His His  
         
 
 
<210>  2222 
<211>  1100 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 CC x I2C-HALB 
 
<400>  2222 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  



    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Cys Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  



305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Pro Gly Gly Gly Gly Ser Asp Ala His Lys Ser  
            500                 505                 510          
 
 
Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala  
        515                 520                 525              
 
 
Leu Val Leu Ile Ala Phe Ala Gln Tyr Leu Gln Gln Cys Pro Phe Glu  
    530                 535                 540                  
 
 
Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys  
545                 550                 555                 560  
 
 
Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu  



                565                 570                 575      
 
 
Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly  
            580                 585                 590          
 
 
Glu Met Ala Asp Cys Cys Ala Lys Gln Glu Pro Glu Arg Asn Glu Cys  
        595                 600                 605              
 
 
Phe Leu Gln His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg  
    610                 615                 620                  
 
 
Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr  
625                 630                 635                 640  
 
 
Phe Leu Lys Lys Tyr Leu Tyr Glu Ile Ala Arg Arg His Pro Tyr Phe  
                645                 650                 655      
 
 
Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe  
            660                 665                 670          
 
 
Thr Glu Cys Cys Gln Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys  
        675                 680                 685              
 
 
Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gln Arg  
    690                 695                 700                  
 
 
Leu Lys Cys Ala Ser Leu Gln Lys Phe Gly Glu Arg Ala Phe Lys Ala  
705                 710                 715                 720  
 
 
Trp Ala Val Ala Arg Leu Ser Gln Arg Phe Pro Lys Ala Glu Phe Ala  
                725                 730                 735      
 
 
Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys  
            740                 745                 750          
 
 
Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala  
        755                 760                 765              
 
 
Lys Tyr Ile Cys Glu Asn Gln Asp Ser Ile Ser Ser Lys Leu Lys Glu  
    770                 775                 780                  
 
 
Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys Ile Ala Glu Val  
785                 790                 795                 800  
 
 
Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe  
                805                 810                 815      
 
 
Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val  



            820                 825                 830          
 
 
Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr  
        835                 840                 845              
 
 
Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu  
    850                 855                 860                  
 
 
Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val  
865                 870                 875                 880  
 
 
Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gln Asn Leu Ile Lys  
                885                 890                 895      
 
 
Gln Asn Cys Glu Leu Phe Glu Gln Leu Gly Glu Tyr Lys Phe Gln Asn  
            900                 905                 910          
 
 
Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gln Val Ser Thr Pro  
        915                 920                 925              
 
 
Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys  
    930                 935                 940                  
 
 
Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu  
945                 950                 955                 960  
 
 
Ser Val Val Leu Asn Gln Leu Cys Val Leu His Glu Lys Thr Pro Val  
                965                 970                 975      
 
 
Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg  
            980                 985                 990          
 
 
Pro Cys Phe Ser Ala Leu Glu Val  Asp Glu Thr Tyr Val  Pro Lys Glu  
        995                 1000                 1005              
 
 
Phe Asn  Ala Glu Thr Phe Thr  Phe His Ala Asp Ile  Cys Thr Leu  
    1010                 1015                 1020              
 
 
Ser Glu  Lys Glu Arg Gln Ile  Lys Lys Gln Thr Ala  Leu Val Glu  
    1025                 1030                 1035              
 
 
Leu Val  Lys His Lys Pro Lys  Ala Thr Lys Glu Gln  Leu Lys Ala  
    1040                 1045                 1050              
 
 
Val Met  Asp Asp Phe Ala Ala  Phe Val Glu Lys Cys  Cys Lys Ala  
    1055                 1060                 1065              
 
 
Asp Asp  Lys Glu Thr Cys Phe  Ala Glu Glu Gly Lys  Lys Leu Val  



    1070                 1075                 1080              
 
 
Ala Ala  Ser Gln Ala Ala Leu  Gly Leu Asp Tyr His  His His His  
    1085                 1090                 1095              
 
 
His His   
    1100  
 
 
<210>  2223 
<211>  717 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 CC x I2C-GS-D3HSA 
 
<400>  2223 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 



 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Cys Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 



 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Pro Gly Gly Gly Gly Ser Glu Glu Pro Gln Asn  
            500                 505                 510          
 
 
Leu Ile Lys Gln Asn Cys Glu Leu Phe Glu Gln Leu Gly Glu Tyr Lys  
        515                 520                 525              
 
 
Phe Gln Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gln Val  
    530                 535                 540                  
 
 
Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly  
545                 550                 555                 560  
 
 
Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu  
                565                 570                 575      
 
 
Asp Tyr Leu Ser Val Val Leu Asn Gln Leu Cys Val Leu His Glu Lys  
            580                 585                 590          
 
 
Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val  
        595                 600                 605              
 
 
Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val  
    610                 615                 620                  
 
 
Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp Ile Cys  
625                 630                 635                 640  
 
 
Thr Leu Ser Glu Lys Glu Arg Gln Ile Lys Lys Gln Thr Ala Leu Val  
                645                 650                 655      
 
 
Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gln Leu Lys Ala  
            660                 665                 670          
 
 
Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp  
        675                 680                 685              
 



 
Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala  
    690                 695                 700                  
 
 
Ser Gln Ala Ala Leu Gly Leu His His His His His His  
705                 710                 715          
 
 
<210>  2224 
<211>  727 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 CC x I2C-3GS-D3HSA 
 
<400>  2224 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  



            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Cys Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  



        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Pro Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser  
            500                 505                 510          
 
 
Gly Gly Gly Gly Ser Glu Glu Pro Gln Asn Leu Ile Lys Gln Asn Cys  
        515                 520                 525              
 
 
Glu Leu Phe Glu Gln Leu Gly Glu Tyr Lys Phe Gln Asn Ala Leu Leu  
    530                 535                 540                  
 
 
Val Arg Tyr Thr Lys Lys Val Pro Gln Val Ser Thr Pro Thr Leu Val  
545                 550                 555                 560  
 
 
Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His  
                565                 570                 575      
 
 
Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val  
            580                 585                 590          
 
 
Leu Asn Gln Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg  
        595                 600                 605              
 
 
Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe  
    610                 615                 620                  
 
 
Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala  
625                 630                 635                 640  
 
 
Glu Thr Phe Thr Phe His Ala Asp Ile Cys Thr Leu Ser Glu Lys Glu  
                645                 650                 655      
 
 
Arg Gln Ile Lys Lys Gln Thr Ala Leu Val Glu Leu Val Lys His Lys  
            660                 665                 670          
 
 
Pro Lys Ala Thr Lys Glu Gln Leu Lys Ala Val Met Asp Asp Phe Ala  
        675                 680                 685              
 
 
Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe  



    690                 695                 700                  
 
 
Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gln Ala Ala Leu Gly  
705                 710                 715                 720  
 
 
Leu His His His His His His  
                725          
 
 
<210>  2225 
<211>  742 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 CC x I2C-GS-D3HSA-156 
 
<400>  2225 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 



 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Cys Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 



 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Pro Gly Gly Gly Gly Ser Glu Glu Pro Gln Asn  
            500                 505                 510          
 
 
Leu Ile Lys Gln Asn Cys Glu Leu Phe Glu Gln Leu Gly Glu Tyr Lys  
        515                 520                 525              
 
 
Phe Gln Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gln Val  
    530                 535                 540                  
 
 
Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly  
545                 550                 555                 560  
 
 
Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu  
                565                 570                 575      
 
 
Asp Tyr Leu Ser Val Val Leu Asn Gln Leu Cys Val Leu His Glu Lys  
            580                 585                 590          
 
 
Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val  
        595                 600                 605              
 
 
Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val  
    610                 615                 620                  
 
 
Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp Ile Cys  
625                 630                 635                 640  
 
 
Thr Leu Ser Glu Lys Glu Arg Gln Ile Lys Lys Gln Thr Ala Leu Val  
                645                 650                 655      
 
 
Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gln Leu Lys Ala  
            660                 665                 670          
 
 
Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp  
        675                 680                 685              
 



 
Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala  
    690                 695                 700                  
 
 
Ser Gln Ala Ala Leu Gly Leu Gly Gly Gly Gly Ser Gly Gly Gly Ser  
705                 710                 715                 720  
 
 
Arg Asp Trp Asp Phe Asp Val Phe Gly Gly Gly Thr Pro Val Gly Gly  
                725                 730                 735      
 
 
His His His His His His  
            740          
 
 
<210>  2226 
<211>  752 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 CC x I2C-3GS-D3HSA-156 
 
<400>  2226 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  



145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Cys Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  



                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Pro Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser  
            500                 505                 510          
 
 
Gly Gly Gly Gly Ser Glu Glu Pro Gln Asn Leu Ile Lys Gln Asn Cys  
        515                 520                 525              
 
 
Glu Leu Phe Glu Gln Leu Gly Glu Tyr Lys Phe Gln Asn Ala Leu Leu  
    530                 535                 540                  
 
 
Val Arg Tyr Thr Lys Lys Val Pro Gln Val Ser Thr Pro Thr Leu Val  
545                 550                 555                 560  
 
 
Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His  
                565                 570                 575      
 
 
Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val  
            580                 585                 590          
 
 
Leu Asn Gln Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg  
        595                 600                 605              
 
 
Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe  
    610                 615                 620                  
 
 
Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala  
625                 630                 635                 640  
 
 
Glu Thr Phe Thr Phe His Ala Asp Ile Cys Thr Leu Ser Glu Lys Glu  
                645                 650                 655      
 
 
Arg Gln Ile Lys Lys Gln Thr Ala Leu Val Glu Leu Val Lys His Lys  



            660                 665                 670          
 
 
Pro Lys Ala Thr Lys Glu Gln Leu Lys Ala Val Met Asp Asp Phe Ala  
        675                 680                 685              
 
 
Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe  
    690                 695                 700                  
 
 
Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gln Ala Ala Leu Gly  
705                 710                 715                 720  
 
 
Leu Gly Gly Gly Gly Ser Gly Gly Gly Ser Arg Asp Trp Asp Phe Asp  
                725                 730                 735      
 
 
Val Phe Gly Gly Gly Thr Pro Val Gly Gly His His His His His His  
            740                 745                 750          
 
 
<210>  2227 
<211>  744 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 CC x I2C-GS-D3HSA-21 
 
<400>  2227 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  
            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 



 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Cys Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  
        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 



 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Pro Gly Gly Gly Gly Ser Glu Glu Pro Gln Asn  
            500                 505                 510          
 
 
Leu Ile Lys Gln Asn Cys Glu Leu Phe Glu Gln Leu Gly Glu Tyr Lys  
        515                 520                 525              
 
 
Phe Gln Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gln Val  
    530                 535                 540                  
 
 
Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly  
545                 550                 555                 560  
 
 
Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu  
                565                 570                 575      
 
 
Asp Tyr Leu Ser Val Val Leu Asn Gln Leu Cys Val Leu His Glu Lys  
            580                 585                 590          
 
 
Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val  
        595                 600                 605              
 
 
Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val  
    610                 615                 620                  
 
 
Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp Ile Cys  
625                 630                 635                 640  
 



 
Thr Leu Ser Glu Lys Glu Arg Gln Ile Lys Lys Gln Thr Ala Leu Val  
                645                 650                 655      
 
 
Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gln Leu Lys Ala  
            660                 665                 670          
 
 
Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp  
        675                 680                 685              
 
 
Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala  
    690                 695                 700                  
 
 
Ser Gln Ala Ala Leu Gly Leu Gly Gly Gly Gly Ser Gly Gly Gly Ser  
705                 710                 715                 720  
 
 
Arg Leu Ile Glu Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp Glu  
                725                 730                 735      
 
 
Asp Asp His His His His His His  
            740                  
 
 
<210>  2228 
<211>  754 
<212>  БЕЛОК 
<213>  искусственная 
 
<220> 
<223>  CDH19 14302 CC x I2C-3GS-D3HSA-21 
 
<400>  2228 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Cys Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Phe Ile Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Asp Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Ala Gly Ile Ile Gly Thr Ile Gly Tyr Tyr Tyr Gly Met  



            100                 105                 110          
 
 
Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly  
        115                 120                 125              
 
 
Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Tyr Glu Leu  
    130                 135                 140                  
 
 
Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln Thr Ala Ser Ile  
145                 150                 155                 160  
 
 
Thr Cys Ser Gly Asp Arg Leu Gly Glu Lys Tyr Thr Ser Trp Tyr Gln  
                165                 170                 175      
 
 
Gln Arg Pro Gly Gln Ser Pro Leu Leu Val Ile Tyr Gln Asp Thr Lys  
            180                 185                 190          
 
 
Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser Asn Ser Gly Asn  
        195                 200                 205              
 
 
Thr Ala Thr Leu Thr Ile Ser Gly Thr Gln Ala Met Asp Glu Ala Asp  
    210                 215                 220                  
 
 
Tyr Tyr Cys Gln Ala Trp Glu Ser Ser Thr Val Val Phe Gly Cys Gly  
225                 230                 235                 240  
 
 
Thr Lys Leu Thr Val Leu Ser Gly Gly Gly Gly Ser Glu Val Gln Leu  
                245                 250                 255      
 
 
Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu  
            260                 265                 270          
 
 
Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp  
        275                 280                 285              
 
 
Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg  
    290                 295                 300                  
 
 
Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp  
305                 310                 315                 320  
 
 
Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Ala Tyr Leu Gln  
                325                 330                 335      
 
 
Met Asn Asn Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg  
            340                 345                 350          
 
 
His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr Trp Gly  



        355                 360                 365              
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly  
    370                 375                 380                  
 
 
Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr Val Val Thr Gln Glu Pro  
385                 390                 395                 400  
 
 
Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu Thr Cys Gly Ser  
                405                 410                 415      
 
 
Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn Trp Val Gln Gln  
            420                 425                 430          
 
 
Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly Thr Lys Phe Leu  
        435                 440                 445              
 
 
Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu Leu Gly Gly Lys  
    450                 455                 460                  
 
 
Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp Glu Ala Glu Tyr  
465                 470                 475                 480  
 
 
Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe Gly Gly Gly Thr  
                485                 490                 495      
 
 
Lys Leu Thr Val Leu Pro Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser  
            500                 505                 510          
 
 
Gly Gly Gly Gly Ser Glu Glu Pro Gln Asn Leu Ile Lys Gln Asn Cys  
        515                 520                 525              
 
 
Glu Leu Phe Glu Gln Leu Gly Glu Tyr Lys Phe Gln Asn Ala Leu Leu  
    530                 535                 540                  
 
 
Val Arg Tyr Thr Lys Lys Val Pro Gln Val Ser Thr Pro Thr Leu Val  
545                 550                 555                 560  
 
 
Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His  
                565                 570                 575      
 
 
Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val  
            580                 585                 590          
 
 
Leu Asn Gln Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg  
        595                 600                 605              
 
 
Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe  



    610                 615                 620                  
 
 
Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala  
625                 630                 635                 640  
 
 
Glu Thr Phe Thr Phe His Ala Asp Ile Cys Thr Leu Ser Glu Lys Glu  
                645                 650                 655      
 
 
Arg Gln Ile Lys Lys Gln Thr Ala Leu Val Glu Leu Val Lys His Lys  
            660                 665                 670          
 
 
Pro Lys Ala Thr Lys Glu Gln Leu Lys Ala Val Met Asp Asp Phe Ala  
        675                 680                 685              
 
 
Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe  
    690                 695                 700                  
 
 
Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gln Ala Ala Leu Gly  
705                 710                 715                 720  
 
 
Leu Gly Gly Gly Gly Ser Gly Gly Gly Ser Arg Leu Ile Glu Asp Ile  
                725                 730                 735      
 
 
Cys Leu Pro Arg Trp Gly Cys Leu Trp Glu Asp Asp His His His His  
            740                 745                 750          
 
 
His His  
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