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<160> 34 
 
<170> FastSEQ для версии Windows 4.0 
 
<210> 1 
<211> 434 
<212> ПРТ 
<213> Homo sapiens 
 
<400> 1 
Met Ala Glu Pro Arg Gln Glu Phe Glu Val Met Glu Asp His Ala Gly 
 1               5                  10                  15       
Thr Tyr Gly Leu Gly Asp Arg Lys Asp Gln Gly Gly Tyr Thr Met His 
            20                  25                  30           
Gln Asp Gln Glu Gly Asp Thr Asp Ala Gly Leu Lys Glu Ser Pro Leu 
        35                  40                  45               
Gln Thr Thr Glu Asp Gly Ser Glu Glu Pro Gly Ser Glu Thr Ser Asp 
    50                  55                  60                   
Ala Lys Ser Thr Pro Thr Ala Glu Asp Val Thr Ala Pro Leu Val Asp 
65                  70                  75                  80   
Glu Gly Ala Pro Gly Lys Gln Ala Ala Ala Gln Pro His Thr Glu Ile 
                85                  90                  95       
Pro Glu Gly Thr Thr Ala Glu Glu Ala Gly Ile Gly Asp Pro Ser Leu 
            100                 105                 110          
Glu Asp Glu Ala Ala Gly His Val Thr Gln Ala Arg Met Val Ser Lys 
        115                 120                 125              
Ser Lys Asp Gly Thr Gly Ser Asp Asp Lys Lys Ala Lys Gly Ala Asp 
    130                 135                 140                  
Gly Lys Thr Lys Ile Ala Thr Pro Arg Gly Ala Ala Pro Pro Gly Gln 
145                 150                 155                 160  
Lys Gly Gln Ala Asn Ala Thr Arg Pro Ala Lys Thr Pro Pro Ala Pro 
                165                 170                 175      
Lys Thr Pro Pro Ser Ser Gly Glu Pro Pro Lys Ser Gly Asp Arg Ser 
            180                 185                 190          
Gly Tyr Ser Ser Pro Gly Ser Pro Gly Thr Pro Gly Ser Arg Ser Arg 
        195                 200                 205              
Thr Pro Ser Leu Pro Thr Pro Pro Thr Arg Glu Pro Lys Lys Val Ala 
    210                 215                 220                  
Val Val Arg Pro Pro Lys Ser Pro Ser Ser Ala Lys Ser Arg Leu Gln 
225                 230                 235                 240  
Thr Ala Pro Val Pro Met Pro Asp Leu Lys Asn Val Lys Ser Lys Ile 
                245                 250                 255      



Gly Ser Thr Glu Asn Leu Lys His Gln Pro Gly Gly Gly Lys Val Gln 
            260                 265                 270          
Ile Ile Asn Lys Lys Leu Asp Leu Ser Asn Val Gln Ser Lys Gly Ser 
        275                 280                 285              
Lys Asp Asn Ile Lys His Val Pro Gly Gly Gly Ser Val Gln Ile Val 
    290                 295                 300                  
Tyr Lys Pro Val Asp Leu Ser Lys Val Thr Ser Lys Cys Gly Ser Leu 
305                 310                 315                 320  
Gly Asn Ile His His Lys Pro Gly Gly Gly Gln Val Glu Val Lys Ser 
                325                 330                 335      
Glu Lys Leu Asp Phe Lys Asp Arg Val Ser Lys Ile Gly Ser Leu Asp 
            340                 345                 350          
Asn Ile Thr His Val Pro Gly Gly Gly Asn Lys Lys Ile Glu Thr His 
        355                 360                 365              
Lys Leu Thr Phe Arg Glu Asn Ala Lys Ala Lys Thr Asp His Gly Ala 
    370                 375                 380                  
Glu Ile Val Tyr Lys Ser Pro Val Val Ser Gly Asp Thr Ser Pro Arg 
385                 390                 395                 400  
His Leu Ser Asn Ser Ser Thr Gly Ser Ile Asp Met Val Asp Ser Pro 
                405                 410                 415      
Gln Leu Ala Thr Leu Ala Asp Glu Val Ser Ala Ser Leu Ala Lys Gln 
            420                 425                 430          
Gly Leu 
         
 
 
<210> 2 
<211> 406 
<212> ПРТ 
<213> Homo sapiens 
 
<400> 2 
Met Ala Glu Pro Arg Gln Glu Phe Glu Val Met Glu Asp His Ala Gly 
 1               5                  10                  15       
Thr Tyr Gly Leu Gly Asp Arg Lys Asp Gln Gly Gly Tyr Thr Met His 
            20                  25                  30           
Gln Asp Gln Glu Gly Asp Thr Asp Ala Gly Leu Lys Glu Ser Pro Leu 
        35                  40                  45               
Gln Thr Thr Glu Asp Gly Ser Glu Glu Pro Gly Ser Glu Thr Ser Asp 
    50                  55                  60                   
Ala Lys Ser Thr Pro Thr Ala Glu Ala Glu Glu Ala Gly Ile Gly Asp 
65                  70                  75                  80   
Thr Pro Ser Leu Glu Asp Glu Ala Ala Gly His Val Thr Gln Ala Arg 
                85                  90                  95       
Met Val Ser Lys Ser Lys Asp Gly Thr Gly Ser Asp Asp Lys Ala Lys 
            100                 105                 110          
Gly Ala Asp Gly Lys Thr Lys Ile Ala Thr Pro Arg Gly Ala Ala Pro 
        115                 120                 125              
Pro Gly Gln Lys Gly Gln Ala Asn Ala Thr Arg Ile Pro Ala Lys Thr 
    130                 135                 140                  
Pro Pro Ala Pro Lys Thr Pro Pro Ser Ser Gly Glu Pro Pro Lys Ser 
145                 150                 155                 160  
Gly Asp Arg Ser Gly Tyr Ser Ser Gly Ser Pro Gly Thr Pro Gly Ser 
                165                 170                 175      
Arg Ser Arg Thr Pro Ser Leu Pro Thr Pro Pro Thr Arg Glu Pro Lys 
            180                 185                 190          
Lys Val Ala Val Val Arg Thr Pro Pro Lys Ser Pro Ser Ser Ala Lys 
        195                 200                 205              
Ser Arg Leu Gln Thr Ala Pro Val Pro Met Pro Asp Leu Lys Asn Val 
    210                 215                 220                  
Lys Ser Lys Gly Ser Thr Glu Asn Leu Lys His Gln Pro Gly Gly Gly 
225                 230                 235                 240  
Lys Val Gln Ile Ile Asn Lys Lys Leu Asp Leu Ser Asn Val Gln Ser 
                245                 250                 255      



Lys Cys Gly Ser Lys Asp Asn Ile Lys His Val Pro Gly Gly Gly Ser 
            260                 265                 270          
Val Gln Ile Val Tyr Lys Pro Val Asp Leu Ser Lys Val Thr Lys Cys 
        275                 280                 285              
Gly Ser Leu Gly Asn Ile His His Lys Pro Gly Gly Gly Gln Val Glu 
    290                 295                 300                  
Val Lys Ser Glu Lys Leu Asp Phe Lys Asp Arg Val Gln Ser Lys Ile 
305                 310                 315                 320  
Gly Ser Leu Asp Asn Ile Thr His Val Pro Gly Gly Gly Asn Lys Lys 
                325                 330                 335      
Ile Glu Thr His Lys Leu Thr Phe Arg Asn Ala Lys Ala Lys Thr Asp 
            340                 345                 350          
His Gly Ala Glu Ile Val Tyr Lys Ser Pro Val Val Ser Gly Asp Thr 
        355                 360                 365              
Ser Pro Arg His Leu Ser Asn Val Ser Ser Thr Gly Ser Ile Asp Met 
    370                 375                 380                  
Val Asp Ser Pro Gln Leu Ala Thr Leu Ala Asp Glu Val Ser Ala Ser 
385                 390                 395                 400  
Leu Ala Lys Gln Gly Leu 
                405      
 
 
<210> 3 
<211> 377 
<212> ПРТ 
<213> Homo sapiens 
 
<400> 3 
Met Ala Glu Pro Arg Gln Glu Phe Glu Val Met Glu Asp His Ala Gly 
 1               5                  10                  15       
Thr Tyr Gly Leu Gly Asp Arg Lys Asp Gln Gly Gly Tyr Thr Met His 
            20                  25                  30           
Gln Asp Gln Glu Gly Asp Thr Asp Ala Gly Leu Lys Ala Glu Glu Ala 
        35                  40                  45               
Gly Ile Asp Thr Pro Ser Leu Glu Asp Glu Ala Ala Gly His Val Thr 
    50                  55                  60                   
Gln Ala Arg Met Val Ser Lys Ser Lys Asp Gly Thr Gly Ser Asp Asp 
65                  70                  75                  80   
Lys Lys Ala Lys Gly Ala Asp Gly Lys Thr Lys Ile Ala Thr Pro Arg 
                85                  90                  95       
Gly Ala Ala Pro Pro Gly Gln Lys Gly Gln Ala Asn Ala Arg Ile Pro 
            100                 105                 110          
Ala Lys Thr Pro Pro Ala Pro Lys Thr Pro Pro Ser Ser Gly Glu Pro 
        115                 120                 125              
Pro Lys Ser Gly Asp Arg Ser Gly Tyr Ser Ser Pro Gly Ser Pro Gly 
    130                 135                 140                  
Thr Pro Gly Ser Arg Ser Arg Thr Pro Ser Leu Pro Thr Pro Pro Thr 
145                 150                 155                 160  
Arg Glu Pro Lys Lys Val Ala Val Arg Thr Pro Pro Lys Ser Pro Ser 
                165                 170                 175      
Ser Ala Lys Ser Arg Leu Gln Thr Ala Pro Val Pro Met Pro Asp Leu 
            180                 185                 190          
Lys Asn Val Lys Ser Lys Ile Gly Ser Thr Glu Asn Leu Lys His Gln 
        195                 200                 205              
Pro Gly Gly Gly Lys Val Gln Ile Ile Asn Lys Lys Leu Asp Leu Ser 
    210                 215                 220                  
Asn Val Gln Lys Cys Gly Ser Lys Asp Asn Ile Lys His Val Pro Gly 
225                 230                 235                 240  
Gly Gly Ser Val Gln Ile Val Tyr Lys Pro Val Asp Leu Ser Lys Val 
                245                 250                 255      
Thr Ser Lys Cys Gly Ser Leu Gly Asn Ile His His Lys Pro Gly Gly 
            260                 265                 270          
Gly Gln Val Glu Val Lys Ser Glu Lys Leu Asp Phe Lys Asp Val Gln 
        275                 280                 285              



Ser Lys Ile Gly Ser Leu Asp Asn Ile Thr His Val Pro Gly Gly Gly 
    290                 295                 300                  
Asn Lys Lys Ile Glu Thr His Lys Leu Thr Phe Arg Glu Asn Ala Lys 
305                 310                 315                 320  
Ala Lys Thr Asp His Gly Ala Glu Ile Val Tyr Lys Ser Pro Val Val 
                325                 330                 335      
Ser Gly Asp Thr Ser Pro Arg His Leu Asn Val Ser Ser Thr Gly Ser 
            340                 345                 350          
Ile Asp Met Val Asp Ser Pro Gln Leu Ala Thr Leu Ala Asp Glu Val 
        355                 360                 365              
Ser Ala Ser Leu Ala Lys Gln Gly Leu 
    370                 375          
 
 
<210> 4 
<211> 404 
<212> ПРТ 
<213> Homo sapiens 
 
<400> 4 
Met Ala Glu Pro Arg Gln Glu Phe Glu Val Met Glu Asp His Ala Gly 
 1               5                  10                  15       
Thr Tyr Gly Leu Gly Asp Arg Lys Asp Gln Gly Gly Tyr Thr Met His 
            20                  25                  30           
Gln Asp Gln Glu Gly Asp Thr Asp Ala Gly Leu Lys Glu Ser Pro Leu 
        35                  40                  45               
Gln Thr Thr Glu Asp Gly Ser Glu Glu Pro Gly Ser Glu Thr Ser Asp 
    50                  55                  60                   
Ala Lys Ser Thr Pro Thr Ala Glu Asp Val Thr Ala Pro Leu Val Asp 
65                  70                  75                  80   
Glu Gly Ala Pro Gly Lys Gln Ala Ala Ala Gln Pro His Thr Glu Ile 
                85                  90                  95       
Pro Glu Gly Thr Thr Ala Glu Glu Ala Gly Ile Gly Asp Pro Ser Leu 
            100                 105                 110          
Glu Asp Glu Ala Ala Gly His Val Thr Gln Ala Arg Met Val Ser Lys 
        115                 120                 125              
Ser Lys Asp Gly Thr Gly Ser Asp Asp Lys Lys Ala Lys Gly Ala Asp 
    130                 135                 140                  
Gly Lys Thr Lys Ile Ala Thr Pro Arg Gly Ala Ala Pro Pro Gly Gln 
145                 150                 155                 160  
Lys Gly Gln Ala Asn Ala Thr Arg Pro Ala Lys Thr Pro Pro Ala Pro 
                165                 170                 175      
Lys Thr Pro Pro Ser Ser Gly Glu Pro Pro Lys Ser Gly Asp Arg Ser 
            180                 185                 190          
Gly Tyr Ser Ser Pro Gly Ser Pro Gly Thr Pro Gly Ser Arg Ser Arg 
        195                 200                 205              
Thr Pro Ser Leu Pro Thr Pro Pro Thr Arg Glu Pro Lys Lys Val Ala 
    210                 215                 220                  
Val Val Arg Pro Pro Lys Ser Pro Ser Ser Ala Lys Ser Arg Leu Gln 
225                 230                 235                 240  
Thr Ala Pro Val Pro Met Pro Asp Leu Lys Asn Val Lys Ser Lys Ile 
                245                 250                 255      
Gly Ser Thr Glu Asn Leu Lys His Gln Pro Gly Gly Gly Lys Val Gln 
            260                 265                 270          
Ile Val Tyr Lys Pro Val Asp Leu Ser Lys Val Thr Ser Lys Gly Ser 
        275                 280                 285              
Leu Gly Asn Ile His His Lys Pro Gly Gly Gly Gln Val Glu Val Lys 
    290                 295                 300                  
Ser Glu Lys Leu Asp Phe Lys Asp Arg Val Gln Ser Lys Ile Gly Ser 
305                 310                 315                 320  
Leu Asp Asn Ile Thr His Val Pro Gly Gly Gly Asn Lys Lys Ile Glu 
                325                 330                 335      
Thr His Lys Leu Thr Phe Arg Glu Asn Lys Ala Lys Thr Asp His Gly 
            340                 345                 350          



Ala Glu Ile Val Tyr Lys Ser Pro Val Val Ser Gly Asp Thr Ser Pro 
        355                 360                 365              
Arg His Leu Ser Asn Val Ser Ser Thr Gly Ser Ile Asp Met Val Asp 
    370                 375                 380                  
Ser Pro Gln Leu Ala Thr Leu Ala Asp Glu Val Ser Ala Ser Leu Ala 
385                 390                 395                 400  
Lys Gln Gly Leu 
                 
 
 
<210> 5 
<211> 375 
<212> ПРТ 
<213> Homo sapiens 
 
<400> 5 
Met Ala Glu Pro Arg Gln Glu Phe Glu Val Met Glu Asp His Ala Gly 
 1               5                  10                  15       
Thr Tyr Gly Leu Gly Asp Arg Lys Asp Gln Gly Gly Tyr Thr Met His 
            20                  25                  30           
Gln Asp Gln Glu Gly Asp Thr Asp Ala Gly Leu Lys Glu Ser Pro Leu 
        35                  40                  45               
Gln Thr Thr Glu Asp Gly Ser Glu Glu Pro Gly Ser Glu Thr Ser Asp 
    50                  55                  60                   
Ala Lys Ser Thr Pro Thr Ala Glu Ala Glu Glu Ala Gly Ile Gly Asp 
65                  70                  75                  80   
Thr Pro Ser Leu Glu Asp Glu Ala Ala Gly His Val Thr Gln Ala Arg 
                85                  90                  95       
Met Val Ser Lys Ser Lys Asp Gly Thr Gly Ser Asp Asp Lys Ala Lys 
            100                 105                 110          
Gly Ala Asp Gly Lys Thr Lys Ile Ala Thr Pro Arg Gly Ala Ala Pro 
        115                 120                 125              
Pro Gly Gln Lys Gly Gln Ala Asn Ala Thr Arg Ile Pro Ala Lys Thr 
    130                 135                 140                  
Pro Pro Ala Pro Lys Thr Pro Pro Ser Ser Gly Glu Pro Pro Lys Ser 
145                 150                 155                 160  
Gly Asp Arg Ser Gly Tyr Ser Ser Gly Ser Pro Gly Thr Pro Gly Ser 
                165                 170                 175      
Arg Ser Arg Thr Pro Ser Leu Pro Thr Pro Pro Thr Arg Glu Pro Lys 
            180                 185                 190          
Lys Val Ala Val Val Arg Thr Pro Pro Lys Ser Pro Ser Ser Ala Lys 
        195                 200                 205              
Ser Arg Leu Gln Thr Ala Pro Val Pro Met Pro Asp Leu Lys Asn Val 
    210                 215                 220                  
Lys Ser Lys Gly Ser Thr Glu Asn Leu Lys His Gln Pro Gly Gly Gly 
225                 230                 235                 240  
Lys Val Gln Ile Val Tyr Lys Pro Val Asp Leu Ser Lys Val Thr Ser 
                245                 250                 255      
Lys Cys Gly Ser Leu Gly Asn Ile His His Lys Pro Gly Gly Gly Gln 
            260                 265                 270          
Val Glu Val Lys Ser Glu Lys Leu Asp Phe Lys Asp Arg Val Ser Lys 
        275                 280                 285              
Ile Gly Ser Leu Asp Asn Ile Thr His Val Pro Gly Gly Gly Asn Lys 
    290                 295                 300                  
Lys Ile Glu Thr His Lys Leu Thr Phe Arg Glu Asn Ala Lys Ala Lys 
305                 310                 315                 320  
Thr Asp His Gly Ala Glu Ile Val Tyr Lys Ser Pro Val Val Ser Gly 
                325                 330                 335      
Asp Thr Ser Pro Arg His Leu Ser Asn Ser Ser Thr Gly Ser Ile Asp 
            340                 345                 350          
Met Val Asp Ser Pro Gln Leu Ala Thr Leu Ala Asp Glu Val Ser Ala 
        355                 360                 365              
Ser Leu Ala Lys Gln Gly Leu 
    370                 375  



 
 
<210> 6 
<211> 352 
<212> ПРТ 
<213> Homo sapiens 
 
<400> 6 
Met Ala Glu Pro Arg Gln Glu Phe Glu Val Met Glu Asp His Ala Gly 
 1               5                  10                  15       
Thr Tyr Gly Leu Gly Asp Arg Lys Asp Gln Gly Gly Tyr Thr Met His 
            20                  25                  30           
Gln Asp Gln Glu Gly Asp Thr Asp Ala Gly Leu Lys Ala Glu Glu Ala 
        35                  40                  45               
Gly Ile Gly Asp Thr Pro Ser Leu Glu Asp Glu Ala Ala Gly His Val 
    50                  55                  60                   
Thr Gln Ala Arg Met Val Ser Lys Ser Lys Asp Gly Thr Gly Ser Asp 
65                  70                  75                  80   
Asp Lys Lys Ala Lys Gly Ala Asp Gly Lys Thr Lys Ile Ala Thr Pro 
                85                  90                  95       
Arg Gly Ala Ala Pro Pro Gly Gln Lys Gly Gln Ala Asn Ala Thr Arg 
            100                 105                 110          
Ile Pro Ala Lys Thr Pro Pro Ala Pro Lys Thr Pro Pro Ser Ser Gly 
        115                 120                 125              
Glu Pro Pro Lys Ser Gly Asp Arg Ser Gly Tyr Ser Ser Pro Gly Ser 
    130                 135                 140                  
Pro Gly Thr Pro Gly Ser Arg Ser Arg Thr Pro Ser Leu Pro Thr Pro 
145                 150                 155                 160  
Pro Thr Arg Glu Pro Lys Lys Val Ala Val Val Arg Thr Pro Pro Lys 
                165                 170                 175      
Ser Pro Ser Ser Ala Lys Ser Arg Leu Gln Thr Ala Pro Val Pro Met 
            180                 185                 190          
Pro Asp Leu Lys Asn Val Lys Ser Lys Ile Gly Ser Thr Glu Asn Leu 
        195                 200                 205              
Lys His Gln Pro Gly Gly Gly Lys Val Gln Ile Val Tyr Lys Pro Val 
    210                 215                 220                  
Asp Leu Ser Lys Val Thr Ser Lys Cys Gly Ser Leu Gly Asn Ile His 
225                 230                 235                 240  
His Lys Pro Gly Gly Gly Gln Val Glu Val Lys Ser Glu Lys Leu Asp 
                245                 250                 255      
Phe Lys Asp Arg Val Gln Ser Lys Ile Gly Ser Leu Asp Asn Ile Thr 
            260                 265                 270          
His Val Pro Gly Gly Gly Asn Lys Lys Ile Glu Thr His Lys Leu Thr 
        275                 280                 285              
Phe Arg Glu Asn Ala Lys Ala Lys Thr Asp His Gly Ala Glu Ile Val 
    290                 295                 300                  
Tyr Lys Ser Pro Val Val Ser Gly Asp Thr Ser Pro Arg His Leu Ser 
305                 310                 315                 320  
Asn Val Ser Ser Thr Gly Ser Ile Asp Met Val Asp Ser Pro Gln Leu 
                325                 330                 335      
Ala Thr Leu Ala Asp Glu Val Ser Ala Ser Leu Ala Lys Gln Gly Leu 
            340                 345                 350          
 
 
<210> 7 
<211> 22 
<212> ДНК 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 7 
ctaatacgac tcactatagg gc                                          22 



 
<210> 8 
<211> 26 
<212> ДНК 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 8 
ctcaattttc ttgtccacct tggtgc                                      26 
 
<210> 9 
<211> 26 
<212> ДНК 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 9 
ctcaagtttt ttgtccaccg tggtgc                                      26 
 
<210> 10 
<211> 225 
<212> ПРТ 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 10 
Met Asp Trp Val Trp Asn Leu Leu Phe Leu Met Ala Ala Ala Gln Ser 
 1               5                  10                  15       
Ile Gln Ala Gln Ile Gln Leu Val Gln Ser Gly Pro Glu Leu Lys Lys 
            20                  25                  30           
Pro Gly Glu Thr Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Pro Phe 
        35                  40                  45               
Thr Tyr His Gly Met Asp Trp Val Lys Gln Ala Pro Trp Gly Gly Leu 
    50                  55                  60                   
Glu Trp Met Gly Trp Ile Asn Thr Tyr Ser Gly Val Pro Thr Tyr Ala 
65                  70                  75                  80   
Asp Asp Phe Lys Gly Arg Phe Ala Phe Ser Leu Glu Thr Ser Val Gly 
                85                  90                  95       
Thr Ala Tyr Leu Gln Ile Asn Asn Leu Lys Asn Glu Asp Thr Ala Thr 
            100                 105                 110          
Tyr Phe Cys Ala Arg Arg Arg Asp Phe Thr Met Asp Phe Trp Gly Gln 
        115                 120                 125              
Gly Thr Ser Val Thr Val Ser Ser Ala Lys Thr Thr Pro Pro Ser Val 
    130                 135                 140                  
Tyr Pro Leu Ala Pro Gly Ser Ala Ala Gln Thr Asn Ser Met Val Thr 
145                 150                 155                 160  
Leu Gly Cys Leu Val Lys Gly Tyr Phe Pro Glu Pro Val Thr Val Thr 
                165                 170                 175      
Trp Asn Ser Gly Ser Leu Ser Ser Gly Val His Thr Phe Pro Ala Val 
            180                 185                 190          
Leu Gln Ser Asp Leu Tyr Thr Leu Ser Ser Ser Val Thr Val Pro Ser 
        195                 200                 205              
Ser Thr Trp Pro Ser Glu Thr Val Thr Cys Asn Val Ala His Pro Ala 
    210                 215                 220                  
Ser 
225  
 
 



<210> 11 
<211> 5 
<212> ПРТ 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 11 
Tyr His Gly Met Asp 
 1               5   
 
 
<210> 12 
<211> 17 
<212> ПРТ 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 12 
Trp Ile Asn Thr Tyr Ser Gly Val Pro Thr Tyr Ala Asp Asp Phe Lys 
 1               5                  10                  15       
Gly 
     
 
 
<210> 13 
<211> 8 
<212> ПРТ 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 13 
Arg Arg Asp Phe Thr Met Asp Phe 
 1               5               
 
 
<210> 14 
<211> 118 
<212> ПРТ 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 14 
Gln Val Gln Leu Val Gln Ser Gly Ser Glu Leu Lys Arg Pro Gly Ala 
 1               5                  10                  15       
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ser Phe Thr Ser Tyr 
            20                  25                  30           
Ala Val Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val 
        35                  40                  45               
Gly Trp Ile Asn Thr Asn Thr Gly Asn Pro Thr Tyr Ala Gln Gly Phe 
    50                  55                  60                   
Thr Gly Arg Phe Val Phe Ser Leu Asp Thr Ser Val Ser Thr Ala Tyr 
65                  70                  75                  80   
Leu Gln Ile Ser Ser Leu Lys Ala Ala Asp Thr Ala Val Tyr Tyr Cys 
                85                  90                  95       
Ala Arg Ala Arg Gly Gln Asn Gly Met Asp Val Trp Gly Gln Gly Thr 
            100                 105                 110          



Thr Val Thr Val Ser Ser 
        115              
 
 
<210> 15 
<211> 117 
<212> ПРТ 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 15 
Gln Val Gln Leu Val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
 1               5                  10                  15       
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Tyr His 
            20                  25                  30           
Gly Met Asp Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
        35                  40                  45               
Gly Trp Ile Asn Thr Tyr Ser Gly Val Pro Thr Tyr Ala Asp Asp Phe 
    50                  55                  60                   
Lys Gly Arg Phe Val Phe Ser Leu Asp Thr Ser Val Ser Thr Ala Tyr 
65                  70                  75                  80   
Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Phe Cys 
                85                  90                  95       
Ala Arg Arg Arg Asp Phe Thr Met Asp Phe Trp Gly Gln Gly Thr Thr 
            100                 105                 110          
Val Thr Val Ser Ser 
        115          
 
 
<210> 16 
<211> 230 
<212> ПРТ 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 16 
Met Asp Ser Gln Ala Gln Val Leu Ile Leu Leu Leu Leu Trp Val Ser 
 1               5                  10                  15       
Gly Thr Cys Gly Asn Ile Val Leu Ser Gln Ser Pro Ser Ser Leu Ala 
            20                  25                  30           
Val Ser Pro Gly Glu Lys Val Thr Met Ser Cys Lys Ser Ser Gln Ser 
        35                  40                  45               
Leu Leu Asn Ser Arg Thr Arg Lys Asn Tyr Leu Ala Trp Phe Gln Gln 
    50                  55                  60                   
Lys Pro Gly Gln Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg 
65                  70                  75                  80   
Glu Ser Gly Val Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp 
                85                  90                  95       
Phe Thr Leu Thr Ile Ser Ser Val Gln Ala Glu Asp Leu Ala Val Tyr 
            100                 105                 110          
Tyr Cys Lys Gln Ser Tyr Thr Leu Arg Thr Phe Gly Gly Gly Thr Asn 
        115                 120                 125              
Leu Glu Ile Lys Arg Ala Asp Ala Ala Pro Thr Val Ser Ile Phe Pro 
    130                 135                 140                  
Pro Ser Ser Glu Gln Leu Thr Ser Gly Gly Ala Ser Val Val Cys Phe 
145                 150                 155                 160  
Leu Asn Asn Phe Tyr Pro Lys Asp Ile Asn Val Lys Trp Lys Ile Asp 
                165                 170                 175      
Gly Ser Glu Arg Gln Asn Gly Val Leu Asn Ser Trp Thr Asp Gln Asp 
            180                 185                 190          



Ser Lys Asp Ser Thr Tyr Ser Met Ser Ser Thr Leu Thr Leu Thr Lys 
        195                 200                 205              
Asp Glu Tyr Glu Arg His Asn Ser Tyr Thr Cys Glu Ala Thr His Lys 
    210                 215                 220                  
Thr Ser Thr Ser Pro Ile 
225                 230  
 
 
<210> 17 
<211> 17 
<212> ПРТ 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 17 
Lys Ser Ser Gln Ser Leu Leu Asn Ser Arg Thr Arg Lys Asn Tyr Leu 
 1               5                  10                  15       
Ala 
     
 
 
<210> 18 
<211> 7 
<212> ПРТ 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 18 
Trp Ala Ser Thr Arg Glu Ser 
 1               5           
 
 
<210> 19 
<211> 8 
<212> ПРТ 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 19 
Lys Gln Ser Tyr Thr Leu Arg Thr 
 1               5               
 
 
<210> 20 
<211> 114 
<212> ПРТ 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 20 
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
 1               5                  10                  15       
Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Gln Ser Val Leu Tyr Ser 
            20                  25                  30           
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln 
        35                  40                  45               



Pro Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
    50                  55                  60                   
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65                  70                  75                  80   
Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln 
                85                  90                  95       
Tyr Tyr Ser Thr Pro Gln Thr Phe Gly Gly Gly Thr Lys Val Glu Ile 
            100                 105                 110          
Lys Arg 
         
 
 
<210> 21 
<211> 113 
<212> ПРТ 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 21 
Asn Ile Val Leu Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
 1               5                  10                  15       
Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Gln Ser Leu Leu Asn Ser 
            20                  25                  30           
Arg Thr Arg Lys Asn Tyr Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln 
        35                  40                  45               
Pro Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
    50                  55                  60                   
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65                  70                  75                  80   
Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Lys Gln 
                85                  90                  95       
Ser Tyr Thr Leu Arg Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys 
            100                 105                 110          
Arg 
     
 
 
<210> 22 
<211> 113 
<212> ПРТ 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 22 
Asn Ile Val Leu Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
 1               5                  10                  15       
Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Gln Ser Leu Leu Asn Ser 
            20                  25                  30           
Arg Thr Arg Lys Asn Tyr Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln 
        35                  40                  45               
Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
    50                  55                  60                   
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65                  70                  75                  80   
Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Lys Gln 
                85                  90                  95       
Ser Tyr Thr Leu Arg Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys 
            100                 105                 110          
Arg 
     



 
 
<210> 23 
<211> 113 
<212> ПРТ 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 23 
Asp Ile Val Leu Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
 1               5                  10                  15       
Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Gln Ser Leu Leu Asn Ser 
            20                  25                  30           
Arg Thr Arg Lys Asn Tyr Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln 
        35                  40                  45               
Ser Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
    50                  55                  60                   
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65                  70                  75                  80   
Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Lys Gln 
                85                  90                  95       
Ser Tyr Thr Leu Arg Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys 
            100                 105                 110          
Arg 
     
 
 
<210> 24 
<211> 10 
<212> ПРТ 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 24 
Gly Tyr Pro Phe Thr Tyr His Gly Met Asp 
 1               5                  10   
 
 
<210> 25 
<211> 351 
<212> ДНК 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 25 
caggtccagt tggtgcagtc tggatctgag ctgaagaagc ctggagcctc cgtcaaggtg 60 
tcctgcaagg cttctgggta tcccttcaca taccatggaa tggactgggt gcgtcaggct 120 
cctggtcagg gtttagagtg gatgggctgg ataaacacct actctggagt gccaacatat 180 
gctgatgact tcaagggacg atttgtgttc tctttggaca cctctgtctc tactgcctat 240 
ttgcagatct cttctctcaa agccgaggac acggccgtgt atttttgtgc aagacggcgt 300 
gattttacaa tggacttctg gggtcaagga accaccgtga ccgtctcctc a          351 
 
<210> 26 
<211> 339 
<212> ДНК 
<213> Искусственная последовательность 
 
<220>  



<223> Синтезированная 
 
<400> 26 
aacatcgtgc tgacccagag ccccgatagc ctggccgtga gcctgggcga gagagccacc 60 
atcaactgca agagcagcca gagcctgctg aacagcagga ccaggaagaa ctacctggcc 120 
tggttccagc agaagcccgg ccagcccccc aagctgctga tctactgggc cagcaccagg 180 
gagagcggcg tgcccgatag gttcagcggc agcggcagcg gcaccgattt caccctgacc 240 
atcagcagcc tgcaggccga ggatgtggcc gtgtactact gcaagcagag ctacaccctg 300 
agaaccttcg gcggcggcac caaggtggaa attaaacgt                        339 
 
<210> 27 
<211> 339 
<212> ДНК 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 27 
aacatcgtgc tgacccagag ccccgatagc ctggccgtga gcctgggcga gagagccacc 60 
atcaactgca agagcagcca gagcctgctg aacagcagga ccaggaagaa ctacctggcc 120 
tggttccagc agaagcccgg ccagagcccc aagctgctga tctactgggc cagcaccagg 180 
gagagcggcg tgcccgatag gttcagcggc agcggcagcg gcaccgattt caccctgacc 240 
atcagcagcc tgcaggccga ggatgtggcc gtgtactact gcaagcagag ctacaccctg 300 
agaaccttcg gcggcggcac caaggtggaa attaaacgt                        339 
 
<210> 28 
<211> 339 
<212> ДНК 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 28 
gacatcgtgc tgacccagag ccccgatagc ctggccgtga gcctgggcga gagagccacc 60 
atcaactgca agagcagcca gagcctgctg aacagcagga ccaggaagaa ctacctggcc 120 
tggttccagc agaagcccgg ccagagcccc aagctgctga tctactgggc cagcaccagg 180 
gagagcggcg tgcccgatag gttcagcggc agcggcagcg gcaccgattt caccctgacc 240 
atcagcagcc tgcaggccga ggatgtggcc gtgtactact gcaagcagag ctacaccctg 300 
agaaccttcg gcggcggcac caaggtggaa attaaacgt                        339 
 
<210> 29 
<211> 330 
<212> ПРТ 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 29 
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys 
 1               5                  10                  15       
Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 
            20                  25                  30           
Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 
        35                  40                  45               
Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser 
    50                  55                  60                   
Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr 
65                  70                  75                  80   
Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys 
                85                  90                  95       
Arg Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys 



            100                 105                 110          
Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro 
        115                 120                 125              
Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys 
    130                 135                 140                  
Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp 
145                 150                 155                 160  
Tyr Val Asp Gly Val Glu Val His Asn Val Lys Thr Lys Pro Arg Glu 
                165                 170                 175      
Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu 
            180                 185                 190          
His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 
        195                 200                 205              
Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly 
    210                 215                 220                  
Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu 
225                 230                 235                 240  
Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 
                245                 250                 255      
Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn 
            260                 265                 270          
Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe 
        275                 280                 285              
Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn 
    290                 295                 300                  
Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr 
305                 310                 315                 320  
Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 
                325                 330  
 
 
<210> 30 
<211> 990 
<212> ДНК 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 30 
gctagcacca agggcccatc ggtcttcccc ctggcaccct cctccaagag cacctctggg 60 
ggcacagcgg ccctgggctg cctggtcaag gactacttcc ccgaaccggt gacggtgtcg 120 
tggaactcag gcgccctgac cagcggcgtg cacaccttcc cggctgtcct acagtcctca 180 
ggactctact ccctcagcag cgtggtgacc gtgccctcca gcagcttggg cacccagacc 240 
tacatctgca acgtgaatca caagcccagc aacaccaagg tggacaagaa agttgagccc 300 
aaatcttgtg acaaaactca cacatgccca ccgtgcccag cacctgaact cctgggggga 360 
ccgtcagtct tcctcttccc cccaaaaccc aaggacaccc tcatgatctc ccggacccct 420 
gaggtcacat gcgtggtggt ggacgtgagc cacgaagacc ctgaggtcaa gttcaactgg 480 
tacgtggacg gcgtggaggt gcataatgcc aagacaaagc cgcgggagga gcagtacaac 540 
agcacgtacc gtgtggtcag cgtcctcacc gtcctgcacc aggactggct gaatggcaag 600 
gagtacaagt gcaaggtctc caacaaagcc ctcccagccc ccatcgagaa aaccatctcc 660 
aaagccaaag ggcagccccg agaaccacag gtgtacaccc tgcccccatc ccgggaggag 720 
atgaccaaga accaggtcag cctgacctgc ctggtcaaag gcttctatcc cagcgacatc 780 
gccgtggagt gggagagcaa tgggcagccg gagaacaact acaagaccac gcctcccgtg 840 
ctggactccg acggctcctt cttcctctac agcaagctca ccgtggacaa gagcaggtgg 900 
cagcagggga acgtcttctc atgctccgtg atgcatgagg ctctgcacaa ccactacacg 960 
cagaagagcc tctccctgtc tccgggtaaa                                  990 
 
<210> 31 
<211> 1343 
<212> ДНК 
<213> Искусственная последовательность 
 
<220>  



<223> Синтезированная 
 
<400> 31 
ggtgagtgga tccgcggccg ctaaactctg agggggtcgg atgacgtggc cattctttgc 60 
ctaaagcatt gagtttactg caaggtcaga aaagcatgca aagccctcag aatggctgca 120 
aagagctcca acaaaacaat ttagaacttt attaaggaat agggggaagc taggaagaaa 180 
ctcaaaacat caagatttta aatacgcttc ttggtctcct tgctataatt atctgggata 240 
agcatgctgt tttctgtctg tccctaacat gccctgtgat tatccgcaaa caacacaccc 300 
aagggcagaa ctttgttact taaacaccat cctgtttgct tctttcctca gcctccacca 360 
agggcccatc ggtcttcccc ctggcaccct cctccaagag cacctctggg ggcacagcgg 420 
ccctgggctg cctggtcaag gactacttcc ccgaaccggt gacggtgtcg tggaactcag 480 
gcgccctgac cagcggcgtg cacaccttcc cggctgtcct acagtcctca ggactctact 540 
ccctcagcag cgtggtgacc gtgccctcca gcagcttggg cacccagacc tacatctgca 600 
acgtgaatca caagcccagc aacaccaagg tggacaagag agttgagccc aaatcttgtg 660 
acaaaactca cacatgccca ccgtgcccag cacctgaact cctgggggga ccgtcagtct 720 
tcctcttccc cccaaaaccc aaggacaccc tcatgatctc ccggacccct gaggtcacat 780 
gcgtggtggt ggacgtgagc cacgaagacc ctgaggtcaa gttcaactgg tacgtggacg 840 
gcgtggaggt gcataatgcc aagacaaagc cgcgggagga gcagtacaac agcacgtacc 900 
gtgtggtcag cgtcctcacc gtcctgcacc aggactggct gaatggcaag gagtacaagt 960 
gcaaggtctc caacaaagcc ctcccagccc ccatcgagaa aaccatctcc aaagccaaag 1020 
ggcagccccg agaaccacag gtgtacacgc tgcccccatc ccgggaggag atgaccaaga 1080 
accaggtcag cctgacctgc ctggtcaaag gcttctatcc cagcgacatc gccgtggagt 1140 
gggagagcaa tgggcagccg gagaacaact acaagaccac gcctcccgtg ctggactccg 1200 
acggctcctt cttcctctat agcaagctca ccgtggacaa gagcaggtgg cagcagggga 1260 
acgtcttctc atgctccgtg atgcatgagg ctctgcacaa ccactacacg cagaagagcc 1320 
tctccctgtc cccgggtaaa tga                                         1343 
 
<210> 32 
<211> 106 
<212> ПРТ 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 32 
Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln 
 1               5                  10                  15       
Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr 
            20                  25                  30           
Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser 
        35                  40                  45               
Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr 
    50                  55                  60                   
Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys 
65                  70                  75                  80   
His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro 
                85                  90                  95       
Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 
            100                 105      
 
 
<210> 33 
<211> 318 
<212> ДНК 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 33 
acggtggctg caccatctgt cttcatcttc ccgccatctg atgagcagtt gaaatctgga 60 
actgcctctg ttgtgtgcct gctgaataac ttctatccca gagaggccaa agtacagtgg 120 
aaggtggata acgccctcca atcgggtaac tcccaggaga gtgtcacaga gcaggacagc 180 



aaggacagca cctacagcct cagcagcacc ctgacgctga gcaaagcaga ctacgagaaa 240 
cacaaagtct acgcctgcga agtcacccat cagggcctga gctcgcccgt cacaaagagc 300 
ttcaacaggg gagagtgt                                               318 
 
<210> 34 
<211> 671 
<212> ДНК 
<213> Искусственная последовательность 
 
<220>  
<223> Синтезированная 
 
<400> 34 
cgtgagtgga tccgcggccg ctaaactctg agggggtcgg atgacgtggc cattctttgc 60 
ctaaagcatt gagtttactg caaggtcaga aaagcatgca aagccctcag aatggctgca 120 
aagagctcca acaaaacaat ttagaacttt attaaggaat agggggaagc taggaagaaa 180 
ctcaaaacat caagatttta aatacgcttc ttggtctcct tgctataatt atctgggata 240 
agcatgctgt tttctgtctg tccctaacat gccctgtgat tatccgcaaa caacacaccc 300 
aagggcagaa ctttgttact taaacaccat cctgtttgct tctttcctca ggaactgtgg 360 
ctgcaccatc tgtcttcatc ttcccgccat ctgatgagca gttgaaatct ggaactgcct 420 
ctgttgtgtg cctgctgaat aacttctatc ccagagaggc caaagtacag tggaaggtgg 480 
ataacgccct ccaatcgggt aactcccagg agagtgtcac agagcaggac agcaaggaca 540 
gcacctacag cctcagcagc accctgacgc tgagcaaagc agactacgag aaacacaaag 600 
tctacgcctg cgaagtcacc catcagggcc tgagctcgcc cgtcacaaag agcttcaaca 660 
ggggagagtg t                                                      671 
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