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<210> 1 
<211> 5302 
<212> ДНК 
<213> Парвовирус свиней 5B 
 
<400> 1 
gcttcaagtc tattaatttg cataatttat gcaaagagga agttaacctg attggtcagt       60 
 
tttttggcgg gaagcaattt gattggacgg gaactcaagt cctaatttgc attgacgtgg      120 
 
accaatcaga attgagtaca tattatataa ggaggccgaa aaagaggaag tttgtcattt      180 
 
gcgttttgga gaccatcgcg agcagaactc cgtcgttttc ggcctgtatt tgaagatgga      240 
 
aacctactgg acaggtattt gcagactttt tcctgatgtt ttaaaaatac ctggtgttta      300 
 
tgaaggacgc tatatttttg aagttcctgt ttctaccaga gactttatga aatggcctga      360 
 
tatatttcaa aatgaaaaaa ataatgaaaa ctgtgagtct ggcgcggcgc ctgcggcgcc      420 
 
gcgcgatgaa attgacagta atctagtaac ggctgttaga caaggggagg ctctatttag      480 
 
agagcttcaa aaagaactta gaaaatcctg tagattagga gtagatcctg gcattttcat      540 
 
gcaattggaa agagttgact caaaaggtgg cttacatttg cattggtgtg tgtctgtgtc      600 
 
cgctggtacc ccgcgagatg ttttaactat attcaaaaat acagaaaaaa aagtttcatt      660 
 
atattacttt ggtgttgagg gacttagctt ttttgtgcca cacaaaaata aacacggagc      720 
 
atggaaaagc acagatgaag ggtttattta taattatttg ctaaaaaaac taccactgaa      780 
 
agaatgtctt tatgcatgga ctacaattgg aggtacaata ggtgaagcct gtttaaatac      840 
 
agaaaaaaga aaagaactat tagataatag acaagatcca gcagttattg aagaattatc      900 
 
tgctcccatg tacaaatgtg ccactggaga aaaaatgcta gacattgtac agtggttggt      960 
 
agacaataat atttgttctg aatccagatg ggagggaaaa aatgctctaa gcttatactc     1020 
 
attcttagcc acacaagctg gaggatatat ggcaaaacaa tgcttgagaa tcgctcagca     1080 
 
aaaattacta aaagaaaaat cactagggtt aaccttaatg gattttaaaa acatggatgc     1140 
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tttaagagct ttccaacaaa gtgacatgga gtgctcattc gatcataaca gaatacatta     1200 
 
catttttgca gctaacaact atgatcctaa aattgctgca gttataatgt ttcactggag     1260 
 
catgaaacaa acgggaaaaa gaaactgtgt atggttttac ggtcctgcta caacaggaaa     1320 
 
aacaaatatt gcacaggcaa tctgccatag ctcagctaat tatggcaatg ttaactggaa     1380 
 
caatccaaat tttccttttc aagatattgt aggagctcag gtagggtggt gggaagaagg     1440 
 
gaaaatgaca ggagacatgg tagaagctgc aaaagctttg ctggggggaa ctgctttgcg     1500 
 
catcgaccgc aaatgtatgc aatctgttga agtcaacagt ccaccgttta ttataacatc     1560 
 
gaatgtggac atgaccgtgg ttcaagaagg aagttttgta agctttgaac accaacagcc     1620 
 
gttagaggac aggatgataa aattttcatt taacctgaca ctacctggaa actttggtct     1680 
 
gattacaact gaagaagtga aatctttttt ccggatgggt gcaaaacttt cagttaaacc     1740 
 
tgaaatcatg aattgccaaa ttttcaaaag aggacctgcc agcatccgcc acctagttcc     1800 
 
tcttggagaa attcctccac caaaggagat gcataaaaaa cgacagccac tctatttgag     1860 
 
agctgaacca gatgaagaac aagaaacacc agacgtcttg gatcattggt ttgaagaacc     1920 
 
aagtcaaaaa agaaagaaga cagaagaccc tgcaaacacg acacctcctg cggcttatga     1980 
 
gaatttagat gacaactttg aacctgttcc aggtaagaat tttgcattta tcatttttta     2040 
 
atgttccaaa acaatagagc aaactggtga tatgtgcata attcttacag atagccaagt     2100 
 
gaacctgata tttgacgtgg tctacgaaga gacaccagag gtggacgaag tggaggaaca     2160 
 
atgagcttta gtgggtattc taaaaatctc cccccgggtt tagaggaagt tacattccca     2220 
 
ttttgggttg attttttgct tgccagaata gctgatttta ttaattggtg tgggtattat     2280 
 
aatattaaat gtccagaagc agaaaaggta tttagtattg gacaatctac acaggtttta     2340 
 
cttaaatggc cgggtgcaca gggaaaagaa aaccgagtta agaactttac cgaagctgcg     2400 
 
tttccatata tgaaagtacc tgtgagacca gacaacattg aatggattaa aatccatgag     2460 
 
atgctacata attatgatag acaaataaca ccgcagacaa ctgagaatga tttacttgca     2520 
 
gctatcactg ctgacttcga tcagagagag atcatccatc cagtcaccgg cgagaaatgg     2580 
 
gttttcggta agaaaacaga agcttttgct actgatttgg aagaagccgt ggatgaagaa     2640 
 
gatcctgata cagagaaaaa acaacctact gataaaacac aaagtaataa caagaaaggg     2700 
 
gaaattggtg aaaagaaaga agaaggtgat acccttacgt caaatgagga acatcaccaa     2760 
 
tcaagaaaac tattagaaca cgactcaagc gaagaacaac cagaagaagc tggtcaccga     2820 
 
gaacagaaag aactagaaga caatattgaa gacatcaaac atggagcggg agaagaccaa     2880 
 
accggaaccg gtatcaactg gccaggacat cgctacacag gtcctggaaa tccactccct     2940 
 
cacggagctc ctcgcaatga aattgatctc tctgctgcga aacatgatat caggtacaaa     3000 
 
caatattctc gatatggtca ctggccatac atttgggcgc catatattga taaaaaaatg     3060 
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caagaagata ttagagagat agtaaaaaaa ggtttaggat tagaaggtaa acttttaggt     3120 
 
aaccttatat cagctttatg gcaagcaaaa tacagattag gagccccgat atatgaaatt     3180 
 
ttaaaaacaa ttttaccccc gaaaagtatg cctactaaag aatctgtaga aaaacattta     3240 
 
ccaaaacctt tgcccattga tcctccacag acatccttac caggtgcatc tcctcctcga     3300 
 
actcctgact tgggtggcga gactggaatg aatgaagagc ctccagcaaa aagaagaatg     3360 
 
acagaagaca gatgtgacag caccacaagg tgcgaaacat tggacacaca atatgaggat     3420 
 
tctaaaatgg cgggaggggg tgggggggga gggaatcaac ctaaaagttc ttggattggg     3480 
 
ggggctttct ttactgatac gacggttact acttatggta ctagaaggtg tgtgcttagc     3540 
 
tcttttccgc ataactactg caccacagag agcggggatc atatacctag ccttgttgtc     3600 
 
tgtactccat ggtactatta tgatcttaac attctatcag ctcatttctc tccctctgct     3660 
 
tggcaaacgc ttttagaaga gtatgatgct tttaaacctt taaaattgga agttaaaatt     3720 
 
aaagagatag ttgttaaaga tgttaataat atgacaggga aacaatgctg tgacacagtt     3780 
 
tctgacaatg ccatggctgc agtgctgtgt tttgaggata cacattacga gctgccatat     3840 
 
gttttgggag ggggacagct aacagtgcct ggtcatcttc caggacaaac ttatgaactt     3900 
 
ccaaaatact gctatagaac tgtgggaaaa ccgcatagcg agatgtggtc acctgtagat     3960 
 
ggttccaaaa gagcccactt agacatgcct tttgttcagc caacacagaa cactgagttc     4020 
 
tttattttag agaacagaca ctctaccatc cttcacacag gcaatgaatt ctttcaaacc     4080 
 
tatgactttc cagatttaca ttttgagcag ctaacacagt acatgtggga cgcgaggaga     4140 
 
cttgacaatc caatgaaagg tcaaagaata caggttatga aaaacaaacc tacagaaaac     4200 
 
aaagatcaaa tgtttggtat cagagcttcg agttacctcg ttccctggat tgtcaactct     4260 
 
ctaaacagac ctgctatgtt tttacaagga ggaagattaa aagacgggga ttattccatt     4320 
 
gttgggcctg ggaccagaga acaggcgaca taccactact ttaatgatac acctgtcgtg     4380 
 
gttgaaagag atatttacaa atttacaact agtatgctta aaagagaaac tcaacagcca     4440 
 
ggaccgagaa cacaggaaac aacggtaaaa acacctgatg ggaccataat tataacaact     4500 
 
aacagtttag cgtatggaca ggtgcctgaa aacattgata acataccgag tgatcacaaa     4560 
 
gccgctttcg gggttacagg gtacaggctt gctgtcgctg aacagagagg gtatagcaca     4620 
 
cctggaatgc cttctcatat aagggagata ttattgacaa aaacaccgaa actattagaa     4680 
 
aaagatcagc aagaaatcac atttccaaac tttgaagggt ctgtcagcga aaaaacttcc     4740 
 
gctaatctag agtctcagat ttgggcttat atccctaaca ctgataacaa acataactgc     4800 
 
ggaacgcccc ctttatctat atggggaatg gaaaatcctc cacctatggt ttttttgagg     4860 
 
ttactccctc aactgggacc ccctgaaaaa tccagctgtt ctggaagcaa accttctaaa     4920 
 
aagttcttga atcagtactg ccaattttta ctggaatata ctgtaacatg ggctgttgtg     4980 
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aggcgaaaga aacatactcc gaggtggaac cctatgccgg gggtcacaat tccaacttat     5040 
 
aacaacgatc ctgtgtacat ccttgaccaa aatggatttt ataaattgcc agaaactgtt     5100 
 
tggacagcaa agcaacgtgt tagagcgcga agataataaa aaaaaatttg agaaaaaaaa     5160 
 
agttacttcc tctttttttt tgaatttgaa aagcgccagg cctctcgccg gtcgcccctg     5220 
 
acgtcacatc cgcttccggg tcaaagggcg gggtcaaagg tcaaaggtct tcatacgtca     5280 
 
tatccgcttc cgggtcatga cc                                              5302 
 
 
<210> 2 
<211> 601 
<212> Белок 
<213> Парвовирус свиней 5B 
 
<400> 2 
Met Glu Thr Tyr Trp Thr Gly Ile Cys Arg Leu Phe Pro Asp Val Leu  
1               5                   10                  15       
 
 
Lys Ile Pro Gly Val Tyr Glu Gly Arg Tyr Ile Phe Glu Val Pro Val  
            20                  25                  30           
 
 
Ser Thr Arg Asp Phe Met Lys Trp Pro Asp Ile Phe Gln Asn Glu Lys  
        35                  40                  45               
 
 
Asn Asn Glu Asn Cys Glu Ser Gly Ala Ala Pro Ala Ala Pro Arg Asp  
    50                  55                  60                   
 
 
Glu Ile Asp Ser Asn Leu Val Thr Ala Val Arg Gln Gly Glu Ala Leu  
65                  70                  75                  80   
 
 
Phe Arg Glu Leu Gln Lys Glu Leu Arg Lys Ser Cys Arg Leu Gly Val  
                85                  90                  95       
 
 
Asp Pro Gly Ile Phe Met Gln Leu Glu Arg Val Asp Ser Lys Gly Gly  
            100                 105                 110          
 
 
Leu His Leu His Trp Cys Val Ser Val Ser Ala Gly Thr Pro Arg Asp  
        115                 120                 125              
 
 
Val Leu Thr Ile Phe Lys Asn Thr Glu Lys Lys Val Ser Leu Tyr Tyr  
    130                 135                 140                  
 
 
Phe Gly Val Glu Gly Leu Ser Phe Phe Val Pro His Lys Asn Lys His  
145                 150                 155                 160  
 
 
Gly Ala Trp Lys Ser Thr Asp Glu Gly Phe Ile Tyr Asn Tyr Leu Leu  
                165                 170                 175      
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Lys Lys Leu Pro Leu Lys Glu Cys Leu Tyr Ala Trp Thr Thr Ile Gly  
            180                 185                 190          
 
 
Gly Thr Ile Gly Glu Ala Cys Leu Asn Thr Glu Lys Arg Lys Glu Leu  
        195                 200                 205              
 
 
Leu Asp Asn Arg Gln Asp Pro Ala Val Ile Glu Glu Leu Ser Ala Pro  
    210                 215                 220                  
 
 
Met Tyr Lys Cys Ala Thr Gly Glu Lys Met Leu Asp Ile Val Gln Trp  
225                 230                 235                 240  
 
 
Leu Val Asp Asn Asn Ile Cys Ser Glu Ser Arg Trp Glu Gly Lys Asn  
                245                 250                 255      
 
 
Ala Leu Ser Leu Tyr Ser Phe Leu Ala Thr Gln Ala Gly Gly Tyr Met  
            260                 265                 270          
 
 
Ala Lys Gln Cys Leu Arg Ile Ala Gln Gln Lys Leu Leu Lys Glu Lys  
        275                 280                 285              
 
 
Ser Leu Gly Leu Thr Leu Met Asp Phe Lys Asn Met Asp Ala Leu Arg  
    290                 295                 300                  
 
 
Ala Phe Gln Gln Ser Asp Met Glu Cys Ser Phe Asp His Asn Arg Ile  
305                 310                 315                 320  
 
 
His Tyr Ile Phe Ala Ala Asn Asn Tyr Asp Pro Lys Ile Ala Ala Val  
                325                 330                 335      
 
 
Ile Met Phe His Trp Ser Met Lys Gln Thr Gly Lys Arg Asn Cys Val  
            340                 345                 350          
 
 
Trp Phe Tyr Gly Pro Ala Thr Thr Gly Lys Thr Asn Ile Ala Gln Ala  
        355                 360                 365              
 
 
Ile Cys His Ser Ser Ala Asn Tyr Gly Asn Val Asn Trp Asn Asn Pro  
    370                 375                 380                  
 
 
Asn Phe Pro Phe Gln Asp Ile Val Gly Ala Gln Val Gly Trp Trp Glu  
385                 390                 395                 400  
 
 
Glu Gly Lys Met Thr Gly Asp Met Val Glu Ala Ala Lys Ala Leu Leu  
                405                 410                 415      
 
 
Gly Gly Thr Ala Leu Arg Ile Asp Arg Lys Cys Met Gln Ser Val Glu  
            420                 425                 430          
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Val Asn Ser Pro Pro Phe Ile Ile Thr Ser Asn Val Asp Met Thr Val  
        435                 440                 445              
 
 
Val Gln Glu Gly Ser Phe Val Ser Phe Glu His Gln Gln Pro Leu Glu  
    450                 455                 460                  
 
 
Asp Arg Met Ile Lys Phe Ser Phe Asn Leu Thr Leu Pro Gly Asn Phe  
465                 470                 475                 480  
 
 
Gly Leu Ile Thr Thr Glu Glu Val Lys Ser Phe Phe Arg Met Gly Ala  
                485                 490                 495      
 
 
Lys Leu Ser Val Lys Pro Glu Ile Met Asn Cys Gln Ile Phe Lys Arg  
            500                 505                 510          
 
 
Gly Pro Ala Ser Ile Arg His Leu Val Pro Leu Gly Glu Ile Pro Pro  
        515                 520                 525              
 
 
Pro Lys Glu Met His Lys Lys Arg Gln Pro Leu Tyr Leu Arg Ala Glu  
    530                 535                 540                  
 
 
Pro Asp Glu Glu Gln Glu Thr Pro Asp Val Leu Asp His Trp Phe Glu  
545                 550                 555                 560  
 
 
Glu Pro Ser Gln Lys Arg Lys Lys Thr Glu Asp Pro Ala Asn Thr Thr  
                565                 570                 575      
 
 
Pro Pro Ala Ala Tyr Glu Asn Leu Asp Asp Asn Phe Glu Pro Val Pro  
            580                 585                 590          
 
 
Gly Lys Asn Phe Ala Phe Ile Ile Phe  
        595                 600      
 
 
<210> 3 
<211> 233 
<212> Белок 
<213> Парвовирус свиней 5B 
 
<400> 3 
Met Ser Phe Ser Gly Tyr Ser Lys Asn Leu Pro Pro Gly Leu Glu Glu  
1               5                   10                  15       
 
 
Val Thr Phe Pro Phe Trp Val Asp Phe Leu Leu Ala Arg Ile Ala Asp  
            20                  25                  30           
 
 
Phe Ile Asn Trp Cys Gly Tyr Tyr Asn Ile Lys Cys Pro Glu Ala Glu  
        35                  40                  45               
 
 
Lys Val Phe Ser Ile Gly Gln Ser Thr Gln Val Leu Leu Lys Trp Pro  
    50                  55                  60                   
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Gly Ala Gln Gly Lys Glu Asn Arg Val Lys Asn Phe Thr Glu Ala Ala  
65                  70                  75                  80   
 
 
Phe Pro Tyr Met Lys Val Pro Val Arg Pro Asp Asn Ile Glu Trp Ile  
                85                  90                  95       
 
 
Lys Ile His Glu Met Leu His Asn Tyr Asp Arg Gln Ile Thr Pro Gln  
            100                 105                 110          
 
 
Thr Thr Glu Asn Asp Leu Leu Ala Ala Ile Thr Ala Asp Phe Asp Gln  
        115                 120                 125              
 
 
Arg Glu Ile Ile His Pro Val Thr Gly Glu Lys Trp Val Phe Gly Lys  
    130                 135                 140                  
 
 
Lys Thr Glu Ala Phe Ala Thr Asp Leu Glu Glu Ala Val Asp Glu Glu  
145                 150                 155                 160  
 
 
Asp Pro Asp Thr Glu Lys Lys Gln Pro Thr Asp Lys Thr Gln Ser Asn  
                165                 170                 175      
 
 
Asn Lys Lys Gly Glu Ile Gly Glu Lys Lys Glu Glu Gly Asp Thr Leu  
            180                 185                 190          
 
 
Thr Ser Asn Glu Glu His His Gln Ser Arg Lys Leu Leu Glu His Asp  
        195                 200                 205              
 
 
Ser Ser Glu Glu Gln Pro Glu Glu Ala Gly His Arg Glu Gln Lys Glu  
    210                 215                 220                  
 
 
Leu Glu Asp Asn Ile Glu Asp Ile Lys  
225                 230              
 
 
<210> 4 
<211> 891 
<212> Белок 
<213> Парвовирус свиней 5B 
 
<400> 4 
Met Leu His Asn Tyr Asp Arg Gln Ile Thr Pro Gln Thr Thr Glu Asn  
1               5                   10                  15       
 
 
Asp Leu Leu Ala Ala Ile Thr Ala Asp Phe Asp Gln Arg Glu Ile Ile  
            20                  25                  30           
 
 
His Pro Val Thr Gly Glu Lys Trp Val Phe Gly Lys Lys Thr Glu Ala  
        35                  40                  45               
 
 



 8

Phe Ala Thr Asp Leu Glu Glu Ala Val Asp Glu Glu Asp Pro Asp Thr  
    50                  55                  60                   
 
 
Glu Lys Lys Gln Pro Thr Asp Lys Thr Gln Ser Asn Asn Lys Lys Gly  
65                  70                  75                  80   
 
 
Glu Ile Gly Glu Lys Lys Glu Glu Gly Asp Thr Leu Thr Ser Asn Glu  
                85                  90                  95       
 
 
Glu His His Gln Ser Arg Lys Leu Leu Glu His Asp Ser Ser Glu Glu  
            100                 105                 110          
 
 
Gln Pro Glu Glu Ala Gly His Arg Glu Gln Lys Glu Leu Glu Asp Asn  
        115                 120                 125              
 
 
Ile Glu Asp Ile Lys His Gly Ala Gly Glu Asp Gln Thr Gly Thr Gly  
    130                 135                 140                  
 
 
Ile Asn Trp Pro Gly His Arg Tyr Thr Gly Pro Gly Asn Pro Leu Pro  
145                 150                 155                 160  
 
 
His Gly Ala Pro Arg Asn Glu Ile Asp Leu Ser Ala Ala Lys His Asp  
                165                 170                 175      
 
 
Ile Arg Tyr Lys Gln Tyr Ser Arg Tyr Gly His Trp Pro Tyr Ile Trp  
            180                 185                 190          
 
 
Ala Pro Tyr Ile Asp Lys Lys Met Gln Glu Asp Ile Arg Glu Ile Val  
        195                 200                 205              
 
 
Lys Lys Gly Leu Gly Leu Glu Gly Lys Leu Leu Gly Asn Leu Ile Ser  
    210                 215                 220                  
 
 
Ala Leu Trp Gln Ala Lys Tyr Arg Leu Gly Ala Pro Ile Tyr Glu Ile  
225                 230                 235                 240  
 
 
Leu Lys Thr Ile Leu Pro Pro Lys Ser Met Pro Thr Lys Glu Ser Val  
                245                 250                 255      
 
 
Glu Lys His Leu Pro Lys Pro Leu Pro Ile Asp Pro Pro Gln Thr Ser  
            260                 265                 270          
 
 
Leu Pro Gly Ala Ser Pro Pro Arg Thr Pro Asp Leu Gly Gly Glu Thr  
        275                 280                 285              
 
 
Gly Met Asn Glu Glu Pro Pro Ala Lys Arg Arg Met Thr Glu Asp Arg  
    290                 295                 300                  
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Cys Asp Ser Thr Thr Arg Cys Glu Thr Leu Asp Thr Gln Tyr Glu Asp  
305                 310                 315                 320  
 
 
Ser Lys Met Ala Gly Gly Gly Gly Gly Gly Gly Asn Gln Pro Lys Ser  
                325                 330                 335      
 
 
Ser Trp Ile Gly Gly Ala Phe Phe Thr Asp Thr Thr Val Thr Thr Tyr  
            340                 345                 350          
 
 
Gly Thr Arg Arg Cys Val Leu Ser Ser Phe Pro His Asn Tyr Cys Thr  
        355                 360                 365              
 
 
Thr Glu Ser Gly Asp His Ile Pro Ser Leu Val Val Cys Thr Pro Trp  
    370                 375                 380                  
 
 
Tyr Tyr Tyr Asp Leu Asn Ile Leu Ser Ala His Phe Ser Pro Ser Ala  
385                 390                 395                 400  
 
 
Trp Gln Thr Leu Leu Glu Glu Tyr Asp Ala Phe Lys Pro Leu Lys Leu  
                405                 410                 415      
 
 
Glu Val Lys Ile Lys Glu Ile Val Val Lys Asp Val Asn Asn Met Thr  
            420                 425                 430          
 
 
Gly Lys Gln Cys Cys Asp Thr Val Ser Asp Asn Ala Met Ala Ala Val  
        435                 440                 445              
 
 
Leu Cys Phe Glu Asp Thr His Tyr Glu Leu Pro Tyr Val Leu Gly Gly  
    450                 455                 460                  
 
 
Gly Gln Leu Thr Val Pro Gly His Leu Pro Gly Gln Thr Tyr Glu Leu  
465                 470                 475                 480  
 
 
Pro Lys Tyr Cys Tyr Arg Thr Val Gly Lys Pro His Ser Glu Met Trp  
                485                 490                 495      
 
 
Ser Pro Val Asp Gly Ser Lys Arg Ala His Leu Asp Met Pro Phe Val  
            500                 505                 510          
 
 
Gln Pro Thr Gln Asn Thr Glu Phe Phe Ile Leu Glu Asn Arg His Ser  
        515                 520                 525              
 
 
Thr Ile Leu His Thr Gly Asn Glu Phe Phe Gln Thr Tyr Asp Phe Pro  
    530                 535                 540                  
 
 
Asp Leu His Phe Glu Gln Leu Thr Gln Tyr Met Trp Asp Ala Arg Arg  
545                 550                 555                 560  
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Leu Asp Asn Pro Met Lys Gly Gln Arg Ile Gln Val Met Lys Asn Lys  
                565                 570                 575      
 
 
Pro Thr Glu Asn Lys Asp Gln Met Phe Gly Ile Arg Ala Ser Ser Tyr  
            580                 585                 590          
 
 
Leu Val Pro Trp Ile Val Asn Ser Leu Asn Arg Pro Ala Met Phe Leu  
        595                 600                 605              
 
 
Gln Gly Gly Arg Leu Lys Asp Gly Asp Tyr Ser Ile Val Gly Pro Gly  
    610                 615                 620                  
 
 
Thr Arg Glu Gln Ala Thr Tyr His Tyr Phe Asn Asp Thr Pro Val Val  
625                 630                 635                 640  
 
 
Val Glu Arg Asp Ile Tyr Lys Phe Thr Thr Ser Met Leu Lys Arg Glu  
                645                 650                 655      
 
 
Thr Gln Gln Pro Gly Pro Arg Thr Gln Glu Thr Thr Val Lys Thr Pro  
            660                 665                 670          
 
 
Asp Gly Thr Ile Ile Ile Thr Thr Asn Ser Leu Ala Tyr Gly Gln Val  
        675                 680                 685              
 
 
Pro Glu Asn Ile Asp Asn Ile Pro Ser Asp His Lys Ala Ala Phe Gly  
    690                 695                 700                  
 
 
Val Thr Gly Tyr Arg Leu Ala Val Ala Glu Gln Arg Gly Tyr Ser Thr  
705                 710                 715                 720  
 
 
Pro Gly Met Pro Ser His Ile Arg Glu Ile Leu Leu Thr Lys Thr Pro  
                725                 730                 735      
 
 
Lys Leu Leu Glu Lys Asp Gln Gln Glu Ile Thr Phe Pro Asn Phe Glu  
            740                 745                 750          
 
 
Gly Ser Val Ser Glu Lys Thr Ser Ala Asn Leu Glu Ser Gln Ile Trp  
        755                 760                 765              
 
 
Ala Tyr Ile Pro Asn Thr Asp Asn Lys His Asn Cys Gly Thr Pro Pro  
    770                 775                 780                  
 
 
Leu Ser Ile Trp Gly Met Glu Asn Pro Pro Pro Met Val Phe Leu Arg  
785                 790                 795                 800  
 
 
Leu Leu Pro Gln Leu Gly Pro Pro Glu Lys Ser Ser Cys Ser Gly Ser  
                805                 810                 815      
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Lys Pro Ser Lys Lys Phe Leu Asn Gln Tyr Cys Gln Phe Leu Leu Glu  
            820                 825                 830          
 
 
Tyr Thr Val Thr Trp Ala Val Val Arg Arg Lys Lys His Thr Pro Arg  
        835                 840                 845              
 
 
Trp Asn Pro Met Pro Gly Val Thr Ile Pro Thr Tyr Asn Asn Asp Pro  
    850                 855                 860                  
 
 
Val Tyr Ile Leu Asp Gln Asn Gly Phe Tyr Lys Leu Pro Glu Thr Val  
865                 870                 875                 880  
 
 
Trp Thr Ala Lys Gln Arg Val Arg Ala Arg Arg  
                885                 890      
 
 
<210> 5 
<211> 685 
<212> Белок 
<213> Парвовирус свиней 4 
 
<400> 5 
Lys His Gly His Trp Pro His Leu Trp Ala Pro Phe Val Asp Arg Gln  
1               5                   10                  15       
 
 
Met Ser Gln Glu Ile Gln Gln Val Leu Lys Gly Ser Thr Lys Leu Ser  
            20                  25                  30           
 
 
Gln Lys Leu Leu Ala Asn Phe Ile Ile Ala Leu Trp Arg Ala Lys Glu  
        35                  40                  45               
 
 
Lys Ile Gly Ala Pro Ile Tyr Glu Ile Val Lys Gly Val Phe Pro Ser  
    50                  55                  60                   
 
 
Val Asp Lys Lys Thr Val Glu Ser Leu Leu Pro His Pro Asp Pro Ile  
65                  70                  75                  80   
 
 
Pro Ala Pro Pro Ser Ser Pro Gln Arg Gly Ser Lys Arg Ala Ser Pro  
                85                  90                  95       
 
 
Pro Gln Ser Pro Asn Ala His Asp Glu Asp Thr Met Ser Gly His Lys  
            100                 105                 110          
 
 
Arg Gln Lys Thr Met Glu Val Glu Ser Glu Cys Asp Lys Ser Leu Leu  
        115                 120                 125              
 
 
Cys Pro Thr Gln Asn Ala Gly Ala Asp Phe Glu Leu Cys Gly Thr Gly  
    130                 135                 140                  
 
 
Gly Gly Ala Thr Asn Glu Lys Gly Thr Trp Val Gly Gly Thr Gln Phe  
145                 150                 155                 160  
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Thr Asp Thr Ser Ile Arg Thr Phe Gly Thr Arg Arg Cys Val Leu Ser  
                165                 170                 175      
 
 
Ala Phe Pro Asp Thr Tyr Cys Ser Met Met Ser Gly Asp Ala Ile Pro  
            180                 185                 190          
 
 
Ser Ile Ile Phe Asn Thr Pro Trp Tyr Tyr Tyr Asp Leu Asn Ile Met  
        195                 200                 205              
 
 
Ser Cys His Phe Ser Pro Ser Ala Phe Gln Thr Leu Ile Glu Asp Tyr  
    210                 215                 220                  
 
 
Asp Ala Phe Arg Pro Arg Ser Leu Thr Val His Leu Lys Glu Leu Val  
225                 230                 235                 240  
 
 
Ile Lys Asp Val Cys Gln Gln Gln Gly Leu Gln Ala Glu Gln Val Ser  
                245                 250                 255      
 
 
Asp Asn Asn Ser Ala Thr Leu Leu Ala Phe Glu Asp Val Asn Tyr Glu  
            260                 265                 270          
 
 
Leu Pro Tyr Val Leu Gly Gly Gly Gln Val Ser Val Pro Gly His Leu  
        275                 280                 285              
 
 
Pro Gly Gln Pro Tyr Gln Leu Pro Lys Tyr Ser Tyr Arg Thr Val Gly  
    290                 295                 300                  
 
 
Lys Pro Asp Pro Asn Ser Gly Phe Val Pro Gly Arg Asn Thr His Pro  
305                 310                 315                 320  
 
 
Asp Gln Gly Pro Gly His Pro Lys Ala Ser Lys Thr Ile Trp Tyr Ser  
                325                 330                 335      
 
 
Gln Tyr Leu Glu Thr Gln Asp Thr Glu Phe Tyr Ile Leu Glu Asn His  
            340                 345                 350          
 
 
Lys Ala Thr Ile Leu His Ser Gly Asn Thr Phe Ser Gln Asn Tyr Asn  
        355                 360                 365              
 
 
Phe Pro Asp Leu Pro Phe Glu Gln Leu Thr Gln Tyr Met Trp Asp Ala  
    370                 375                 380                  
 
 
Arg Arg Gln Asp Asn Pro Leu Ile Asp Gln Arg Ile Gln Val Met Ser  
385                 390                 395                 400  
 
 
Arg Met Tyr Asp Asp Gly Pro Gln Lys Thr Phe Ala Ile Lys Val Asn  
                405                 410                 415      
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Pro Tyr Ile Val Pro Phe Thr Val Lys Ser Thr Ser Arg Pro Ala Met  
            420                 425                 430          
 
 
Phe Leu Ala Gly Gly Arg Phe Lys Asp Gly Asp Tyr Ser Ile Thr Gly  
        435                 440                 445              
 
 
Pro Gly Asp Arg Glu Lys Thr Ser Phe Arg Tyr Tyr Asn Asp Pro Pro  
    450                 455                 460                  
 
 
Trp Ile Ile Thr Arg Asp Thr Tyr Leu Phe Ser Ser Asp Leu Ala Lys  
465                 470                 475                 480  
 
 
Thr Glu Arg Glu Gln Pro Gly Pro Arg Gln Gly Asp Thr Val Val Arg  
                485                 490                 495      
 
 
Thr Pro Asp Gly Thr Leu Ile Val Thr Thr Asn Ala Leu Ala Tyr Gly  
            500                 505                 510          
 
 
Tyr Thr Thr Glu Tyr Leu Lys Asn Ile Pro Leu Leu Ser Ser Lys Tyr  
        515                 520                 525              
 
 
His Gly Val Glu Asn Phe Arg Leu Ala Val Glu Asn Glu Arg Gly Tyr  
    530                 535                 540                  
 
 
Ser Met Pro Gly His Pro Ser His Ile Arg Glu Thr Leu Phe Arg Gly  
545                 550                 555                 560  
 
 
Lys Leu Pro Ser Glu Ile Arg Glu Ser Thr Ile Lys Ser Glu Asp Gln  
                565                 570                 575      
 
 
Arg Lys Glu Ile Thr Phe Pro Asp Tyr Met Gly Ser Val Asn Glu Lys  
            580                 585                 590          
 
 
Thr Thr Ala Asn Leu Glu Ser Gln Ile Trp Ser Gln Ile Pro Asn Thr  
        595                 600                 605              
 
 
Asp Ile Thr Glu Lys Cys Thr Thr Pro Pro Leu Ser Ile Trp Gly Met  
    610                 615                 620                  
 
 
Lys Asn Pro Pro Pro Met Val Phe Leu Arg Leu Leu Ala Gln Met Gly  
625                 630                 635                 640  
 
 
Pro Pro Arg Arg Ser Ala Cys Ser Gly Ser Ile Pro Ser Asn Thr Tyr  
                645                 650                 655      
 
 
Leu Asn Gln Tyr Cys Gln Phe Leu Leu Thr Tyr Glu Met Glu Trp Asp  
            660                 665                 670          
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Val Ile Lys Arg Thr Arg Lys Thr Val Arg Trp Asn Pro  
        675                 680                 685  
 
 
<210> 6 
<211> 19 
<212> ДНК 
<213> Искусственная последовательность 
 
<220> 
<221> Источник 
<223> /примечание=Описание искусственной последовательности: Синтетический 
      праймер" 
 
<400> 6 
accagagaac aggcgacat                                                    19 
 
 
<210> 7 
<211> 22 
<212> ДНК 
<213> Искусственная последовательность 
 
<220> 
<221> Источник 
<223> /примечание=Описание искусственной последовательности: Синтетический 
      праймер" 
 
<400> 7 
aaacacctga tgggaccata at                                                22 
 
 
<210> 8 
<211> 30 
<212> ДНК 
<213> Искусственная последовательность 
 
<220> 
<221> Источник 
<223> /примечание=Описание искусственной последовательности: Синтетический 
      праймер" 
 
<400> 8 
actcaacagc caggaccgag aacacaggaa                                        30 
 
 
<210> 9 
<211> 33 
<212> ДНК 
<213> Искусственная последовательность 
 
<220> 
<221> Источник 
<223> /примечание=Описание искусственной последовательности: Синтетический 
      праймер" 
 
<400> 9 
ccagatttac attttgagca gctaacacag tac                                    33 
 
 
<210> 10 
<211> 28 
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<212> ДНК 
<213> Искусственная последовательность 
 
<220> 
<221> Источник 
<223> /примечание=Описание искусственной последовательности: Синтетический 
      праймер" 
 
<400> 10 
ggatataagc ccaaatctga gactctag                                          28 
 
 
<210> 11 
<211> 597 
<212> Белок 
<213> Парвовирус свиней 4 
 
<400> 11 
Met Glu Thr Tyr Trp Thr Gly Ile Cys Arg Leu Phe Pro Asp Val Leu  
1               5                   10                  15       
 
 
Lys Ile Pro Gly Val Tyr Glu Gly Arg Tyr Ile Phe Glu Val Pro Ile  
            20                  25                  30           
 
 
Ser Thr Arg Asp Cys Met Lys Trp Pro Asp Ile Phe Gly Asn Glu Asn  
        35                  40                  45               
 
 
Asn Ser Glu Asn Gln Gln Ser Gly Ala Ala Pro Ala Ala Pro Arg Glu  
    50                  55                  60                   
 
 
Asn Leu Asn Ser Asn Leu Val Ile Ala Val Arg Gln Ala Glu Ala Leu  
65                  70                  75                  80   
 
 
Phe Arg Glu Leu Gln Lys Glu Leu Arg Lys Ser Cys Arg Leu Gly Val  
                85                  90                  95       
 
 
Asp Pro Gly Ile Phe Met Gln Leu Glu Glu Val Asp Ser Lys Gly Gly  
            100                 105                 110          
 
 
Leu His Leu His Trp Cys Val Ser Val Ser Ala Gly Thr Pro Arg Asp  
        115                 120                 125              
 
 
Val Leu Thr Ile Phe Lys Asn Thr Glu Lys Lys Val Ser Leu Tyr Tyr  
    130                 135                 140                  
 
 
Phe Gly Val Glu Gly Leu Ser Phe Phe Val Pro His Lys Asn Lys His  
145                 150                 155                 160  
 
 
Gly Ala Trp Lys Ser Thr Asp Glu Gly Phe Ile Tyr Asn Tyr Leu Leu  
                165                 170                 175      
 
 
Lys Lys Leu Pro Leu Lys Glu Cys Leu Tyr Ala Trp Thr Thr Ile Gly  
            180                 185                 190          
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Gly Ala Ile Gly Asp Ala Cys Leu Asn Thr Asp Lys Arg Lys Glu Leu  
        195                 200                 205              
 
 
Leu Asp Asn Arg Gln Asp Pro Ala Val Ile Glu Glu Leu Ser Ala Pro  
    210                 215                 220                  
 
 
Met Tyr Lys Cys Ala Thr Gly Glu Lys Met Leu Asp Ile Val Gln Trp  
225                 230                 235                 240  
 
 
Leu Val Asp Asn Asn Ile Cys Ser Glu Ser Arg Trp Glu Asn Lys Asn  
                245                 250                 255      
 
 
Ala Leu Ser Leu Tyr Ser Phe Leu Ala Thr Gln Ala Gly Gly Tyr Met  
            260                 265                 270          
 
 
Ala Lys Gln Cys Leu Arg Ile Ala Gln Gln Lys Leu Leu Lys Glu Lys  
        275                 280                 285              
 
 
Pro Leu Gly Leu Thr Leu Met Glu Phe Lys Asp Met Asn Ala Leu Arg  
    290                 295                 300                  
 
 
Arg Phe Gln Gln Asp Glu Gly Glu Met Thr Phe Asp Asn Asn Arg Met  
305                 310                 315                 320  
 
 
His Tyr Ile Phe Ala Ile Asn Asn Tyr Asp Pro Lys Ile Ala Ser Val  
                325                 330                 335      
 
 
Ile Met Tyr Phe Trp Ser Met Lys Gln Thr Gly Lys Arg Asn Cys Val  
            340                 345                 350          
 
 
Trp Phe Tyr Gly Pro Ala Thr Thr Gly Lys Thr Asn Met Ala Gln Ala  
        355                 360                 365              
 
 
Ile Cys His Ser Ser Ala Asn Tyr Gly Asn Val Asn Trp Asn Asn Ala  
    370                 375                 380                  
 
 
Asn Phe Pro Phe Gln Asp Ile Val Gly Ala Gln Val Gly Trp Trp Glu  
385                 390                 395                 400  
 
 
Glu Gly Lys Met Thr Gly Asp Met Val Glu Ala Ala Lys Ala Leu Leu  
                405                 410                 415      
 
 
Gly Gly Thr Ala Leu Arg Ile Asp Arg Lys Cys Met Gln Ser Ile Glu  
            420                 425                 430          
 
 
Val Asn Ser Pro Pro Phe Leu Ile Thr Ser Asn Val Asp Met Thr Ile  
        435                 440                 445              
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Val Gln Glu Gly Ser Phe Val Ser Phe Glu His Gln Gln Pro Leu Glu  
    450                 455                 460                  
 
 
Asp Arg Met Ile Lys Phe Ser Phe Asn Met Thr Leu Pro Gly Asn Phe  
465                 470                 475                 480  
 
 
Gly Leu Ile Thr Ser Glu Glu Val Lys Ser Phe Phe Arg Met Gly Ala  
                485                 490                 495      
 
 
Lys Leu Ala Ala Gln Pro Asp Ile Met Asn Cys Pro Ile Phe Lys Lys  
            500                 505                 510          
 
 
Gly Pro Ala Ser Ile Arg His Leu Val Pro Val Gly Glu Ile Pro Pro  
        515                 520                 525              
 
 
Pro Lys Glu Met Lys His Lys Arg Gln Pro Leu Tyr Met Arg Ala Glu  
    530                 535                 540                  
 
 
Pro Asp Glu Ile Gln Asp Asn Pro Glu Glu Leu Asp His Trp Phe Glu  
545                 550                 555                 560  
 
 
Glu Glu Ala Pro Arg Lys Lys Lys Gln Lys Thr Lys Asn Thr Ala Thr  
                565                 570                 575      
 
 
Lys Asn Pro Ala Glu Thr Val Glu Ile Ile Thr Glu Thr Glu Phe Ile  
            580                 585                 590          
 
 
Pro Ala Pro Gly Lys  
        595          
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