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(57) Настоящее изобретение относится к три-
специфичным связывающим молекулам, которые
представляют собой мультицепочечные полипеп-
тидные молекулы, которые обладают тремя свя-
зывающими доменами и, таким образом, способ-
ны опосредовать скоординированное связывание
с тремя эпитопами. Связывающие домены могут
быть выбраны таким образом, чтобы триспеци-
фичные связывающие молекулы были способны
связываться с любыми тремя различными эпито-
пами. Такие эпитопы могут представлять собой
эпитопы одного и того же антигена или эпитопы
двух или трех различных антигенов. В предпочти-
тельном воплощении один из таких эпитопов бу-
дет способен связываться с CD3, второй из таких
эпитопов будет способен связываться с CD8, а тре-
тий из таких эпитопов будет способен связываться
с эпитопом антигена, ассоциированного с заболе-
ванием. В изобретении также предлагается новое
ROR1-связывающее антитело, а также его произ-
водные и применения таких композиций.
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<170>  PatentIn version 3.5 
 
<210>  1 
<211>  8 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Linker 1 
 
<400>  1 
 
Gly Gly Gly Ser Gly Gly Gly Gly  
1               5                
 
 
<210>  2 
<211>  5 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Cysteine-Containing Domain ("Linker 2") 
 
<400>  2 
 
Gly Gly Cys Gly Gly  
1               5    
 
 
<210>  3 
<211>  28 
<212>  PRT 
<213>  Artificial Sequence 



 
<220> 
<223>  E-Coil Heterodimer-Promoting Domain 
 
<400>  3 
 
Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val  
1               5                   10                  15       
 
 
Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys  
            20                  25               
 
 
<210>  4 
<211>  28 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  K-Coil Heterodimer-Promoting Domain 
 
<400>  4 
 
Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu Lys Val  
1               5                   10                  15       
 
 
Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu  
            20                  25               
 
 
<210>  5 
<211>  10 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Cysteine-Containing Linker Peptide ("Linker 3") 
 
<400>  5 
 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro  
1               5                   10   
 
 
<210>  6 
<211>  219 
<212>  PRT 
<213>  Homo sapiens 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(218) 
<223>  Human Wild-Type IgG CH2-CH3 Domain 
 
<400>  6 
 
Ala Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro  
1               5                   10                  15       
 
 
Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr  



            20                  25                  30           
 
 
Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn  
        35                  40                  45               
 
 
Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg  
    50                  55                  60                   
 
 
Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val  
65                  70                  75                  80   
 
 
Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser  
                85                  90                  95       
 
 
Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys  
            100                 105                 110          
 
 
Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu  
        115                 120                 125              
 
 
Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe  
    130                 135                 140                  
 
 
Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu  
145                 150                 155                 160  
 
 
Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe  
                165                 170                 175      
 
 
Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly  
            180                 185                 190          
 
 
Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr  
        195                 200                 205              
 
 
Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
    210                 215                  
 
 
<210>  7 
<211>  217 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  "Knob-Bearing" CH2-CH3 Domain 
 
<400>  7 
 
Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys  
1               5                   10                  15       
 



 
Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val  
            20                  25                  30           
 
 
Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr  
        35                  40                  45               
 
 
Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu  
    50                  55                  60                   
 
 
Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His  
65                  70                  75                  80   
 
 
Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys  
                85                  90                  95       
 
 
Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln  
            100                 105                 110          
 
 
Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met  
        115                 120                 125              
 
 
Thr Lys Asn Gln Val Ser Leu Trp Cys Leu Val Lys Gly Phe Tyr Pro  
    130                 135                 140                  
 
 
Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn  
145                 150                 155                 160  
 
 
Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu  
                165                 170                 175      
 
 
Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val  
            180                 185                 190          
 
 
Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln  
        195                 200                 205              
 
 
Lys Ser Leu Ser Leu Ser Pro Gly Lys  
    210                 215          
 
 
<210>  8 
<211>  217 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  "Hole-Bearing" IgG CH2-CH3 Domain 
 
<400>  8 
 
Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys  



1               5                   10                  15       
 
 
Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val  
            20                  25                  30           
 
 
Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr  
        35                  40                  45               
 
 
Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu  
    50                  55                  60                   
 
 
Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His  
65                  70                  75                  80   
 
 
Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys  
                85                  90                  95       
 
 
Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln  
            100                 105                 110          
 
 
Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met  
        115                 120                 125              
 
 
Thr Lys Asn Gln Val Ser Leu Ser Cys Ala Val Lys Gly Phe Tyr Pro  
    130                 135                 140                  
 
 
Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn  
145                 150                 155                 160  
 
 
Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu  
                165                 170                 175      
 
 
Val Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val  
            180                 185                 190          
 
 
Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn Arg Tyr Thr Gln  
        195                 200                 205              
 
 
Lys Ser Leu Ser Leu Ser Pro Gly Lys  
    210                 215          
 
 
<210>  9 
<211>  98 
<212>  PRT 
<213>  Homo sapiens 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(98) 



<223>  Human IgG1 CH1 Domain 
 
<400>  9 
 
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys  
1               5                   10                  15       
 
 
Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr  
            20                  25                  30           
 
 
Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser  
        35                  40                  45               
 
 
Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser  
    50                  55                  60                   
 
 
Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr  
65                  70                  75                  80   
 
 
Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys  
                85                  90                  95       
 
 
Lys Val  
         
 
 
<210>  10 
<211>  15 
<212>  PRT 
<213>  Homo sapiens 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(15) 
<223>  Human IgG1 Hinge Domain 
 
<400>  10 
 
Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro  
1               5                   10                  15   
 
 
<210>  11 
<211>  6 
<212>  PRT 
<213>  Homo sapiens 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(6) 
<223>  Cysteine-Containing Portion of Human CL Domain 
 
<400>  11 
 
Phe Asn Arg Gly Glu Cys  
1               5        



 
 
<210>  12 
<211>  6 
<212>  PRT 
<213>  Homo sapiens 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(6) 
<223>  Cysteine-Containing Portion of Human IgG Hinge Domain 
 
<400>  12 
 
Val Glu Pro Lys Ser Cys  
1               5        
 
 
<210>  13 
<211>  107 
<212>  PRT 
<213>  Homo sapiens 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(107) 
<223>  Human IgG1 CL Kappa Domain 
 
<400>  13 
 
Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu  
1               5                   10                  15       
 
 
Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe  
            20                  25                  30           
 
 
Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln  
        35                  40                  45               
 
 
Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser  
    50                  55                  60                   
 
 
Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu  
65                  70                  75                  80   
 
 
Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser  
                85                  90                  95       
 
 
Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys  
            100                 105          
 
 
<210>  14 
<211>  104 
<212>  PRT 
<213>  Homo sapiens 



 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(104) 
<223>  Human IgG1 CL Lambda2 Domain 
 
<400>  14 
 
Gln Pro Lys Ala Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu  
1               5                   10                  15       
 
 
Glu Leu Gln Ala Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe  
            20                  25                  30           
 
 
Tyr Pro Gly Ala Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val  
        35                  40                  45               
 
 
Lys Ala Gly Val Glu Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr  
    50                  55                  60                   
 
 
Ala Ala Ser Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His  
65                  70                  75                  80   
 
 
Arg Ser Tyr Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys  
                85                  90                  95       
 
 
Thr Val Ala Pro Thr Glu Cys Ser  
            100                  
 
 
<210>  15 
<211>  5 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Peptide Linker 
 
<400>  15 
 
Ala Pro Ser Ser Ser  
1               5    
 
 
<210>  16 
<211>  8 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Peptide Linker 
 
<400>  16 
 
Ala Pro Ser Ser Ser Pro Met Glu  
1               5                
 



 
<210>  17 
<211>  107 
<212>  PRT 
<213>  Mus musculus 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(107) 
<223>  OKT3 Anti-CD3 Antibody Light Chain Variable Domain 
 
<400>  17 
 
Gln Ile Val Leu Thr Gln Ser Pro Ala Ile Met Ser Ala Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Lys Val Thr Met Thr Cys Ser Ala Ser Ser Ser Val Ser Tyr Met  
            20                  25                  30           
 
 
Asn Trp Tyr Gln Gln Lys Ser Gly Thr Ser Pro Lys Arg Trp Ile Tyr  
        35                  40                  45               
 
 
Asp Thr Ser Lys Leu Ala Ser Gly Val Pro Ala His Phe Arg Gly Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Gly Met Glu Ala Glu  
65                  70                  75                  80   
 
 
Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Trp Ser Ser Asn Pro Phe Thr  
                85                  90                  95       
 
 
Phe Gly Ser Gly Thr Lys Leu Glu Ile Asn Arg  
            100                 105          
 
 
<210>  18 
<211>  192 
<212>  PRT 
<213>  Mus musculus 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(192) 
<223>  OKT3 Anti-CD3 Antibody Heavy Chain Variable Domain 
 
<400>  18 
 
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Ala Arg Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Arg Tyr  
            20                  25                  30           
 
 
Thr Met His Trp Val Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile  



        35                  40                  45               
 
 
Gly Tyr Ile Asn Pro Ser Arg Gly Tyr Thr Asn Tyr Asn Gln Lys Phe  
    50                  55                  60                   
 
 
Lys Asp Lys Ala Thr Leu Thr Thr Asp Lys Ser Ser Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Tyr Tyr Asp Asp His Tyr Cys Leu Asp Tyr Trp Gly Gln Gly  
            100                 105                 110          
 
 
Thr Thr Leu Thr Val Ser Ser Ala Lys Thr Thr Ala Pro Ser Val Tyr  
        115                 120                 125              
 
 
Pro Leu Ala Pro Val Cys Gly Asp Thr Thr Gly Ser Ser Val Thr Leu  
    130                 135                 140                  
 
 
Gly Cys Leu Val Lys Gly Tyr Phe Pro Glu Pro Val Thr Leu Thr Trp  
145                 150                 155                 160  
 
 
Asn Ser Gly Ser Leu Ser Ser Gly Val His Thr Phe Pro Ala Val Leu  
                165                 170                 175      
 
 
Gln Ser Asp Leu Tyr Thr Leu Ser Ser Ser Val Thr Val Thr Ser Ser  
            180                 185                 190          
 
 
<210>  19 
<211>  106 
<212>  PRT 
<213>  Mus musculus 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(106) 
<223>  M291 Anti-CD3 Antibody Light Chain Variable Domain 
 
<400>  19 
 
Asp Ile Val Leu Thr Gln Ser Pro Ala Ile Met Ser Ala Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Lys Val Thr Met Thr Cys Ser Ala Ser Ser Ser Val Ser Tyr Met  
            20                  25                  30           
 
 
Asn Trp Tyr Gln Gln Lys Ser Gly Thr Ser Pro Lys Arg Trp Thr Tyr  
        35                  40                  45               
 
 



Asp Thr Ser Lys Leu Ala Ser Gly Val Pro Ala Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu  
65                  70                  75                  80   
 
 
Asp Ala Asp Thr Tyr Tyr Cys Gln Gln Trp Ser Ser Asn Pro Pro Thr  
                85                  90                  95       
 
 
Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys  
            100                 105      
 
 
<210>  20 
<211>  120 
<212>  PRT 
<213>  Mus musculus 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(120) 
<223>  M291 Anti-CD3 Antibody Heavy Chain Variable Domain 
 
<400>  20 
 
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Ala Arg Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ile Ser Tyr  
            20                  25                  30           
 
 
Thr Met His Trp Val Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Asn Pro Arg Ser Gly Tyr Thr His Tyr Asn Gln Lys Leu  
    50                  55                  60                   
 
 
Lys Asp Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Ser Ala Tyr  
65                  70                  75                  80   
 
 
Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Ser Ala Tyr Tyr Asp Tyr Asp Gly Phe Ala Tyr Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Leu Val Thr Val Ser Ala  
        115                 120  
 
 
<210>  21 
<211>  130 
<212>  PRT 



<213>  Mus musculus 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(130) 
<223>  YTH12.5 Anti-CD3 Antibody Light Chain Variable Domain 
 
<400>  21 
 
Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly  
1               5                   10                  15       
 
 
Val His Ser Asp Ile Gln Leu Thr Gln Pro Asn Ser Val Ser Thr Ser  
            20                  25                  30           
 
 
Leu Gly Ser Thr Val Lys Leu Ser Cys Thr Leu Ser Ser Gly Asn Ile  
        35                  40                  45               
 
 
Glu Asn Asn Tyr Val His Trp Tyr Gln Leu Tyr Glu Gly Arg Ser Pro  
    50                  55                  60                   
 
 
Thr Thr Met Ile Tyr Asp Asp Asp Lys Arg Pro Asp Gly Val Pro Asp  
65                  70                  75                  80   
 
 
Arg Phe Ser Gly Ser Ile Asp Arg Ser Ser Asn Ser Ala Phe Leu Thr  
                85                  90                  95       
 
 
Ile His Asn Val Ala Ile Glu Asp Glu Ala Ile Tyr Phe Cys His Ser  
            100                 105                 110          
 
 
Tyr Val Ser Ser Phe Asn Val Phe Gly Gly Gly Thr Lys Leu Thr Val  
        115                 120                 125              
 
 
Leu Arg  
    130  
 
 
<210>  22 
<211>  138 
<212>  PRT 
<213>  Mus musculus 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(138) 
<223>  YTH12.5 Anti-CD3 Antibody Heavy Chain Variable Domain 
 
<400>  22 
 
Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly  
1               5                   10                  15       
 
 
Val His Ser Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln  



            20                  25                  30           
 
 
Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe  
        35                  40                  45               
 
 
Ser Ser Phe Pro Met Ala Trp Val Arg Gln Ala Pro Gly Lys Gly Leu  
    50                  55                  60                   
 
 
Glu Trp Val Ser Thr Ile Ser Thr Ser Gly Gly Arg Thr Tyr Tyr Arg  
65                  70                  75                  80   
 
 
Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn  
                85                  90                  95       
 
 
Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val  
            100                 105                 110          
 
 
Tyr Tyr Cys Ala Lys Phe Arg Gln Tyr Ser Gly Gly Phe Asp Tyr Trp  
        115                 120                 125              
 
 
Gly Gln Gly Thr Leu Val Thr Val Ser Ser  
    130                 135              
 
 
<210>  23 
<211>  106 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Humanized Anti-CD3 "mAb 1" Light Chain Variable Domain Variant 1 
 
<400>  23 
 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Thr Ile Thr Cys Ser Ala Ser Ser Ser Val Ser Tyr Met  
            20                  25                  30           
 
 
Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Arg Leu Ile Tyr  
        35                  40                  45               
 
 
Asp Ser Ser Lys Leu Ala Ser Gly Val Pro Ser Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Glu  
65                  70                  75                  80   
 
 
Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Trp Ser Arg Asn Pro Pro Thr  
                85                  90                  95       
 



 
Phe Gly Gly Gly Thr Lys Val Glu Ile Lys  
            100                 105      
 
 
<210>  24 
<211>  106 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Humanized Anti-CD3 "mAb 1" Light Chain Variable Domain Variant 2 
 
<400>  24 
 
Asp Val Val Met Thr Gln Ser Pro Ala Ile Met Ser Ala Phe Pro Gly  
1               5                   10                  15       
 
 
Glu Lys Val Thr Ile Thr Cys Ser Ala Ser Ser Ser Val Ser Tyr Met  
            20                  25                  30           
 
 
Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Arg Trp Ile Tyr  
        35                  40                  45               
 
 
Asp Ser Ser Lys Leu Ala Ser Gly Val Pro Ser Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Glu  
65                  70                  75                  80   
 
 
Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Trp Ser Arg Asn Pro Pro Thr  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Val Glu Ile Lys  
            100                 105      
 
 
<210>  25 
<211>  121 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Humanized Anti-CD3 "mAb 1" Heavy Chain Variable Domain 
 
<400>  25 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Arg Ser  
            20                  25                  30           
 
 
Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile  
        35                  40                  45               
 



 
Gly Tyr Ile Asn Pro Ser Ser Ala Tyr Thr Asn Tyr Asn Gln Lys Phe  
    50                  55                  60                   
 
 
Lys Asp Arg Val Thr Ile Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Ser Pro Gln Val His Tyr Asp Tyr Asn Gly Phe Pro Tyr Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser  
        115                 120      
 
 
<210>  26 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Humanized Anti-CD3 "mAb 2" Light Chain Variable Domain 
 
<400>  26 
 
Gln Ala Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly  
1               5                   10                  15       
 
 
Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  
            20                  25                  30           
 
 
Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly  
        35                  40                  45               
 
 
Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr Pro Ala Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Ile Thr Gly Ala  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn  
                85                  90                  95       
 
 
Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110  
 
 
<210>  27 
<211>  125 
<212>  PRT 
<213>  Artificial Sequence 
 



<220> 
<223>  Humanized Anti-CD3 "mAb 2" Heavy Chain Variable Domain 
 
<400>  27 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Thr Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Gly Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp  
    50                  55                  60                   
 
 
Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Ser  
65                  70                  75                  80   
 
 
Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr  
                85                  90                  95       
 
 
Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe  
            100                 105                 110          
 
 
Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  28 
<211>  125 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Humanized Anti-CD3 "mAb 2" Heavy Chain Variable Domain D65G  
       Variant 
 
<400>  28 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Thr Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Gly Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp  
    50                  55                  60                   
 
 



Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Ser  
65                  70                  75                  80   
 
 
Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr  
                85                  90                  95       
 
 
Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe  
            100                 105                 110          
 
 
Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  29 
<211>  112 
<212>  PRT 
<213>  Mus musculus 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(112) 
<223>  OKT8 Anti-CD8 Antibody Light Chain Variable Domain 
 
<400>  29 
 
Asp Ile Val Met Thr Gln Ser Pro Ala Ser Leu Ala Val Ser Leu Gly  
1               5                   10                  15       
 
 
Gln Arg Ala Thr Ile Ser Cys Arg Ala Ser Glu Ser Val Asp Ser Tyr  
            20                  25                  30           
 
 
Asp Asn Ser Leu Met His Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro  
        35                  40                  45               
 
 
Lys Val Leu Ile Tyr Leu Ala Ser Asn Leu Glu Ser Gly Val Pro Ala  
    50                  55                  60                   
 
 
Arg Phe Ser Gly Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Asp  
65                  70                  75                  80   
 
 
Pro Val Glu Ala Asp Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Asn Asn  
                85                  90                  95       
 
 
Glu Asp Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg  
            100                 105                 110          
 
 
<210>  30 
<211>  120 
<212>  PRT 
<213>  Mus musculus 
 
 
<220> 



<221>  MISC_FEATURE 
<222>  (1)..(120) 
<223>  OKT8 Anti-CD8 Antibody Heavy Chain Variable Domain 
 
<400>  30 
 
Gln Val Gln Leu Leu Glu Ser Gly Pro Glu Leu Leu Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr  
            20                  25                  30           
 
 
Asn Met His Trp Val Lys Gln Ser His Gly Lys Ser Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Tyr Ile Tyr Pro Tyr Thr Gly Gly Thr Gly Tyr Asn Gln Lys Phe  
    50                  55                  60                   
 
 
Lys Asn Lys Ala Thr Leu Thr Val Asp Ser Ser Ser Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Asn Phe Arg Tyr Thr Tyr Trp Tyr Phe Asp Val Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Thr Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  31 
<211>  106 
<212>  PRT 
<213>  Mus musculus 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(106) 
<223>  TRX2 Anti-CD8 Antibody Light Chain Variable Domain 
 
<400>  31 
 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Thr Ile Thr Cys Lys Gly Ser Gln Asp Ile Asn Asn Tyr  
            20                  25                  30           
 
 
Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Asn Thr Asp Ile Leu His Thr Gly Val Pro Ser Arg Phe Ser Gly  



    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Gln Pro  
65                  70                  75                  80   
 
 
Glu Asp Ile Ala Thr Tyr Tyr Cys Tyr Gln Tyr Asn Asn Gly Tyr Thr  
                85                  90                  95       
 
 
Phe Gly Gln Gly Thr Lys Val Glu Ile Lys  
            100                 105      
 
 
<210>  32 
<211>  121 
<212>  PRT 
<213>  Mus musculus 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(121) 
<223>  TRX2 Anti-CD8 Antibody Heavy Chain Variable Domain 
 
<400>  32 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Phe  
            20                  25                  30           
 
 
Gly Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Leu Ile Tyr Tyr Asp Gly Ser Asn Lys Phe Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Lys Pro His Tyr Asp Gly Tyr Tyr His Phe Phe Asp Ser Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser  
        115                 120      
 
 
<210>  33 
<211>  110 
<212>  PRT 
<213>  Mus musculus 



 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(110) 
<223>  A32 Anti-HIV gp120 Antibody Light Chain Variable Domain 
 
<400>  33 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Ser Gly Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Ser Val Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr  
            20                  25                  30           
 
 
Asn Tyr Val Ser Trp Tyr Gln His His Pro Gly Lys Ala Pro Lys Leu  
        35                  40                  45               
 
 
Ile Ile Ser Glu Val Asn Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Val Ser Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Glu Tyr Tyr Cys Ser Ser Tyr Thr Asp Ile  
                85                  90                  95       
 
 
His Asn Phe Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu  
            100                 105                 110  
 
 
<210>  34 
<211>  123 
<212>  PRT 
<213>  Mus musculus 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(123) 
<223>  A32 Anti-HIV gp120 Antibody Heavy Chain Variable Domain 
 
<400>  34 
 
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln  
1               5                   10                  15       
 
 
Thr Leu Ser Leu Ser Cys Thr Val Ser Gly Gly Ser Ser Ser Ser Gly  
            20                  25                  30           
 
 
Ala His Tyr Trp Ser Trp Ile Arg Gln Tyr Pro Gly Lys Gly Leu Glu  
        35                  40                  45               
 
 
Trp Ile Gly Tyr Ile His Tyr Ser Gly Asn Thr Tyr Tyr Asn Pro Ser  
    50                  55                  60                   



 
 
Leu Lys Ser Arg Ile Thr Ile Ser Gln His Thr Ser Glu Asn Gln Phe  
65                  70                  75                  80   
 
 
Ser Leu Lys Leu Asn Ser Val Thr Val Ala Asp Thr Ala Val Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Gly Thr Arg Leu Arg Thr Leu Arg Asn Ala Phe Asp Ile  
            100                 105                 110          
 
 
Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser  
        115                 120              
 
 
<210>  35 
<211>  113 
<212>  PRT 
<213>  Mus musculus 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(113) 
<223>  7B2 Anti-HIV gp41 Antibody Light Chain Variable Domain 
 
<400>  35 
 
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Ala Thr Ile His Cys Lys Ser Ser Gln Thr Leu Leu Tyr Ser  
            20                  25                  30           
 
 
Ser Asn Asn Arg His Ser Ile Ala Trp Tyr Gln Gln Arg Pro Gly Gln  
        35                  40                  45               
 
 
Pro Pro Lys Leu Leu Leu Tyr Trp Ala Ser Met Arg Leu Ser Gly Val  
    50                  55                  60                   
 
 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr  
65                  70                  75                  80   
 
 
Ile Asn Asn Leu Gln Ala Glu Asp Val Ala Ile Tyr Tyr Cys His Gln  
                85                  90                  95       
 
 
Tyr Ser Ser His Pro Pro Thr Phe Gly His Gly Thr Arg Val Glu Ile  
            100                 105                 110          
 
 
Lys  
     
 
 
<210>  36 



<211>  126 
<212>  PRT 
<213>  Mus musculus 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(126) 
<223>  7B2 Anti-HIV gp41 Antibody Heavy Chain Variable Domain 
 
<400>  36 
 
Gln Val Gln Leu Val Gln Ser Gly Gly Gly Val Phe Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Glu Ala Ser Gly Phe Thr Phe Thr Glu Tyr  
            20                  25                  30           
 
 
Tyr Met Thr Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Leu  
        35                  40                  45               
 
 
Ala Tyr Ile Ser Lys Asn Gly Glu Tyr Ser Lys Tyr Ser Pro Ser Ser  
    50                  55                  60                   
 
 
Asn Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Val Phe  
65                  70                  75                  80   
 
 
Leu Gln Leu Asp Arg Leu Ser Ala Asp Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Ala Asp Gly Leu Thr Tyr Phe Ser Glu Leu Leu Gln Tyr Ile  
            100                 105                 110          
 
 
Phe Asp Leu Trp Gly Gln Gly Ala Arg Val Thr Val Ser Ser  
        115                 120                 125      
 
 
<210>  37 
<211>  106 
<212>  PRT 
<213>  Mus musculus 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(106) 
<223>  Palivizumab Anti-RSV Glycoprotein F Antibody Light Chain Variable 
       Domain 
 
<400>  37 
 
Asp Ile Gln Met Thr Gln Ser Pro Ser Thr Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Val Gly Tyr Met  
            20                  25                  30           



 
 
His Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr  
        35                  40                  45               
 
 
Asp Thr Ser Lys Leu Ala Ser Gly Val Pro Ser Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Asp  
65                  70                  75                  80   
 
 
Asp Phe Ala Thr Tyr Tyr Cys Phe Gln Gly Ser Gly Tyr Pro Phe Thr  
                85                  90                  95       
 
 
Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys  
            100                 105      
 
 
<210>  38 
<211>  120 
<212>  PRT 
<213>  Mus musculus 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(120) 
<223>  Palivizumab Anti-RSV Glycoprotein F Antibody Heavy Chain Variable 
       Domain 
 
<400>  38 
 
Gln Val Thr Leu Arg Glu Ser Gly Pro Ala Leu Val Lys Pro Thr Gln  
1               5                   10                  15       
 
 
Thr Leu Thr Leu Thr Cys Thr Phe Ser Gly Phe Ser Leu Ser Thr Ser  
            20                  25                  30           
 
 
Gly Met Ser Val Gly Trp Ile Arg Gln Pro Pro Gly Lys Ala Leu Glu  
        35                  40                  45               
 
 
Trp Leu Ala Asp Ile Trp Trp Asp Asp Lys Lys Asp Tyr Asn Pro Ser  
    50                  55                  60                   
 
 
Leu Lys Ser Arg Leu Thr Ile Ser Lys Asp Thr Ser Lys Asn Gln Val  
65                  70                  75                  80   
 
 
Val Leu Lys Val Thr Asn Met Asp Pro Ala Asp Thr Ala Thr Tyr Tyr  
                85                  90                  95       
 
 
Cys Ala Arg Ser Met Ile Thr Asn Trp Tyr Phe Asp Val Trp Gly Ala  
            100                 105                 110          
 
 



Gly Thr Thr Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  39 
<211>  107 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  "BRCA84D-5VL"  Humanized Anti-B7-H3 Antibody Light Chain Variable 
       Domain 
 
<400>  39 
 
Asp Ile Gln Leu Thr Gln Ser Pro Ser Phe Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gln Asn Val Asp Thr Asn  
            20                  25                  30           
 
 
Val Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Lys Ala Leu Ile  
        35                  40                  45               
 
 
Tyr Ser Ala Ser Tyr Arg Tyr Ser Gly Val Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Asn Asn Tyr Pro Phe  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys  
            100                 105          
 
 
<210>  40 
<211>  122 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  "BRCA84D-2VH" Humanized Anti-B7-H3 Antibody Heavy Chain Variable  
       Domain 
 
<400>  40 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Phe  
            20                  25                  30           
 
 
Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               



 
 
Ala Tyr Ile Ser Ser Asp Ser Ser Ala Ile Tyr Tyr Ala Asp Thr Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Asp Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Gly Arg Gly Arg Glu Asn Ile Tyr Tyr Gly Ser Arg Leu Asp Tyr Trp  
            100                 105                 110          
 
 
Gly Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120          
 
 
<210>  41 
<211>  107 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  "BRCA69D" Humanized Anti-B7-H3  Antibody Light Chain Variable  
       Domain 
 
<400>  41 
 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Ser Asn Tyr  
            20                  25                  30           
 
 
Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Tyr Thr Ser Arg Leu His Ser Gly Val Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  
65                  70                  75                  80   
 
 
Glu Asp Ile Ala Thr Tyr Tyr Cys Gln Gln Gly Asn Thr Leu Pro Pro  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys  
            100                 105          
 
 
<210>  42 
<211>  120 
<212>  PRT 



<213>  Artificial Sequence 
 
<220> 
<223>  "BRCA69D" Humanized Anti-B7-H3 Antibody Heavy Chain Variable  
       Domain 
 
<400>  42 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Trp Met Gln Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Thr Ile Tyr Pro Gly Asp Gly Asp Thr Arg Tyr Thr Gln Lys Phe  
    50                  55                  60                   
 
 
Lys Gly Arg Val Thr Ile Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Gly Ile Pro Arg Leu Trp Tyr Phe Asp Val Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Thr Val Thr Val Ser Ser  
        115                 120  
 
 
<210>  43 
<211>  108 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  "PRCA157" Humanized Anti-B7-H3 Antibody Light Chain Variable  
       Domain 
 
<400>  43 
 
Asp Ile Gln Met Thr Gln Ser Pro Ala Ser Leu Ser Val Ser Val Gly  
1               5                   10                  15       
 
 
Glu Thr Val Thr Ile Thr Cys Arg Ala Ser Glu Ser Ile Tyr Ser Tyr  
            20                  25                  30           
 
 
Leu Ala Trp Tyr Gln Gln Lys Gln Gly Lys Ser Pro Gln Leu Leu Val  
        35                  40                  45               
 
 
Tyr Asn Thr Lys Thr Leu Pro Glu Gly Val Pro Ser Arg Phe Ser Gly  



    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Gln Phe Ser Leu Lys Ile Asn Ser Leu Gln Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Gly Arg Tyr Tyr Cys Gln His His Tyr Gly Thr Pro Pro  
                85                  90                  95       
 
 
Trp Thr Phe Gly Gly Gly Thr Asn Leu Glu Ile Lys  
            100                 105              
 
 
<210>  44 
<211>  117 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  "PRCA157" Humanized Anti-B7-H3 Antibody Heavy Chain Variable  
       Domain 
 
<400>  44 
 
Glu Val Gln Gln Val Glu Ser Gly Gly Asp Leu Val Lys Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr  
            20                  25                  30           
 
 
Gly Met Ser Trp Val Arg Gln Thr Pro Asp Lys Arg Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Thr Ile Asn Ser Gly Gly Ser Asn Thr Tyr Tyr Pro Asp Ser Leu  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Arg Ser Leu Lys Ser Glu Asp Thr Ala Met Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg His Asp Gly Gly Ala Met Asp Tyr Trp Gly Gln Gly Thr Ser  
            100                 105                 110          
 
 
Val Thr Val Ser Ser  
        115          
 
 
<210>  45 
<211>  107 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 



<223>  Humanized Anti-A33 Antibody Light Chain Variable Domain 
 
<400>  45 
 
Gln Ile Val Leu Thr Gln Ser Pro Ala Ile Met Ser Ala Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Arg Val Thr Met Thr Cys Ser Ala Arg Ser Ser Ile Ser Phe Met  
            20                  25                  30           
 
 
Tyr Trp Tyr Gln Gln Lys Pro Gly Ser Ser Pro Arg Leu Leu Ile Tyr  
        35                  40                  45               
 
 
Asp Thr Ser Asn Leu Ala Ser Gly Val Pro Val Arg Phe Ser Gly Ser  
    50                  55                  60                   
 
 
Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Arg Met Glu Ala Glu  
65                  70                  75                  80   
 
 
Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Trp Ser Ser Tyr Pro Leu Thr  
                85                  90                  95       
 
 
Phe Gly Ser Gly Thr Lys Leu Glu Leu Lys Arg  
            100                 105          
 
 
<210>  46 
<211>  119 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Humanized Anti-A33 Antibody Heavy Chain Variable Domain 
 
<400>  46 
 
Gln Val Gln Leu Gln Gln Ser Gly Pro Glu Leu Val Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Gly Ser  
            20                  25                  30           
 
 
Trp Met Asn Trp Val Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Arg Ile Tyr Pro Gly Asp Gly Glu Thr Asn Tyr Asn Gly Lys Phe  
    50                  55                  60                   
 
 
Lys Asp Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Thr Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Thr Ser Val Asp Ser Ala Val Tyr Phe Cys  
                85                  90                  95       



 
 
Ala Arg Ile Tyr Gly Asn Asn Val Tyr Phe Asp Val Trp Gly Ala Gly  
            100                 105                 110          
 
 
Thr Thr Val Thr Val Ser Ser  
        115                  
 
 
<210>  47 
<211>  107 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Humanized Anti-5T4 Antibody "mAb 1" Light Chain Variable Domain 
 
<400>  47 
 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Asn Tyr  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Lys Ala Pro Lys Ser Leu Ile  
        35                  40                  45               
 
 
Tyr Arg Ala Asn Arg Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  
65                  70                  75                  80   
 
 
Glu Asp Val Ala Thr Tyr Tyr Cys Leu Gln Tyr Asp Asp Phe Pro Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys  
            100                 105          
 
 
<210>  48 
<211>  118 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Humanized Anti-5T4 Antibody "mAb 1" Heavy Chain Variable Domain 
 
<400>  48 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Phe  
            20                  25                  30           



 
 
Trp Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Arg Ile Asp Pro Asn Arg Gly Gly Thr Glu Tyr Asn Glu Lys Ala  
    50                  55                  60                   
 
 
Lys Ser Arg Val Thr Met Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Gly Gly Asn Pro Tyr Tyr Pro Met Asp Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Thr Val Thr Val Ser Ser  
        115              
 
 
<210>  49 
<211>  112 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Humanized Anti-5T4 Antibody "mAb 2" Light Chain Variable Domain 
 
<400>  49 
 
Asp Val Leu Met Thr Gln Thr Pro Leu Ser Leu Pro Val Ser Leu Gly  
1               5                   10                  15       
 
 
Asp Gln Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Ile Val Tyr Ser  
            20                  25                  30           
 
 
Asn Gly Asn Thr Tyr Leu Glu Trp Tyr Leu Gln Lys Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Lys Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Tyr Cys Phe Gln Gly  
                85                  90                  95       
 
 
Ser His Val Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys  
            100                 105                 110          
 
 



<210>  50 
<211>  127 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Humanized Anti-5T4 Antibody "mAb 2" Heavy Chain Variable Domain 
 
<400>  50 
 
Gln Val Gln Leu Gln Gln Pro Gly Ala Glu Leu Val Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Trp Ile Thr Trp Val Lys Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Asp Ile Tyr Pro Gly Ser Gly Arg Ala Asn Tyr Asn Glu Lys Phe  
    50                  55                  60                   
 
 
Lys Ser Lys Ala Thr Leu Thr Val Asp Thr Ser Ser Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Gln Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Asn Cys  
                85                  90                  95       
 
 
Ala Arg Tyr Gly Pro Leu Phe Thr Thr Val Val Asp Pro Asn Ser Tyr  
            100                 105                 110          
 
 
Ala Met Asp Tyr Trp Gly Gln Gly Thr Ser Val Thr Val Ser Ser  
        115                 120                 125          
 
 
<210>  51 
<211>  112 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Humanized Anti-ROR1 mAb 1 Antibody Light Chain Variable Domain 
 
<400>  51 
 
Gln Leu Val Leu Thr Gln Ser Pro Ser Ala Ser Ala Ser Leu Gly Ser  
1               5                   10                  15       
 
 
Ser Val Lys Leu Thr Cys Thr Leu Ser Ser Gly His Lys Thr Asp Thr  
            20                  25                  30           
 
 
Ile Asp Trp Tyr Gln Gln Gln Pro Gly Lys Ala Pro Arg Tyr Leu Met  
        35                  40                  45               
 
 



Lys Leu Glu Gly Ser Gly Ser Tyr Asn Lys Gly Ser Gly Val Pro Asp  
    50                  55                  60                   
 
 
Arg Phe Gly Ser Gly Ser Ser Ser Gly Ala Asp Arg Tyr Leu Thr Ile  
65                  70                  75                  80   
 
 
Ser Ser Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Gly Thr Asp  
                85                  90                  95       
 
 
Tyr Pro Gly Asn Tyr Leu Phe Gly Gly Gly Thr Gln Leu Thr Val Leu  
            100                 105                 110          
 
 
<210>  52 
<211>  121 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Humanized Anti-ROR1 mAb 1 Antibody Heavy Chain Variable Domain 
 
<400>  52 
 
Gln Glu Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Thr Ile Tyr Pro Ser Ser Gly Lys Thr Tyr Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn Ala Lys Asn Ser Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Asp Ser Tyr Ala Asp Asp Ala Ala Leu Phe Asp Ile Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Thr Val Thr Val Ser Ser  
        115                 120      
 
 
<210>  53 
<211>  107 
<212>  PRT 
<213>  Mus musculus 
 
 



<220> 
<221>  MISC_FEATURE 
<222>  (1)..(107) 
<223>  2A2 Anti-ROR1 Antibody Light Chain Variable Domain 
 
<400>  53 
 
Asp Ile Val Met Thr Gln Ser Gln Lys Ile Met Ser Thr Thr Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Ser Ile Thr Cys Lys Ala Ser Gln Asn Val Asp Ala Ala  
            20                  25                  30           
 
 
Val Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Ser Ala Ser Asn Arg Tyr Thr Gly Val Pro Asp Arg Phe Thr Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Asn Met Gln Ser  
65                  70                  75                  80   
 
 
Glu Asp Leu Ala Asp Tyr Phe Cys Gln Gln Tyr Asp Ile Tyr Pro Tyr  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys  
            100                 105          
 
 
<210>  54 
<211>  118 
<212>  PRT 
<213>  Mus musculus 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(118) 
<223>  2A2 Anti-ROR1 Antibody Heavy Chain Variable Domain 
 
<400>  54 
 
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Arg Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Thr Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asp Tyr  
            20                  25                  30           
 
 
Glu Met His Trp Val Ile Gln Thr Pro Val His Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Ala Ile Asp Pro Glu Thr Gly Gly Thr Ala Tyr Asn Gln Lys Phe  
    50                  55                  60                   
 
 



Lys Gly Lys Ala Ile Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Thr Gly Tyr Tyr Asp Tyr Asp Ser Phe Thr Tyr Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Leu Val Thr Val Ser Ala  
        115              
 
 
<210>  55 
<211>  110 
<212>  PRT 
<213>  Mus musculus 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(110) 
<223>  R11 Anti-ROR1 Antibody Light Chain Variable Domain 
 
<400>  55 
 
Glu Leu Val Met Thr Gln Thr Pro Ser Ser Thr Ser Gly Ala Val Gly  
1               5                   10                  15       
 
 
Gly Thr Val Thr Ile Asn Cys Gln Ala Ser Gln Ser Ile Asp Ser Asn  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Gln Pro Pro Thr Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Arg Ala Ser Asn Leu Ala Ser Gly Val Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Arg Ser Gly Thr Glu Tyr Thr Leu Thr Ile Ser Gly Val Gln Arg  
65                  70                  75                  80   
 
 
Glu Asp Ala Ala Thr Tyr Tyr Cys Leu Gly Gly Val Gly Asn Val Ser  
                85                  90                  95       
 
 
Tyr Arg Thr Ser Phe Gly Gly Gly Thr Glu Val Val Val Lys  
            100                 105                 110  
 
 
<210>  56 
<211>  116 
<212>  PRT 
<213>  Mus musculus 
 
 
<220> 



<221>  MISC_FEATURE 
<222>  (1)..(116) 
<223>  R11 Anti-ROR1 Antibody Heavy Chain Variable Domain 
 
<400>  56 
 
Gln Ser Val Lys Glu Ser Glu Gly Asp Leu Val Thr Pro Ala Gly Asn  
1               5                   10                  15       
 
 
Leu Thr Leu Thr Cys Thr Ala Ser Gly Ser Asp Ile Asn Asp Tyr Pro  
            20                  25                  30           
 
 
Ile Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Ile Gly  
        35                  40                  45               
 
 
Phe Ile Asn Ser Gly Gly Ser Thr Trp Tyr Ala Ser Trp Val Lys Gly  
    50                  55                  60                   
 
 
Arg Phe Thr Ile Ser Arg Thr Ser Thr Thr Val Asp Leu Lys Met Thr  
65                  70                  75                  80   
 
 
Ser Leu Thr Thr Asp Asp Thr Ala Thr Tyr Phe Cys Ala Arg Gly Tyr  
                85                  90                  95       
 
 
Ser Thr Tyr Tyr Gly Asp Phe Asn Ile Trp Gly Pro Gly Thr Leu Val  
            100                 105                 110          
 
 
Thr Ile Ser Ser  
        115      
 
 
<210>  57 
<211>  112 
<212>  PRT 
<213>  Mus musculus 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(112) 
<223>  R12 Anti-ROR1 Antibody Light Chain Variable Domain 
 
<400>  57 
 
Glu Leu Val Leu Thr Gln Ser Pro Ser Val Ser Ala Ala Leu Gly Ser  
1               5                   10                  15       
 
 
Pro Ala Lys Ile Thr Cys Thr Leu Ser Ser Ala His Lys Thr Asp Thr  
            20                  25                  30           
 
 
Ile Asp Trp Tyr Gln Gln Leu Gln Gly Glu Ala Pro Arg Tyr Leu Met  
        35                  40                  45               
 
 
Gln Val Gln Ser Asp Gly Ser Tyr Thr Lys Arg Pro Gly Val Pro Asp  



    50                  55                  60                   
 
 
Arg Phe Ser Gly Ser Ser Ser Gly Ala Asp Arg Tyr Leu Ile Ile Pro  
65                  70                  75                  80   
 
 
Ser Val Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Gly Ala Asp Tyr  
                85                  90                  95       
 
 
Ile Gly Gly Tyr Val Phe Gly Gly Gly Thr Gln Leu Thr Val Thr Gly  
            100                 105                 110          
 
 
<210>  58 
<211>  121 
<212>  PRT 
<213>  Mus musculus 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(121) 
<223>  R12 Anti-ROR1 Antibody Heavy Chain Variable Domain 
 
<400>  58 
 
Gln Glu Gln Leu Val Glu Ser Gly Gly Arg Leu Val Thr Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Thr Leu Ser Cys Lys Ala Ser Gly Phe Asp Phe Ser Ala Tyr  
            20                  25                  30           
 
 
Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Ala Thr Ile Tyr Pro Ser Ser Gly Lys Thr Tyr Tyr Ala Thr Trp Val  
    50                  55                  60                   
 
 
Asn Gly Arg Phe Thr Ile Ser Ser Asp Asn Ala Gln Asn Thr Val Asp  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Thr Ala Ala Asp Arg Ala Thr Tyr Phe Cys  
                85                  90                  95       
 
 
Ala Arg Asp Ser Tyr Ala Asp Asp Gly Ala Leu Phe Asn Ile Trp Gly  
            100                 105                 110          
 
 
Pro Gly Thr Leu Val Thr Ile Ser Ser  
        115                 120      
 
 
<210>  59 
<211>  504 
<212>  PRT 
<213>  Artificial Sequence 



 
<220> 
<223>  First Polypeptide Chain of Exemplary B7-H3 mAb 1/ CD3 mAb 2 / CD8 
       mAb 1 Tri-Specific Binding Molecule (VL(B7-H3 mAb 1)-VH(CD3 mAb  
       2)-E-Coil-(CH2-CH3)) 
 
<400>  59 
 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Ser Asn Tyr  
            20                  25                  30           
 
 
Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Tyr Thr Ser Arg Leu His Ser Gly Val Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  
65                  70                  75                  80   
 
 
Glu Asp Ile Ala Thr Tyr Tyr Cys Gln Gln Gly Asn Thr Leu Pro Pro  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly  
            100                 105                 110          
 
 
Gly Gly Gly Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln  
        115                 120                 125              
 
 
Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe  
    130                 135                 140                  
 
 
Ser Thr Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu  
145                 150                 155                 160  
 
 
Glu Trp Val Gly Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr  
                165                 170                 175      
 
 
Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser  
            180                 185                 190          
 
 
Lys Asn Ser Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr  
        195                 200                 205              
 
 
Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Val  
    210                 215                 220                  
 
 



Ser Trp Phe Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  
225                 230                 235                 240  
 
 
Gly Gly Cys Gly Gly Gly Glu Val Ala Ala Leu Glu Lys Glu Val Ala  
                245                 250                 255      
 
 
Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu  
            260                 265                 270          
 
 
Glu Lys Gly Gly Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala  
        275                 280                 285              
 
 
Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
    290                 295                 300                  
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
305                 310                 315                 320  
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
                325                 330                 335      
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
            340                 345                 350          
 
 
Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
        355                 360                 365              
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
    370                 375                 380                  
 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
385                 390                 395                 400  
 
 
Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr  
                405                 410                 415      
 
 
Lys Asn Gln Val Ser Leu Trp Cys Leu Val Lys Gly Phe Tyr Pro Ser  
            420                 425                 430          
 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
        435                 440                 445              
 
 
Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr  
    450                 455                 460                  
 
 
Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
465                 470                 475                 480  
 
 



Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
                485                 490                 495      
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
            500                  
 
 
<210>  60 
<211>  272 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Second Polypeptide Chain of Exemplary B7-H3 mAb 1/ CD3 mAb 2 /  
       CD8 mAb 1 Tri-Specific Binding Molecule (VL(CD3 mAb 2)-VH(B7-H3  
       mAb 1)-K-Coil) 
 
<400>  60 
 
Gln Ala Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly  
1               5                   10                  15       
 
 
Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  
            20                  25                  30           
 
 
Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly  
        35                  40                  45               
 
 
Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr Pro Ala Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Ile Thr Gly Ala  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn  
                85                  90                  95       
 
 
Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly  
            100                 105                 110          
 
 
Gly Ser Gly Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu  
        115                 120                 125              
 
 
Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly  
    130                 135                 140                  
 
 
Tyr Thr Phe Thr Ser Tyr Trp Met Gln Trp Val Arg Gln Ala Pro Gly  
145                 150                 155                 160  
 
 
Gln Gly Leu Glu Trp Met Gly Thr Ile Tyr Pro Gly Asp Gly Asp Thr  
                165                 170                 175      
 
 



Arg Tyr Thr Gln Lys Phe Lys Gly Arg Val Thr Ile Thr Ala Asp Lys  
            180                 185                 190          
 
 
Ser Thr Ser Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp  
        195                 200                 205              
 
 
Thr Ala Val Tyr Tyr Cys Ala Arg Arg Gly Ile Pro Arg Leu Trp Tyr  
    210                 215                 220                  
 
 
Phe Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly  
225                 230                 235                 240  
 
 
Cys Gly Gly Gly Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu  
                245                 250                 255      
 
 
Lys Glu Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu  
            260                 265                 270          
 
 
<210>  61 
<211>  448 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Third Polypeptide Chain of Exemplary B7-H3 mAb 1/ CD3 mAb 2 / CD8 
       mAb 1 Tri-Specific Binding Molecule (Heavy Chain CD8 mAb 1) 
 
<400>  61 
 
Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn Ile Lys Asp Thr  
            20                  25                  30           
 
 
Tyr Ile His Phe Val Arg Gln Arg Pro Glu Gln Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Arg Ile Asp Pro Ala Asn Asp Asn Thr Leu Tyr Ala Ser Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Lys Ala Thr Ile Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met His Leu Cys Ser Leu Thr Ser Gly Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Gly Arg Gly Tyr Gly Tyr Tyr Val Phe Asp His Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Thr Leu Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro  



        115                 120                 125              
 
 
Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly  
    130                 135                 140                  
 
 
Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn  
145                 150                 155                 160  
 
 
Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln  
                165                 170                 175      
 
 
Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser  
            180                 185                 190          
 
 
Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser  
        195                 200                 205              
 
 
Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys Thr  
    210                 215                 220                  
 
 
His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser  
225                 230                 235                 240  
 
 
Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg  
                245                 250                 255      
 
 
Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro  
            260                 265                 270          
 
 
Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala  
        275                 280                 285              
 
 
Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val  
    290                 295                 300                  
 
 
Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr  
305                 310                 315                 320  
 
 
Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr  
                325                 330                 335      
 
 
Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu  
            340                 345                 350          
 
 
Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Ser Cys  
        355                 360                 365              
 
 
Ala Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser  



    370                 375                 380                  
 
 
Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp  
385                 390                 395                 400  
 
 
Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val Asp Lys Ser  
                405                 410                 415      
 
 
Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala  
            420                 425                 430          
 
 
Leu His Asn Arg Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        435                 440                 445              
 
 
<210>  62 
<211>  214 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Fourth Polypeptide Chain of Exemplary B7-H3 mAb 1/ CD3 mAb 2 /  
       CD8 mAb 1 Tri-Specific Binding Molecule (Light Chain CD8 mAb 1) 
 
<400>  62 
 
Asp Val Gln Ile Asn Gln Ser Pro Ser Phe Leu Ala Ala Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Thr Ile Thr Ile Asn Cys Arg Thr Ser Arg Ser Ile Ser Gln Tyr  
            20                  25                  30           
 
 
Leu Ala Trp Tyr Gln Glu Lys Pro Gly Lys Thr Asn Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Ser Gly Ser Thr Leu Gln Ser Gly Ile Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Met Tyr Tyr Cys Gln Gln His Asn Glu Asn Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Arg Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  



 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  63 
<211>  504 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  First Polypeptide Chain of Exemplary B7-H3 mAb 1/ CD3 mAb 2 / CD8 
       mAb 2 Tri-Specific Binding Molecule (VL(B7-H3 mAb 1)-VH(CD3 mAb  
       2)-E-Coil-(CH2-CH3)) 
 
<400>  63 
 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Ser Asn Tyr  
            20                  25                  30           
 
 
Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Tyr Thr Ser Arg Leu His Ser Gly Val Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  
65                  70                  75                  80   
 
 
Glu Asp Ile Ala Thr Tyr Tyr Cys Gln Gln Gly Asn Thr Leu Pro Pro  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly  
            100                 105                 110          
 
 
Gly Gly Gly Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln  
        115                 120                 125              



 
 
Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe  
    130                 135                 140                  
 
 
Ser Thr Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu  
145                 150                 155                 160  
 
 
Glu Trp Val Gly Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr  
                165                 170                 175      
 
 
Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser  
            180                 185                 190          
 
 
Lys Asn Ser Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr  
        195                 200                 205              
 
 
Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Val  
    210                 215                 220                  
 
 
Ser Trp Phe Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  
225                 230                 235                 240  
 
 
Gly Gly Cys Gly Gly Gly Glu Val Ala Ala Leu Glu Lys Glu Val Ala  
                245                 250                 255      
 
 
Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu  
            260                 265                 270          
 
 
Glu Lys Gly Gly Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala  
        275                 280                 285              
 
 
Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
    290                 295                 300                  
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
305                 310                 315                 320  
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
                325                 330                 335      
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
            340                 345                 350          
 
 
Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
        355                 360                 365              
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
    370                 375                 380                  



 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
385                 390                 395                 400  
 
 
Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr  
                405                 410                 415      
 
 
Lys Asn Gln Val Ser Leu Trp Cys Leu Val Lys Gly Phe Tyr Pro Ser  
            420                 425                 430          
 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
        435                 440                 445              
 
 
Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr  
    450                 455                 460                  
 
 
Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
465                 470                 475                 480  
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
                485                 490                 495      
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
            500                  
 
 
<210>  64 
<211>  272 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Second Polypeptide Chain of Exemplary B7-H3 mAb 1/ CD3 mAb 2 /  
       CD8 mAb 2 Tri-Specific Binding Molecule (VL(CD3 mAb 2)-VH(B7-H3  
       mAb 1)-K-Coil) 
 
<400>  64 
 
Gln Ala Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly  
1               5                   10                  15       
 
 
Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  
            20                  25                  30           
 
 
Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly  
        35                  40                  45               
 
 
Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr Pro Ala Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Ile Thr Gly Ala  
65                  70                  75                  80   



 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn  
                85                  90                  95       
 
 
Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly  
            100                 105                 110          
 
 
Gly Ser Gly Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu  
        115                 120                 125              
 
 
Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly  
    130                 135                 140                  
 
 
Tyr Thr Phe Thr Ser Tyr Trp Met Gln Trp Val Arg Gln Ala Pro Gly  
145                 150                 155                 160  
 
 
Gln Gly Leu Glu Trp Met Gly Thr Ile Tyr Pro Gly Asp Gly Asp Thr  
                165                 170                 175      
 
 
Arg Tyr Thr Gln Lys Phe Lys Gly Arg Val Thr Ile Thr Ala Asp Lys  
            180                 185                 190          
 
 
Ser Thr Ser Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp  
        195                 200                 205              
 
 
Thr Ala Val Tyr Tyr Cys Ala Arg Arg Gly Ile Pro Arg Leu Trp Tyr  
    210                 215                 220                  
 
 
Phe Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly  
225                 230                 235                 240  
 
 
Cys Gly Gly Gly Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu  
                245                 250                 255      
 
 
Lys Glu Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu  
            260                 265                 270          
 
 
<210>  65 
<211>  451 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Third Polypeptide Chain of Exemplary B7-H3 mAb 1/ CD3 mAb 2 / CD8 
       mAb 2 Tri-Specific Binding Molecule (Heavy Chain CD8 mAb 2) 
 
<400>  65 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 



 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Phe  
            20                  25                  30           
 
 
Gly Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Leu Ile Tyr Tyr Asp Gly Ser Asn Lys Phe Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Lys Pro His Tyr Asp Gly Tyr Tyr His Phe Phe Asp Ser Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser  
        115                 120                 125              
 
 
Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala  
    130                 135                 140                  
 
 
Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val  
145                 150                 155                 160  
 
 
Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala  
                165                 170                 175      
 
 
Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val  
            180                 185                 190          
 
 
Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His  
        195                 200                 205              
 
 
Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys  
    210                 215                 220                  
 
 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly  
225                 230                 235                 240  
 
 
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  
                245                 250                 255      
 
 
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His  
            260                 265                 270          
 



 
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val  
        275                 280                 285              
 
 
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr  
    290                 295                 300                  
 
 
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  
305                 310                 315                 320  
 
 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile  
                325                 330                 335      
 
 
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  
            340                 345                 350          
 
 
Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser  
        355                 360                 365              
 
 
Leu Ser Cys Ala Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  
    370                 375                 380                  
 
 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  
385                 390                 395                 400  
 
 
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val  
                405                 410                 415      
 
 
Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met  
            420                 425                 430          
 
 
His Glu Ala Leu His Asn Arg Tyr Thr Gln Lys Ser Leu Ser Leu Ser  
        435                 440                 445              
 
 
Pro Gly Lys  
    450      
 
 
<210>  66 
<211>  213 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Fourth Polypeptide Chain of Exemplary B7-H3 mAb 1/ CD3 mAb 2 /  
       CD8 mAb 2 Tri-Specific Binding Molecule (Light Chain CD8 mAb 2) 
 
<400>  66 
 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 



Asp Arg Val Thr Ile Thr Cys Lys Gly Ser Gln Asp Ile Asn Asn Tyr  
            20                  25                  30           
 
 
Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Asn Thr Asp Ile Leu His Thr Gly Val Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Gln Pro  
65                  70                  75                  80   
 
 
Glu Asp Ile Ala Thr Tyr Tyr Cys Tyr Gln Tyr Asn Asn Gly Tyr Thr  
                85                  90                  95       
 
 
Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala Pro  
            100                 105                 110          
 
 
Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr  
        115                 120                 125              
 
 
Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys  
    130                 135                 140                  
 
 
Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu  
145                 150                 155                 160  
 
 
Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser  
                165                 170                 175      
 
 
Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala  
            180                 185                 190          
 
 
Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe  
        195                 200                 205              
 
 
Asn Arg Gly Glu Cys  
    210              
 
 
<210>  67 
<211>  504 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  First Polypeptide Chain of Exemplary CD3 mAb 2 / CD8 mAb 1 /  
       B7-H3 mAb 1 Tri-Specific Binding Molecule (VL(CD3 mAb 2)-VH(CD8  
       mAb 1)-E-Coil-(CH2-CH3)) 
 
<400>  67 
 



Asp Val Gln Ile Asn Gln Ser Pro Ser Phe Leu Ala Ala Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Thr Ile Thr Ile Asn Cys Arg Thr Ser Arg Ser Ile Ser Gln Tyr  
            20                  25                  30           
 
 
Leu Ala Trp Tyr Gln Glu Lys Pro Gly Lys Thr Asn Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Ser Gly Ser Thr Leu Gln Ser Gly Ile Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Met Tyr Tyr Cys Gln Gln His Asn Glu Asn Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Arg Gly Gly Gly Ser Gly  
            100                 105                 110          
 
 
Gly Gly Gly Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln  
        115                 120                 125              
 
 
Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe  
    130                 135                 140                  
 
 
Ser Thr Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu  
145                 150                 155                 160  
 
 
Glu Trp Val Gly Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr  
                165                 170                 175      
 
 
Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser  
            180                 185                 190          
 
 
Lys Asn Ser Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr  
        195                 200                 205              
 
 
Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Val  
    210                 215                 220                  
 
 
Ser Trp Phe Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  
225                 230                 235                 240  
 
 
Gly Gly Cys Gly Gly Gly Glu Val Ala Ala Leu Glu Lys Glu Val Ala  
                245                 250                 255      
 
 



Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu  
            260                 265                 270          
 
 
Glu Lys Gly Gly Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala  
        275                 280                 285              
 
 
Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
    290                 295                 300                  
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
305                 310                 315                 320  
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
                325                 330                 335      
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
            340                 345                 350          
 
 
Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
        355                 360                 365              
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
    370                 375                 380                  
 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
385                 390                 395                 400  
 
 
Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr  
                405                 410                 415      
 
 
Lys Asn Gln Val Ser Leu Trp Cys Leu Val Lys Gly Phe Tyr Pro Ser  
            420                 425                 430          
 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
        435                 440                 445              
 
 
Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr  
    450                 455                 460                  
 
 
Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
465                 470                 475                 480  
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
                485                 490                 495      
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
            500                  
 
 



<210>  68 
<211>  270 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Second Polypeptide Chain of Exemplary CD3 mAb 2 / CD8 mAb 1 /  
       B7-H3 mAb 1 Tri-Specific Binding Molecule (VL(CD8 mAb 1)-VH(CD3  
       mAb 2)-K-Coil) 
 
<400>  68 
 
Gln Ala Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly  
1               5                   10                  15       
 
 
Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  
            20                  25                  30           
 
 
Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly  
        35                  40                  45               
 
 
Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr Pro Ala Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Ile Thr Gly Ala  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn  
                85                  90                  95       
 
 
Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly  
            100                 105                 110          
 
 
Gly Ser Gly Gly Gly Gly Glu Val Gln Leu Gln Gln Ser Gly Ala Glu  
        115                 120                 125              
 
 
Leu Val Lys Pro Gly Ala Ser Val Lys Leu Ser Cys Thr Ala Ser Gly  
    130                 135                 140                  
 
 
Phe Asn Ile Lys Asp Thr Tyr Ile His Phe Val Arg Gln Arg Pro Glu  
145                 150                 155                 160  
 
 
Gln Gly Leu Glu Trp Ile Gly Arg Ile Asp Pro Ala Asn Asp Asn Thr  
                165                 170                 175      
 
 
Leu Tyr Ala Ser Lys Phe Gln Gly Lys Ala Thr Ile Thr Ala Asp Thr  
            180                 185                 190          
 
 
Ser Ser Asn Thr Ala Tyr Met His Leu Cys Ser Leu Thr Ser Gly Asp  
        195                 200                 205              
 
 



Thr Ala Val Tyr Tyr Cys Gly Arg Gly Tyr Gly Tyr Tyr Val Phe Asp  
    210                 215                 220                  
 
 
His Trp Gly Gln Gly Thr Thr Leu Thr Val Ser Ser Gly Gly Cys Gly  
225                 230                 235                 240  
 
 
Gly Gly Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu  
                245                 250                 255      
 
 
Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu  
            260                 265                 270  
 
 
<210>  69 
<211>  450 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Third Polypeptide Chain of Exemplary CD3 mAb 2 / CD8 mAb 1 /  
       B7-H3 mAb 1 Tri-Specific Binding Molecule Heavy Chain B7-H3 mAb  
       1) 
 
<400>  69 
 
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr  
            20                  25                  30           
 
 
Trp Met Gln Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met  
        35                  40                  45               
 
 
Gly Thr Ile Tyr Pro Gly Asp Gly Asp Thr Arg Tyr Thr Gln Lys Phe  
    50                  55                  60                   
 
 
Lys Gly Arg Val Thr Ile Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Arg Arg Gly Ile Pro Arg Leu Trp Tyr Phe Asp Val Trp Gly Gln  
            100                 105                 110          
 
 
Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val  
        115                 120                 125              
 
 
Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala  
    130                 135                 140                  
 
 



Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser  
145                 150                 155                 160  
 
 
Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val  
                165                 170                 175      
 
 
Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro  
            180                 185                 190          
 
 
Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys  
        195                 200                 205              
 
 
Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp  
    210                 215                 220                  
 
 
Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly  
225                 230                 235                 240  
 
 
Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile  
                245                 250                 255      
 
 
Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu  
            260                 265                 270          
 
 
Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His  
        275                 280                 285              
 
 
Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg  
    290                 295                 300                  
 
 
Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys  
305                 310                 315                 320  
 
 
Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu  
                325                 330                 335      
 
 
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr  
            340                 345                 350          
 
 
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu  
        355                 360                 365              
 
 
Ser Cys Ala Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp  
    370                 375                 380                  
 
 
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val  
385                 390                 395                 400  
 
 



Leu Asp Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val Asp  
                405                 410                 415      
 
 
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His  
            420                 425                 430          
 
 
Glu Ala Leu His Asn Arg Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro  
        435                 440                 445              
 
 
Gly Lys  
    450  
 
 
<210>  70 
<211>  214 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Fourth Polypeptide Chain of Exemplary CD3 mAb 2 / CD8 mAb 1 /  
       B7-H3 mAb 1 Tri-Specific Binding Molecule (Light Chain B7-H3 mAb  
       1) 
 
<400>  70 
 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Ser Asn Tyr  
            20                  25                  30           
 
 
Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Tyr Thr Ser Arg Leu His Ser Gly Val Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  
65                  70                  75                  80   
 
 
Glu Asp Ile Ala Thr Tyr Tyr Cys Gln Gln Gly Asn Thr Leu Pro Pro  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 



Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  71 
<211>  499 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  First Polypeptide Chain of Exemplary B7-H3 mAb 1/ CD8 mAb 1 / CD3 
       mAb 2 Tri-Specific Binding Molecule (VL(B7-H3 mAb 1)-VH(CD8 mAb  
       1)-E-Coil-(CH2-CH3)) 
 
<400>  71 
 
Asp Val Gln Ile Asn Gln Ser Pro Ser Phe Leu Ala Ala Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Thr Ile Thr Ile Asn Cys Arg Thr Ser Arg Ser Ile Ser Gln Tyr  
            20                  25                  30           
 
 
Leu Ala Trp Tyr Gln Glu Lys Pro Gly Lys Thr Asn Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Ser Gly Ser Thr Leu Gln Ser Gly Ile Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Met Tyr Tyr Cys Gln Gln His Asn Glu Asn Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Arg Gly Gly Gly Ser Gly  
            100                 105                 110          
 
 
Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys  
        115                 120                 125              
 
 



Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe  
    130                 135                 140                  
 
 
Thr Ser Tyr Trp Met Gln Trp Val Arg Gln Ala Pro Gly Gln Gly Leu  
145                 150                 155                 160  
 
 
Glu Trp Met Gly Thr Ile Tyr Pro Gly Asp Gly Asp Thr Arg Tyr Thr  
                165                 170                 175      
 
 
Gln Lys Phe Lys Gly Arg Val Thr Ile Thr Ala Asp Lys Ser Thr Ser  
            180                 185                 190          
 
 
Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val  
        195                 200                 205              
 
 
Tyr Tyr Cys Ala Arg Arg Gly Ile Pro Arg Leu Trp Tyr Phe Asp Val  
    210                 215                 220                  
 
 
Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Cys Gly Gly  
225                 230                 235                 240  
 
 
Gly Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys Glu  
                245                 250                 255      
 
 
Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys Gly Gly Gly  
            260                 265                 270          
 
 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly  
        275                 280                 285              
 
 
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  
    290                 295                 300                  
 
 
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His  
305                 310                 315                 320  
 
 
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val  
                325                 330                 335      
 
 
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr  
            340                 345                 350          
 
 
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  
        355                 360                 365              
 
 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile  
    370                 375                 380                  
 
 



Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  
385                 390                 395                 400  
 
 
Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser  
                405                 410                 415      
 
 
Leu Trp Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  
            420                 425                 430          
 
 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  
        435                 440                 445              
 
 
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val  
    450                 455                 460                  
 
 
Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met  
465                 470                 475                 480  
 
 
His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser  
                485                 490                 495      
 
 
Pro Gly Lys  
             
 
 
<210>  72 
<211>  267 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Second Polypeptide Chain of Exemplary B7-H3 mAb 1/ CD8 mAb 1 /  
       CD3 mAb 2 Tri-Specific Binding Molecule (VL(CD8 mAb 1)-VH(B7-H3  
       mAb1)-K-Coil) 
 
<400>  72 
 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Ser Asn Tyr  
            20                  25                  30           
 
 
Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Tyr Thr Ser Arg Leu His Ser Gly Val Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  
65                  70                  75                  80   
 
 



Glu Asp Ile Ala Thr Tyr Tyr Cys Gln Gln Gly Asn Thr Leu Pro Pro  
                85                  90                  95       
 
 
Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly  
            100                 105                 110          
 
 
Gly Gly Gly Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Lys  
        115                 120                 125              
 
 
Pro Gly Ala Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn Ile  
    130                 135                 140                  
 
 
Lys Asp Thr Tyr Ile His Phe Val Arg Gln Arg Pro Glu Gln Gly Leu  
145                 150                 155                 160  
 
 
Glu Trp Ile Gly Arg Ile Asp Pro Ala Asn Asp Asn Thr Leu Tyr Ala  
                165                 170                 175      
 
 
Ser Lys Phe Gln Gly Lys Ala Thr Ile Thr Ala Asp Thr Ser Ser Asn  
            180                 185                 190          
 
 
Thr Ala Tyr Met His Leu Cys Ser Leu Thr Ser Gly Asp Thr Ala Val  
        195                 200                 205              
 
 
Tyr Tyr Cys Gly Arg Gly Tyr Gly Tyr Tyr Val Phe Asp His Trp Gly  
    210                 215                 220                  
 
 
Gln Gly Thr Thr Leu Thr Val Ser Ser Gly Gly Cys Gly Gly Gly Lys  
225                 230                 235                 240  
 
 
Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu Lys Val Ala  
                245                 250                 255      
 
 
Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu  
            260                 265          
 
 
<210>  73 
<211>  455 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Third Polypeptide Chain of Exemplary B7-H3 mAb 1/ CD8 mAb 1 / CD3 
       mAb 2 Tri-Specific Binding Molecule (Heavy Chain CD3 mAb 2) 
 
<400>  73 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Thr Tyr  



            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Gly Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp  
    50                  55                  60                   
 
 
Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Ser  
65                  70                  75                  80   
 
 
Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr  
                85                  90                  95       
 
 
Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe  
            100                 105                 110          
 
 
Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr  
        115                 120                 125              
 
 
Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser  
    130                 135                 140                  
 
 
Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu  
145                 150                 155                 160  
 
 
Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His  
                165                 170                 175      
 
 
Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser  
            180                 185                 190          
 
 
Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys  
        195                 200                 205              
 
 
Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu  
    210                 215                 220                  
 
 
Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro  
225                 230                 235                 240  
 
 
Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys  
                245                 250                 255      
 
 
Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val  
            260                 265                 270          
 
 
Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp  



        275                 280                 285              
 
 
Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr  
    290                 295                 300                  
 
 
Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp  
305                 310                 315                 320  
 
 
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu  
                325                 330                 335      
 
 
Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg  
            340                 345                 350          
 
 
Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys  
        355                 360                 365              
 
 
Asn Gln Val Ser Leu Ser Cys Ala Val Lys Gly Phe Tyr Pro Ser Asp  
    370                 375                 380                  
 
 
Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys  
385                 390                 395                 400  
 
 
Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Val Ser  
                405                 410                 415      
 
 
Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser  
            420                 425                 430          
 
 
Cys Ser Val Met His Glu Ala Leu His Asn Arg Tyr Thr Gln Lys Ser  
        435                 440                 445              
 
 
Leu Ser Leu Ser Pro Gly Lys  
    450                 455  
 
 
<210>  74 
<211>  217 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Fourth Polypeptide Chain of Exemplary B7-H3 mAb 1/ CD8 mAb 1 /  
       CD3 mAb 2 Tri-Specific Binding Molecule (Light Chain CD3 mAb 2) 
 
<400>  74 
 
Gln Ala Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly  
1               5                   10                  15       
 
 
Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  
            20                  25                  30           



 
 
Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly  
        35                  40                  45               
 
 
Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr Pro Ala Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Ile Thr Gly Ala  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn  
                85                  90                  95       
 
 
Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Arg Thr  
            100                 105                 110          
 
 
Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu  
        115                 120                 125              
 
 
Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro  
    130                 135                 140                  
 
 
Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly  
145                 150                 155                 160  
 
 
Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr  
                165                 170                 175      
 
 
Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His  
            180                 185                 190          
 
 
Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val  
        195                 200                 205              
 
 
Thr Lys Ser Phe Asn Arg Gly Glu Cys  
    210                 215          
 
 
<210>  75 
<211>  509 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  First Polypeptide Chain of Exemplary 5T4 mAb 2 / CD3 mAb 2 / CD8  
       mAb 1 Tri--Specific Binding Molecule (VL(5T4 mAb 2)-VH(CD3 mAb  
       2)-E-Coil-(CH2-CH3)) 
 
<400>  75 
 
Asp Val Leu Met Thr Gln Thr Pro Leu Ser Leu Pro Val Ser Leu Gly  
1               5                   10                  15       



 
 
Asp Gln Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Ile Val Tyr Ser  
            20                  25                  30           
 
 
Asn Gly Asn Thr Tyr Leu Glu Trp Tyr Leu Gln Lys Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Lys Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Tyr Cys Phe Gln Gly  
                85                  90                  95       
 
 
Ser His Val Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys  
            100                 105                 110          
 
 
Gly Gly Gly Ser Gly Gly Gly Gly Glu Val Gln Leu Val Glu Ser Gly  
        115                 120                 125              
 
 
Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala  
    130                 135                 140                  
 
 
Ser Gly Phe Thr Phe Ser Thr Tyr Ala Met Asn Trp Val Arg Gln Ala  
145                 150                 155                 160  
 
 
Pro Gly Lys Gly Leu Glu Trp Val Gly Arg Ile Arg Ser Lys Tyr Asn  
                165                 170                 175      
 
 
Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr Ile  
            180                 185                 190          
 
 
Ser Arg Asp Asp Ser Lys Asn Ser Leu Tyr Leu Gln Met Asn Ser Leu  
        195                 200                 205              
 
 
Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe  
    210                 215                 220                  
 
 
Gly Asn Ser Tyr Val Ser Trp Phe Ala Tyr Trp Gly Gln Gly Thr Leu  
225                 230                 235                 240  
 
 
Val Thr Val Ser Ser Gly Gly Cys Gly Gly Gly Glu Val Ala Ala Leu  
                245                 250                 255      
 
 
Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys  
            260                 265                 270          



 
 
Glu Val Ala Ala Leu Glu Lys Gly Gly Gly Asp Lys Thr His Thr Cys  
        275                 280                 285              
 
 
Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu  
    290                 295                 300                  
 
 
Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu  
305                 310                 315                 320  
 
 
Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys  
                325                 330                 335      
 
 
Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys  
            340                 345                 350          
 
 
Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu  
        355                 360                 365              
 
 
Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys  
    370                 375                 380                  
 
 
Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys  
385                 390                 395                 400  
 
 
Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser  
                405                 410                 415      
 
 
Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Trp Cys Leu Val Lys  
            420                 425                 430          
 
 
Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln  
        435                 440                 445              
 
 
Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly  
    450                 455                 460                  
 
 
Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln  
465                 470                 475                 480  
 
 
Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn  
                485                 490                 495      
 
 
His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
            500                 505                  
 
 
<210>  76 
<211>  279 



<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Second Polypeptide Chain of Exemplary 5T4 mAb 2 / CD3 mAb 2 / CD8 
       mAb 1 Tri--Specific Binding Molecule (VL(CD3 mAb 2)-VH(5T4 mAb  
       2)-K-Coil) 
 
<400>  76 
 
Gln Ala Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly  
1               5                   10                  15       
 
 
Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  
            20                  25                  30           
 
 
Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly  
        35                  40                  45               
 
 
Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr Pro Ala Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Ile Thr Gly Ala  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn  
                85                  90                  95       
 
 
Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly  
            100                 105                 110          
 
 
Gly Ser Gly Gly Gly Gly Gln Val Gln Leu Gln Gln Pro Gly Ala Glu  
        115                 120                 125              
 
 
Leu Val Lys Pro Gly Ala Ser Val Lys Met Ser Cys Lys Ala Ser Gly  
    130                 135                 140                  
 
 
Tyr Thr Phe Thr Ser Tyr Trp Ile Thr Trp Val Lys Gln Arg Pro Gly  
145                 150                 155                 160  
 
 
Gln Gly Leu Glu Trp Ile Gly Asp Ile Tyr Pro Gly Ser Gly Arg Ala  
                165                 170                 175      
 
 
Asn Tyr Asn Glu Lys Phe Lys Ser Lys Ala Thr Leu Thr Val Asp Thr  
            180                 185                 190          
 
 
Ser Ser Ser Thr Ala Tyr Met Gln Leu Ser Ser Leu Thr Ser Glu Asp  
        195                 200                 205              
 
 
Ser Ala Val Tyr Asn Cys Ala Arg Tyr Gly Pro Leu Phe Thr Thr Val  
    210                 215                 220                  



 
 
Val Asp Pro Asn Ser Tyr Ala Met Asp Tyr Trp Gly Gln Gly Thr Ser  
225                 230                 235                 240  
 
 
Val Thr Val Ser Ser Gly Gly Cys Gly Gly Gly Lys Val Ala Ala Leu  
                245                 250                 255      
 
 
Lys Glu Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu  
            260                 265                 270          
 
 
Lys Val Ala Ala Leu Lys Glu  
        275                  
 
 
<210>  77 
<211>  448 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Third Polypeptide Chain of Exemplary 5T4 mAb 2 / CD3 mAb 2 / CD8  
       mAb 1 Tri--Specific Binding Molecule (Heavy Chain CD8 mAb 1) 
 
<400>  77 
 
Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn Ile Lys Asp Thr  
            20                  25                  30           
 
 
Tyr Ile His Phe Val Arg Gln Arg Pro Glu Gln Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Arg Ile Asp Pro Ala Asn Asp Asn Thr Leu Tyr Ala Ser Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Lys Ala Thr Ile Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met His Leu Cys Ser Leu Thr Ser Gly Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Gly Arg Gly Tyr Gly Tyr Tyr Val Phe Asp His Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Thr Leu Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro  
        115                 120                 125              
 
 
Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly  
    130                 135                 140                  
 



 
Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn  
145                 150                 155                 160  
 
 
Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln  
                165                 170                 175      
 
 
Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser  
            180                 185                 190          
 
 
Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser  
        195                 200                 205              
 
 
Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys Thr  
    210                 215                 220                  
 
 
His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser  
225                 230                 235                 240  
 
 
Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg  
                245                 250                 255      
 
 
Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro  
            260                 265                 270          
 
 
Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala  
        275                 280                 285              
 
 
Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val  
    290                 295                 300                  
 
 
Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr  
305                 310                 315                 320  
 
 
Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr  
                325                 330                 335      
 
 
Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu  
            340                 345                 350          
 
 
Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Ser Cys  
        355                 360                 365              
 
 
Ala Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser  
    370                 375                 380                  
 
 
Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp  
385                 390                 395                 400  
 



 
Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val Asp Lys Ser  
                405                 410                 415      
 
 
Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala  
            420                 425                 430          
 
 
Leu His Asn Arg Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        435                 440                 445              
 
 
<210>  78 
<211>  214 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Fourth Polypeptide Chain of Exemplary 5T4 mAb 2 / CD3 mAb 2 / CD8 
       mAb 1 Tri--Specific Binding Molecule (Light Chain CD8 mAb 1) 
 
<400>  78 
 
Asp Val Gln Ile Asn Gln Ser Pro Ser Phe Leu Ala Ala Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Thr Ile Thr Ile Asn Cys Arg Thr Ser Arg Ser Ile Ser Gln Tyr  
            20                  25                  30           
 
 
Leu Ala Trp Tyr Gln Glu Lys Pro Gly Lys Thr Asn Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Ser Gly Ser Thr Leu Gln Ser Gly Ile Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Met Tyr Tyr Cys Gln Gln His Asn Glu Asn Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Arg Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 



Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  79 
<211>  509 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  First Polypeptide Chain of Exemplary 5T4 mAb 2 / CD3 mAb 2 / CD8  
       mAb 2 Tri--Specific Binding Molecule (VL(5T4 mAb 2)-VH(CD3 mAb  
       2)-E-Coil-(CH2-CH3)) 
 
<400>  79 
 
Asp Val Leu Met Thr Gln Thr Pro Leu Ser Leu Pro Val Ser Leu Gly  
1               5                   10                  15       
 
 
Asp Gln Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Ile Val Tyr Ser  
            20                  25                  30           
 
 
Asn Gly Asn Thr Tyr Leu Glu Trp Tyr Leu Gln Lys Pro Gly Gln Ser  
        35                  40                  45               
 
 
Pro Lys Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro  
    50                  55                  60                   
 
 
Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile  
65                  70                  75                  80   
 
 
Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Tyr Cys Phe Gln Gly  
                85                  90                  95       
 
 
Ser His Val Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys  
            100                 105                 110          
 
 
Gly Gly Gly Ser Gly Gly Gly Gly Glu Val Gln Leu Val Glu Ser Gly  
        115                 120                 125              
 
 
Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala  
    130                 135                 140                  
 
 



Ser Gly Phe Thr Phe Ser Thr Tyr Ala Met Asn Trp Val Arg Gln Ala  
145                 150                 155                 160  
 
 
Pro Gly Lys Gly Leu Glu Trp Val Gly Arg Ile Arg Ser Lys Tyr Asn  
                165                 170                 175      
 
 
Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr Ile  
            180                 185                 190          
 
 
Ser Arg Asp Asp Ser Lys Asn Ser Leu Tyr Leu Gln Met Asn Ser Leu  
        195                 200                 205              
 
 
Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe  
    210                 215                 220                  
 
 
Gly Asn Ser Tyr Val Ser Trp Phe Ala Tyr Trp Gly Gln Gly Thr Leu  
225                 230                 235                 240  
 
 
Val Thr Val Ser Ser Gly Gly Cys Gly Gly Gly Glu Val Ala Ala Leu  
                245                 250                 255      
 
 
Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys  
            260                 265                 270          
 
 
Glu Val Ala Ala Leu Glu Lys Gly Gly Gly Asp Lys Thr His Thr Cys  
        275                 280                 285              
 
 
Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu  
    290                 295                 300                  
 
 
Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu  
305                 310                 315                 320  
 
 
Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys  
                325                 330                 335      
 
 
Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys  
            340                 345                 350          
 
 
Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu  
        355                 360                 365              
 
 
Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys  
    370                 375                 380                  
 
 
Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys  
385                 390                 395                 400  
 
 



Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser  
                405                 410                 415      
 
 
Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Trp Cys Leu Val Lys  
            420                 425                 430          
 
 
Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln  
        435                 440                 445              
 
 
Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly  
    450                 455                 460                  
 
 
Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln  
465                 470                 475                 480  
 
 
Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn  
                485                 490                 495      
 
 
His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
            500                 505                  
 
 
<210>  80 
<211>  279 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Second Polypeptide Chain of Exemplary 5T4 mAb 2 / CD3 mAb 2 / CD8 
       mAb 2 Tri--Specific Binding Molecule (VL(CD3 mAb 2)-VH(5T4 mAb  
       2)-K-Coil) 
 
<400>  80 
 
Gln Ala Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly  
1               5                   10                  15       
 
 
Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  
            20                  25                  30           
 
 
Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly  
        35                  40                  45               
 
 
Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr Pro Ala Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Ile Thr Gly Ala  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn  
                85                  90                  95       
 
 



Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly  
            100                 105                 110          
 
 
Gly Ser Gly Gly Gly Gly Gln Val Gln Leu Gln Gln Pro Gly Ala Glu  
        115                 120                 125              
 
 
Leu Val Lys Pro Gly Ala Ser Val Lys Met Ser Cys Lys Ala Ser Gly  
    130                 135                 140                  
 
 
Tyr Thr Phe Thr Ser Tyr Trp Ile Thr Trp Val Lys Gln Arg Pro Gly  
145                 150                 155                 160  
 
 
Gln Gly Leu Glu Trp Ile Gly Asp Ile Tyr Pro Gly Ser Gly Arg Ala  
                165                 170                 175      
 
 
Asn Tyr Asn Glu Lys Phe Lys Ser Lys Ala Thr Leu Thr Val Asp Thr  
            180                 185                 190          
 
 
Ser Ser Ser Thr Ala Tyr Met Gln Leu Ser Ser Leu Thr Ser Glu Asp  
        195                 200                 205              
 
 
Ser Ala Val Tyr Asn Cys Ala Arg Tyr Gly Pro Leu Phe Thr Thr Val  
    210                 215                 220                  
 
 
Val Asp Pro Asn Ser Tyr Ala Met Asp Tyr Trp Gly Gln Gly Thr Ser  
225                 230                 235                 240  
 
 
Val Thr Val Ser Ser Gly Gly Cys Gly Gly Gly Lys Val Ala Ala Leu  
                245                 250                 255      
 
 
Lys Glu Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu  
            260                 265                 270          
 
 
Lys Val Ala Ala Leu Lys Glu  
        275                  
 
 
<210>  81 
<211>  451 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Third Polypeptide Chain of Exemplary 5T4 mAb 2 / CD3 mAb 2 / CD8  
       mAb 2 Tri--Specific Binding Molecule (Heavy Chain CD8 mAb 2) 
 
<400>  81 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Phe  



            20                  25                  30           
 
 
Gly Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Leu Ile Tyr Tyr Asp Gly Ser Asn Lys Phe Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Lys Pro His Tyr Asp Gly Tyr Tyr His Phe Phe Asp Ser Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser  
        115                 120                 125              
 
 
Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala  
    130                 135                 140                  
 
 
Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val  
145                 150                 155                 160  
 
 
Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala  
                165                 170                 175      
 
 
Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val  
            180                 185                 190          
 
 
Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His  
        195                 200                 205              
 
 
Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys  
    210                 215                 220                  
 
 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly  
225                 230                 235                 240  
 
 
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  
                245                 250                 255      
 
 
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His  
            260                 265                 270          
 
 
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val  



        275                 280                 285              
 
 
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr  
    290                 295                 300                  
 
 
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  
305                 310                 315                 320  
 
 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile  
                325                 330                 335      
 
 
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  
            340                 345                 350          
 
 
Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser  
        355                 360                 365              
 
 
Leu Ser Cys Ala Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  
    370                 375                 380                  
 
 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  
385                 390                 395                 400  
 
 
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val  
                405                 410                 415      
 
 
Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met  
            420                 425                 430          
 
 
His Glu Ala Leu His Asn Arg Tyr Thr Gln Lys Ser Leu Ser Leu Ser  
        435                 440                 445              
 
 
Pro Gly Lys  
    450      
 
 
<210>  82 
<211>  213 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Fourth Polypeptide Chain of Exemplary 5T4 mAb 2 / CD3 mAb 2 / CD8 
       mAb 2 Tri--Specific Binding Molecule (Light Chain CD8 mAb 2) 
 
<400>  82 
 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Thr Ile Thr Cys Lys Gly Ser Gln Asp Ile Asn Asn Tyr  
            20                  25                  30           



 
 
Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Asn Thr Asp Ile Leu His Thr Gly Val Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Gln Pro  
65                  70                  75                  80   
 
 
Glu Asp Ile Ala Thr Tyr Tyr Cys Tyr Gln Tyr Asn Asn Gly Tyr Thr  
                85                  90                  95       
 
 
Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala Pro  
            100                 105                 110          
 
 
Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr  
        115                 120                 125              
 
 
Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys  
    130                 135                 140                  
 
 
Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu  
145                 150                 155                 160  
 
 
Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser  
                165                 170                 175      
 
 
Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala  
            180                 185                 190          
 
 
Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe  
        195                 200                 205              
 
 
Asn Arg Gly Glu Cys  
    210              
 
 
<210>  83 
<211>  510 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  First Polypeptide Chain of Exemplary ROR1 mAb 1 / CD3 mAb 2 / CD8 
       mAb 1 Tri--Specific Binding Molecule (VL(ROR1 mAb 1)-VH(CD3 mAb  
       2)-E-Coil-(CH2-CH3)) 
 
<400>  83 
 
Gln Leu Val Leu Thr Gln Ser Pro Ser Ala Ser Ala Ser Leu Gly Ser  
1               5                   10                  15       



 
 
Ser Val Lys Leu Thr Cys Thr Leu Ser Ser Gly His Lys Thr Asp Thr  
            20                  25                  30           
 
 
Ile Asp Trp Tyr Gln Gln Gln Pro Gly Lys Ala Pro Arg Tyr Leu Met  
        35                  40                  45               
 
 
Lys Leu Glu Gly Ser Gly Ser Tyr Asn Lys Gly Ser Gly Val Pro Asp  
    50                  55                  60                   
 
 
Arg Phe Gly Ser Gly Ser Ser Ser Gly Ala Asp Arg Tyr Leu Thr Ile  
65                  70                  75                  80   
 
 
Ser Ser Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Gly Thr Asp  
                85                  90                  95       
 
 
Tyr Pro Gly Asn Tyr Leu Phe Gly Gly Gly Thr Gln Leu Thr Val Leu  
            100                 105                 110          
 
 
Gly Gly Gly Gly Ser Gly Gly Gly Gly Glu Val Gln Leu Val Glu Ser  
        115                 120                 125              
 
 
Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala  
    130                 135                 140                  
 
 
Ala Ser Gly Phe Thr Phe Ser Thr Tyr Ala Met Asn Trp Val Arg Gln  
145                 150                 155                 160  
 
 
Ala Pro Gly Lys Gly Leu Glu Trp Val Gly Arg Ile Arg Ser Lys Tyr  
                165                 170                 175      
 
 
Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr  
            180                 185                 190          
 
 
Ile Ser Arg Asp Asp Ser Lys Asn Ser Leu Tyr Leu Gln Met Asn Ser  
        195                 200                 205              
 
 
Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn  
    210                 215                 220                  
 
 
Phe Gly Asn Ser Tyr Val Ser Trp Phe Ala Tyr Trp Gly Gln Gly Thr  
225                 230                 235                 240  
 
 
Leu Val Thr Val Ser Ser Gly Gly Cys Gly Gly Gly Glu Val Ala Ala  
                245                 250                 255      
 
 
Leu Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu  
            260                 265                 270          



 
 
Lys Glu Val Ala Ala Leu Glu Lys Gly Gly Gly Asp Lys Thr His Thr  
        275                 280                 285              
 
 
Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe  
    290                 295                 300                  
 
 
Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  
305                 310                 315                 320  
 
 
Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val  
                325                 330                 335      
 
 
Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  
            340                 345                 350          
 
 
Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val  
        355                 360                 365              
 
 
Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  
    370                 375                 380                  
 
 
Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser  
385                 390                 395                 400  
 
 
Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  
                405                 410                 415      
 
 
Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Trp Cys Leu Val  
            420                 425                 430          
 
 
Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  
        435                 440                 445              
 
 
Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  
    450                 455                 460                  
 
 
Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp  
465                 470                 475                 480  
 
 
Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  
                485                 490                 495      
 
 
Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
            500                 505                 510  
 
 
<210>  84 
<211>  273 



<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Second Polypeptide Chain of Exemplary ROR1 mAb 1 / CD3 mAb 2 /  
       CD8 mAb 1 Tri--Specific Binding Molecule (VL(CD3 mAb 2)-VH(ROR1  
       mAb 1)-K-Coil) 
 
<400>  84 
 
Gln Ala Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly  
1               5                   10                  15       
 
 
Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  
            20                  25                  30           
 
 
Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly  
        35                  40                  45               
 
 
Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr Pro Ala Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Ile Thr Gly Ala  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn  
                85                  90                  95       
 
 
Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly  
            100                 105                 110          
 
 
Gly Ser Gly Gly Gly Gly Gln Glu Gln Leu Val Glu Ser Gly Gly Gly  
        115                 120                 125              
 
 
Leu Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly  
    130                 135                 140                  
 
 
Phe Thr Phe Ser Asp Tyr Tyr Met Ser Trp Val Arg Gln Ala Pro Gly  
145                 150                 155                 160  
 
 
Lys Gly Leu Glu Trp Val Ala Thr Ile Tyr Pro Ser Ser Gly Lys Thr  
                165                 170                 175      
 
 
Tyr Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn  
            180                 185                 190          
 
 
Ala Lys Asn Ser Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp  
        195                 200                 205              
 
 
Thr Ala Val Tyr Tyr Cys Ala Arg Asp Ser Tyr Ala Asp Asp Ala Ala  
    210                 215                 220                  



 
 
Leu Phe Asp Ile Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly  
225                 230                 235                 240  
 
 
Gly Cys Gly Gly Gly Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala  
                245                 250                 255      
 
 
Leu Lys Glu Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys  
            260                 265                 270          
 
 
Glu  
     
 
 
<210>  85 
<211>  447 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Third Polypeptide Chain of Exemplary ROR1 mAb 1 / CD3 mAb 2 / CD8 
       mAb 1 Tri--Specific Binding Molecule (Heavy Chain CD8 mAb 1) 
 
<400>  85 
 
Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn Ile Lys Asp Thr  
            20                  25                  30           
 
 
Tyr Ile His Phe Val Arg Gln Arg Pro Glu Gln Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Arg Ile Asp Pro Ala Asn Asp Asn Thr Leu Tyr Ala Ser Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Lys Ala Thr Ile Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met His Leu Cys Ser Leu Thr Ser Gly Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Gly Arg Gly Tyr Gly Tyr Tyr Val Phe Asp His Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Thr Leu Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro  
        115                 120                 125              
 
 
Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly  
    130                 135                 140                  
 



 
Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn  
145                 150                 155                 160  
 
 
Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln  
                165                 170                 175      
 
 
Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser  
            180                 185                 190          
 
 
Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser  
        195                 200                 205              
 
 
Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys Thr  
    210                 215                 220                  
 
 
His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser  
225                 230                 235                 240  
 
 
Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg  
                245                 250                 255      
 
 
Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro  
            260                 265                 270          
 
 
Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala  
        275                 280                 285              
 
 
Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val  
    290                 295                 300                  
 
 
Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr  
305                 310                 315                 320  
 
 
Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr  
                325                 330                 335      
 
 
Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu  
            340                 345                 350          
 
 
Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Ser Cys  
        355                 360                 365              
 
 
Ala Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser  
    370                 375                 380                  
 
 
Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp  
385                 390                 395                 400  
 



 
Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val Asp Lys Ser  
                405                 410                 415      
 
 
Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala  
            420                 425                 430          
 
 
Leu His Asn Arg Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  
        435                 440                 445          
 
 
<210>  86 
<211>  214 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Fourth Polypeptide Chain of Exemplary ROR1 mAb 1 / CD3 mAb 2 /  
       CD8 mAb 1 Tri--Specific Binding Molecule (Light Chain CD8 mAb 1) 
 
<400>  86 
 
Asp Val Gln Ile Asn Gln Ser Pro Ser Phe Leu Ala Ala Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Thr Ile Thr Ile Asn Cys Arg Thr Ser Arg Ser Ile Ser Gln Tyr  
            20                  25                  30           
 
 
Leu Ala Trp Tyr Gln Glu Lys Pro Gly Lys Thr Asn Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Ser Gly Ser Thr Leu Gln Ser Gly Ile Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Met Tyr Tyr Cys Gln Gln His Asn Glu Asn Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Arg Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 



Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  87 
<211>  510 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  First Polypeptide Chain of Exemplary ROR1 mAb 1 / CD3 mAb 2 / CD8 
       mAb 2 Tri--Specific Binding Molecule (VL(ROR1 mAb 1)-VH(CD3 mAb  
       2)-E-Coil-(CH2-CH3)) 
 
<400>  87 
 
Gln Leu Val Leu Thr Gln Ser Pro Ser Ala Ser Ala Ser Leu Gly Ser  
1               5                   10                  15       
 
 
Ser Val Lys Leu Thr Cys Thr Leu Ser Ser Gly His Lys Thr Asp Thr  
            20                  25                  30           
 
 
Ile Asp Trp Tyr Gln Gln Gln Pro Gly Lys Ala Pro Arg Tyr Leu Met  
        35                  40                  45               
 
 
Lys Leu Glu Gly Ser Gly Ser Tyr Asn Lys Gly Ser Gly Val Pro Asp  
    50                  55                  60                   
 
 
Arg Phe Gly Ser Gly Ser Ser Ser Gly Ala Asp Arg Tyr Leu Thr Ile  
65                  70                  75                  80   
 
 
Ser Ser Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Gly Thr Asp  
                85                  90                  95       
 
 
Tyr Pro Gly Asn Tyr Leu Phe Gly Gly Gly Thr Gln Leu Thr Val Leu  
            100                 105                 110          
 
 
Gly Gly Gly Gly Ser Gly Gly Gly Gly Glu Val Gln Leu Val Glu Ser  
        115                 120                 125              
 
 
Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala  
    130                 135                 140                  
 
 



Ala Ser Gly Phe Thr Phe Ser Thr Tyr Ala Met Asn Trp Val Arg Gln  
145                 150                 155                 160  
 
 
Ala Pro Gly Lys Gly Leu Glu Trp Val Gly Arg Ile Arg Ser Lys Tyr  
                165                 170                 175      
 
 
Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr  
            180                 185                 190          
 
 
Ile Ser Arg Asp Asp Ser Lys Asn Ser Leu Tyr Leu Gln Met Asn Ser  
        195                 200                 205              
 
 
Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn  
    210                 215                 220                  
 
 
Phe Gly Asn Ser Tyr Val Ser Trp Phe Ala Tyr Trp Gly Gln Gly Thr  
225                 230                 235                 240  
 
 
Leu Val Thr Val Ser Ser Gly Gly Cys Gly Gly Gly Glu Val Ala Ala  
                245                 250                 255      
 
 
Leu Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu  
            260                 265                 270          
 
 
Lys Glu Val Ala Ala Leu Glu Lys Gly Gly Gly Asp Lys Thr His Thr  
        275                 280                 285              
 
 
Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe  
    290                 295                 300                  
 
 
Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro  
305                 310                 315                 320  
 
 
Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val  
                325                 330                 335      
 
 
Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr  
            340                 345                 350          
 
 
Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val  
        355                 360                 365              
 
 
Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys  
    370                 375                 380                  
 
 
Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser  
385                 390                 395                 400  
 
 



Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro  
                405                 410                 415      
 
 
Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Trp Cys Leu Val  
            420                 425                 430          
 
 
Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly  
        435                 440                 445              
 
 
Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp  
    450                 455                 460                  
 
 
Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp  
465                 470                 475                 480  
 
 
Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His  
                485                 490                 495      
 
 
Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
            500                 505                 510  
 
 
<210>  88 
<211>  273 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Second Polypeptide Chain of Exemplary ROR1 mAb 1 / CD3 mAb 2 /  
       CD8 mAb 2 Tri--Specific Binding Molecule (VL(CD3 mAb 2)-VH(ROR1  
       mAb 1)-K-Coil) 
 
<400>  88 
 
Gln Ala Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly  
1               5                   10                  15       
 
 
Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  
            20                  25                  30           
 
 
Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly  
        35                  40                  45               
 
 
Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr Pro Ala Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Ile Thr Gly Ala  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn  
                85                  90                  95       
 
 



Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly  
            100                 105                 110          
 
 
Gly Ser Gly Gly Gly Gly Gln Glu Gln Leu Val Glu Ser Gly Gly Gly  
        115                 120                 125              
 
 
Leu Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly  
    130                 135                 140                  
 
 
Phe Thr Phe Ser Asp Tyr Tyr Met Ser Trp Val Arg Gln Ala Pro Gly  
145                 150                 155                 160  
 
 
Lys Gly Leu Glu Trp Val Ala Thr Ile Tyr Pro Ser Ser Gly Lys Thr  
                165                 170                 175      
 
 
Tyr Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Ser Asp Asn  
            180                 185                 190          
 
 
Ala Lys Asn Ser Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp  
        195                 200                 205              
 
 
Thr Ala Val Tyr Tyr Cys Ala Arg Asp Ser Tyr Ala Asp Asp Ala Ala  
    210                 215                 220                  
 
 
Leu Phe Asp Ile Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly  
225                 230                 235                 240  
 
 
Gly Cys Gly Gly Gly Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala  
                245                 250                 255      
 
 
Leu Lys Glu Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys  
            260                 265                 270          
 
 
Glu  
     
 
 
<210>  89 
<211>  451 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Third Polypeptide Chain of Exemplary ROR1 mAb 1 / CD3 mAb 2 / CD8 
       mAb 2 Tri--Specific Binding Molecule (Heavy Chain CD8 mAb 2) 
 
<400>  89 
 
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Phe  



            20                  25                  30           
 
 
Gly Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Ala Leu Ile Tyr Tyr Asp Gly Ser Asn Lys Phe Tyr Ala Asp Ser Val  
    50                  55                  60                   
 
 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr  
65                  70                  75                  80   
 
 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Ala Lys Pro His Tyr Asp Gly Tyr Tyr His Phe Phe Asp Ser Trp Gly  
            100                 105                 110          
 
 
Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser  
        115                 120                 125              
 
 
Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala  
    130                 135                 140                  
 
 
Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val  
145                 150                 155                 160  
 
 
Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala  
                165                 170                 175      
 
 
Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val  
            180                 185                 190          
 
 
Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His  
        195                 200                 205              
 
 
Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys  
    210                 215                 220                  
 
 
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly  
225                 230                 235                 240  
 
 
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met  
                245                 250                 255      
 
 
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His  
            260                 265                 270          
 
 
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val  



        275                 280                 285              
 
 
His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr  
    290                 295                 300                  
 
 
Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly  
305                 310                 315                 320  
 
 
Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile  
                325                 330                 335      
 
 
Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val  
            340                 345                 350          
 
 
Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser  
        355                 360                 365              
 
 
Leu Ser Cys Ala Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu  
    370                 375                 380                  
 
 
Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro  
385                 390                 395                 400  
 
 
Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val  
                405                 410                 415      
 
 
Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met  
            420                 425                 430          
 
 
His Glu Ala Leu His Asn Arg Tyr Thr Gln Lys Ser Leu Ser Leu Ser  
        435                 440                 445              
 
 
Pro Gly Lys  
    450      
 
 
<210>  90 
<211>  213 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Fourth Polypeptide Chain of Exemplary ROR1 mAb 1 / CD3 mAb 2 /  
       CD8 mAb 2 Tri--Specific Binding Molecule (Light Chain CD8 mAb 2) 
 
<400>  90 
 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Thr Ile Thr Cys Lys Gly Ser Gln Asp Ile Asn Asn Tyr  
            20                  25                  30           



 
 
Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Asn Thr Asp Ile Leu His Thr Gly Val Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Gln Pro  
65                  70                  75                  80   
 
 
Glu Asp Ile Ala Thr Tyr Tyr Cys Tyr Gln Tyr Asn Asn Gly Tyr Thr  
                85                  90                  95       
 
 
Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala Pro  
            100                 105                 110          
 
 
Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr  
        115                 120                 125              
 
 
Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys  
    130                 135                 140                  
 
 
Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu  
145                 150                 155                 160  
 
 
Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser  
                165                 170                 175      
 
 
Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala  
            180                 185                 190          
 
 
Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe  
        195                 200                 205              
 
 
Asn Arg Gly Glu Cys  
    210              
 
 
<210>  91 
<211>  509 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  First Polypeptide Chain of Exemplary HIV mAb 1 / CD3 mAb 2 / CD8  
       mAb 1 Tri--Specific Binding Molecule (VL(HIV mAb 1)-VH(CD3 mAb  
       2)-E-Coil-(CH2-CH3)) 
 
<400>  91 
 
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Pro Gly  
1               5                   10                  15       



 
 
Glu Arg Ala Thr Ile His Cys Lys Ser Ser Gln Thr Leu Leu Tyr Ser  
            20                  25                  30           
 
 
Ser Asn Asn Arg His Ser Ile Ala Trp Tyr Gln Gln Arg Pro Gly Gln  
        35                  40                  45               
 
 
Pro Pro Lys Leu Leu Leu Tyr Trp Ala Ser Met Arg Leu Ser Gly Val  
    50                  55                  60                   
 
 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr  
65                  70                  75                  80   
 
 
Ile Asn Asn Leu Gln Ala Glu Asp Val Ala Ile Tyr Tyr Cys His Gln  
                85                  90                  95       
 
 
Tyr Ser Ser His Pro Pro Thr Phe Gly His Gly Thr Arg Val Glu Ile  
            100                 105                 110          
 
 
Lys Gly Gly Gly Ser Gly Gly Gly Gly Glu Val Gln Leu Val Glu Ser  
        115                 120                 125              
 
 
Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala  
    130                 135                 140                  
 
 
Ala Ser Gly Phe Thr Phe Ser Thr Tyr Ala Met Asn Trp Val Arg Gln  
145                 150                 155                 160  
 
 
Ala Pro Gly Lys Gly Leu Glu Trp Val Gly Arg Ile Arg Ser Lys Tyr  
                165                 170                 175      
 
 
Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr  
            180                 185                 190          
 
 
Ile Ser Arg Asp Asp Ser Lys Asn Ser Leu Tyr Leu Gln Met Asn Ser  
        195                 200                 205              
 
 
Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn  
    210                 215                 220                  
 
 
Phe Gly Asn Ser Tyr Val Ser Trp Phe Ala Tyr Trp Gly Gln Gly Thr  
225                 230                 235                 240  
 
 
Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Glu Val Ala Ala Cys  
                245                 250                 255      
 
 
Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys  
            260                 265                 270          



 
 
Glu Val Ala Ala Leu Glu Lys Gly Gly Gly Asp Lys Thr His Thr Cys  
        275                 280                 285              
 
 
Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu  
    290                 295                 300                  
 
 
Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu  
305                 310                 315                 320  
 
 
Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys  
                325                 330                 335      
 
 
Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys  
            340                 345                 350          
 
 
Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu  
        355                 360                 365              
 
 
Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys  
    370                 375                 380                  
 
 
Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys  
385                 390                 395                 400  
 
 
Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser  
                405                 410                 415      
 
 
Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Trp Cys Leu Val Lys  
            420                 425                 430          
 
 
Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln  
        435                 440                 445              
 
 
Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly  
    450                 455                 460                  
 
 
Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln  
465                 470                 475                 480  
 
 
Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn  
                485                 490                 495      
 
 
His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
            500                 505                  
 
 
<210>  92 
<211>  277 



<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Second Polypeptide Chain of Exemplary HIV mAb 1 / CD3 mAb 2 / CD8 
       mAb 1 Tri--Specific Binding Molecule (VL(CD3 mAb 2)-VH(HIV mAb  
       1)-K-Coil) 
 
<400>  92 
 
Gln Ala Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly  
1               5                   10                  15       
 
 
Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  
            20                  25                  30           
 
 
Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly  
        35                  40                  45               
 
 
Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr Pro Ala Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Ile Thr Gly Ala  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn  
                85                  90                  95       
 
 
Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly  
            100                 105                 110          
 
 
Gly Ser Gly Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Gly Gly  
        115                 120                 125              
 
 
Val Phe Lys Pro Gly Gly Ser Leu Arg Leu Ser Cys Glu Ala Ser Gly  
    130                 135                 140                  
 
 
Phe Thr Phe Thr Glu Tyr Tyr Met Thr Trp Val Arg Gln Ala Pro Gly  
145                 150                 155                 160  
 
 
Lys Gly Leu Glu Trp Leu Ala Tyr Ile Ser Lys Asn Gly Glu Tyr Ser  
                165                 170                 175      
 
 
Lys Tyr Ser Pro Ser Ser Asn Gly Arg Phe Thr Ile Ser Arg Asp Asn  
            180                 185                 190          
 
 
Ala Lys Asn Ser Val Phe Leu Gln Leu Asp Arg Leu Ser Ala Asp Asp  
        195                 200                 205              
 
 
Thr Ala Val Tyr Tyr Cys Ala Arg Ala Asp Gly Leu Thr Tyr Phe Ser  
    210                 215                 220                  



 
 
Glu Leu Leu Gln Tyr Ile Phe Asp Leu Trp Gly Gln Gly Ala Arg Val  
225                 230                 235                 240  
 
 
Thr Val Ser Ser Ala Ser Thr Lys Gly Lys Val Ala Ala Cys Lys Glu  
                245                 250                 255      
 
 
Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu Lys Val  
            260                 265                 270          
 
 
Ala Ala Leu Lys Glu  
        275          
 
 
<210>  93 
<211>  447 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Third Polypeptide Chain of Exemplary HIV mAb 1 / CD3 mAb 2 / CD8  
       mAb 1 Tri--Specific Binding Molecule (Heavy Chain CD8 mAb 1) 
 
<400>  93 
 
Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn Ile Lys Asp Thr  
            20                  25                  30           
 
 
Tyr Ile His Phe Val Arg Gln Arg Pro Glu Gln Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Arg Ile Asp Pro Ala Asn Asp Asn Thr Leu Tyr Ala Ser Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Lys Ala Thr Ile Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met His Leu Cys Ser Leu Thr Ser Gly Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Gly Arg Gly Tyr Gly Tyr Tyr Val Phe Asp His Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Thr Leu Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro  
        115                 120                 125              
 
 
Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly  
    130                 135                 140                  
 



 
Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn  
145                 150                 155                 160  
 
 
Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln  
                165                 170                 175      
 
 
Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser  
            180                 185                 190          
 
 
Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser  
        195                 200                 205              
 
 
Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys Thr  
    210                 215                 220                  
 
 
His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser  
225                 230                 235                 240  
 
 
Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg  
                245                 250                 255      
 
 
Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro  
            260                 265                 270          
 
 
Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala  
        275                 280                 285              
 
 
Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val  
    290                 295                 300                  
 
 
Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr  
305                 310                 315                 320  
 
 
Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr  
                325                 330                 335      
 
 
Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu  
            340                 345                 350          
 
 
Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Ser Cys  
        355                 360                 365              
 
 
Ala Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser  
    370                 375                 380                  
 
 
Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp  
385                 390                 395                 400  
 



 
Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val Asp Lys Ser  
                405                 410                 415      
 
 
Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala  
            420                 425                 430          
 
 
Leu His Asn Arg Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  
        435                 440                 445          
 
 
<210>  94 
<211>  214 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Fourth Polypeptide Chain of Exemplary HIV mAb 1 / CD3 mAb 2 / CD8 
       mAb 1 Tri--Specific Binding Molecule (Light Chain CD8 mAb 1) 
 
<400>  94 
 
Asp Val Gln Ile Asn Gln Ser Pro Ser Phe Leu Ala Ala Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Thr Ile Thr Ile Asn Cys Arg Thr Ser Arg Ser Ile Ser Gln Tyr  
            20                  25                  30           
 
 
Leu Ala Trp Tyr Gln Glu Lys Pro Gly Lys Thr Asn Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Ser Gly Ser Thr Leu Gln Ser Gly Ile Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Met Tyr Tyr Cys Gln Gln His Asn Glu Asn Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Arg Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 



Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  95 
<211>  506 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  First Polypeptide Chain of Exemplary HIV mAb 2 / CD3 mAb 2 / CD8  
       mAb 1 Tri--Specific Binding Molecule (VL(HIV mAb 2)-VH(CD3 mAb  
       2)-E-Coil-(CH2-CH3)) 
 
<400>  95 
 
Gln Ser Ala Leu Thr Gln Pro Pro Ser Ala Ser Gly Ser Pro Gly Gln  
1               5                   10                  15       
 
 
Ser Val Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr  
            20                  25                  30           
 
 
Asn Tyr Val Ser Trp Tyr Gln His His Pro Gly Lys Ala Pro Lys Leu  
        35                  40                  45               
 
 
Ile Ile Ser Glu Val Asn Asn Arg Pro Ser Gly Val Pro Asp Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Val Ser Gly Leu  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Glu Tyr Tyr Cys Ser Ser Tyr Thr Asp Ile  
                85                  90                  95       
 
 
His Asn Phe Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly  
            100                 105                 110          
 
 
Gly Ser Gly Gly Gly Gly Glu Val Gln Leu Val Glu Ser Gly Gly Gly  
        115                 120                 125              
 
 
Leu Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly  
    130                 135                 140                  
 
 



Phe Thr Phe Ser Thr Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly  
145                 150                 155                 160  
 
 
Lys Gly Leu Glu Trp Val Gly Arg Ile Arg Ser Lys Tyr Asn Asn Tyr  
                165                 170                 175      
 
 
Ala Thr Tyr Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Arg  
            180                 185                 190          
 
 
Asp Asp Ser Lys Asn Ser Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr  
        195                 200                 205              
 
 
Glu Asp Thr Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn  
    210                 215                 220                  
 
 
Ser Tyr Val Ser Trp Phe Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr  
225                 230                 235                 240  
 
 
Val Ser Ser Ala Ser Thr Lys Gly Glu Val Ala Ala Cys Glu Lys Glu  
                245                 250                 255      
 
 
Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala  
            260                 265                 270          
 
 
Ala Leu Glu Lys Gly Gly Gly Asp Lys Thr His Thr Cys Pro Pro Cys  
        275                 280                 285              
 
 
Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro  
    290                 295                 300                  
 
 
Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys  
305                 310                 315                 320  
 
 
Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp  
                325                 330                 335      
 
 
Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu  
            340                 345                 350          
 
 
Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu  
        355                 360                 365              
 
 
His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn  
    370                 375                 380                  
 
 
Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly  
385                 390                 395                 400  
 
 



Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu  
                405                 410                 415      
 
 
Met Thr Lys Asn Gln Val Ser Leu Trp Cys Leu Val Lys Gly Phe Tyr  
            420                 425                 430          
 
 
Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn  
        435                 440                 445              
 
 
Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe  
    450                 455                 460                  
 
 
Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn  
465                 470                 475                 480  
 
 
Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr  
                485                 490                 495      
 
 
Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
            500                 505      
 
 
<210>  96 
<211>  274 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Second Polypeptide Chain of Exemplary HIV mAb 2 / CD3 mAb 2 / CD8 
       mAb 1 Tri--Specific Binding Molecule (VL(CD3 mAb 2)-VH(HIV mAb  
       2)-K-Coil) 
 
<400>  96 
 
Gln Ala Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly  
1               5                   10                  15       
 
 
Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  
            20                  25                  30           
 
 
Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly  
        35                  40                  45               
 
 
Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr Pro Ala Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Ile Thr Gly Ala  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn  
                85                  90                  95       
 
 



Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly  
            100                 105                 110          
 
 
Gly Ser Gly Gly Gly Gly Gln Val Gln Leu Gln Glu Ser Gly Pro Gly  
        115                 120                 125              
 
 
Leu Val Lys Pro Ser Gln Thr Leu Ser Leu Ser Cys Thr Val Ser Gly  
    130                 135                 140                  
 
 
Gly Ser Ser Ser Ser Gly Ala His Tyr Trp Ser Trp Ile Arg Gln Tyr  
145                 150                 155                 160  
 
 
Pro Gly Lys Gly Leu Glu Trp Ile Gly Tyr Ile His Tyr Ser Gly Asn  
                165                 170                 175      
 
 
Thr Tyr Tyr Asn Pro Ser Leu Lys Ser Arg Ile Thr Ile Ser Gln His  
            180                 185                 190          
 
 
Thr Ser Glu Asn Gln Phe Ser Leu Lys Leu Asn Ser Val Thr Val Ala  
        195                 200                 205              
 
 
Asp Thr Ala Val Tyr Tyr Cys Ala Arg Gly Thr Arg Leu Arg Thr Leu  
    210                 215                 220                  
 
 
Arg Asn Ala Phe Asp Ile Trp Gly Gln Gly Thr Leu Val Thr Val Ser  
225                 230                 235                 240  
 
 
Ser Ala Ser Thr Lys Gly Lys Val Ala Ala Cys Lys Glu Lys Val Ala  
                245                 250                 255      
 
 
Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu  
            260                 265                 270          
 
 
Lys Glu  
         
 
 
<210>  97 
<211>  447 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Third Polypeptide Chain of Exemplary HIV mAb 2 / CD3 mAb 2 / CD8  
       mAb 1 Tri--Specific Binding Molecule (Heavy Chain CD8 mAb 1) 
 
<400>  97 
 
Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn Ile Lys Asp Thr  



            20                  25                  30           
 
 
Tyr Ile His Phe Val Arg Gln Arg Pro Glu Gln Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Arg Ile Asp Pro Ala Asn Asp Asn Thr Leu Tyr Ala Ser Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Lys Ala Thr Ile Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met His Leu Cys Ser Leu Thr Ser Gly Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Gly Arg Gly Tyr Gly Tyr Tyr Val Phe Asp His Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Thr Leu Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro  
        115                 120                 125              
 
 
Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly  
    130                 135                 140                  
 
 
Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn  
145                 150                 155                 160  
 
 
Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln  
                165                 170                 175      
 
 
Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser  
            180                 185                 190          
 
 
Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser  
        195                 200                 205              
 
 
Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys Thr  
    210                 215                 220                  
 
 
His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser  
225                 230                 235                 240  
 
 
Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg  
                245                 250                 255      
 
 
Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro  
            260                 265                 270          
 
 
Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala  



        275                 280                 285              
 
 
Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val  
    290                 295                 300                  
 
 
Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr  
305                 310                 315                 320  
 
 
Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr  
                325                 330                 335      
 
 
Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu  
            340                 345                 350          
 
 
Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Ser Cys  
        355                 360                 365              
 
 
Ala Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser  
    370                 375                 380                  
 
 
Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp  
385                 390                 395                 400  
 
 
Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val Asp Lys Ser  
                405                 410                 415      
 
 
Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala  
            420                 425                 430          
 
 
Leu His Asn Arg Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly  
        435                 440                 445          
 
 
<210>  98 
<211>  214 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Fourth Polypeptide Chain of Exemplary HIV mAb 2 / CD3 mAb 2 / CD8 
       mAb 1 Tri--Specific Binding Molecule (Light Chain CD8 mAb 1) 
 
<400>  98 
 
Asp Val Gln Ile Asn Gln Ser Pro Ser Phe Leu Ala Ala Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Thr Ile Thr Ile Asn Cys Arg Thr Ser Arg Ser Ile Ser Gln Tyr  
            20                  25                  30           
 
 
Leu Ala Trp Tyr Gln Glu Lys Pro Gly Lys Thr Asn Lys Leu Leu Ile  
        35                  40                  45               



 
 
Tyr Ser Gly Ser Thr Leu Gln Ser Gly Ile Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Met Tyr Tyr Cys Gln Gln His Asn Glu Asn Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Arg Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  99 
<211>  110 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Variable Light Chain Domain of Anti-Human CD3 mAb 2 Low 
 
<400>  99 
 
Gln Ala Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly  
1               5                   10                  15       
 
 
Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  
            20                  25                  30           
 
 



Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly  
        35                  40                  45               
 
 
Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr Pro Ala Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Ile Thr Gly Ala  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn  
                85                  90                  95       
 
 
Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110  
 
 
<210>  100 
<211>  125 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Variable Heavy Chain Domain of Anti-Human CD3 mAb 2 Low 
 
<400>  100 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Thr Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Gly Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp  
    50                  55                  60                   
 
 
Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Ser  
65                  70                  75                  80   
 
 
Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr  
                85                  90                  95       
 
 
Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Val Thr Trp Phe  
            100                 105                 110          
 
 
Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  101 
<211>  110 



<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Variable Light Chain Domain of Anti-Human CD3 mAb 2 Fast 
 
<400>  101 
 
Gln Ala Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly  
1               5                   10                  15       
 
 
Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  
            20                  25                  30           
 
 
Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly  
        35                  40                  45               
 
 
Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr Pro Ala Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Ile Thr Gly Ala  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn  
                85                  90                  95       
 
 
Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly  
            100                 105                 110  
 
 
<210>  102 
<211>  125 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Variable Heavy Chain Domain of Anti-Human CD3 mAb 2 Fast 
 
<400>  102 
 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly  
1               5                   10                  15       
 
 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Thr Tyr  
            20                  25                  30           
 
 
Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val  
        35                  40                  45               
 
 
Gly Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp  
    50                  55                  60                   
 
 
Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Ser  
65                  70                  75                  80   



 
 
Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr  
                85                  90                  95       
 
 
Tyr Cys Val Arg His Lys Asn Phe Gly Asn Ser Tyr Val Thr Trp Phe  
            100                 105                 110          
 
 
Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  
        115                 120                 125  
 
 
<210>  103 
<211>  504 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  First Polypeptide Chain of Exemplary 5T4 mAb 1 / CD3 mAb 2 / CD8  
       mAb 1 Tri--Specific Binding Molecule (VL(5T4 mAb 1)-VH(CD3 mAb  
       2)-E-Coil-(CH2-CH3)) 
 
<400>  103 
 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Asn Tyr  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Lys Ala Pro Lys Ser Leu Ile  
        35                  40                  45               
 
 
Tyr Arg Ala Asn Arg Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  
65                  70                  75                  80   
 
 
Glu Asp Val Ala Thr Tyr Tyr Cys Leu Gln Tyr Asp Asp Phe Pro Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly  
            100                 105                 110          
 
 
Gly Gly Gly Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln  
        115                 120                 125              
 
 
Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe  
    130                 135                 140                  
 
 
Ser Thr Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu  
145                 150                 155                 160  



 
 
Glu Trp Val Gly Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr  
                165                 170                 175      
 
 
Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser  
            180                 185                 190          
 
 
Lys Asn Ser Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr  
        195                 200                 205              
 
 
Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Val  
    210                 215                 220                  
 
 
Ser Trp Phe Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  
225                 230                 235                 240  
 
 
Gly Gly Cys Gly Gly Gly Glu Val Ala Ala Leu Glu Lys Glu Val Ala  
                245                 250                 255      
 
 
Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu  
            260                 265                 270          
 
 
Glu Lys Gly Gly Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala  
        275                 280                 285              
 
 
Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro  
    290                 295                 300                  
 
 
Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val  
305                 310                 315                 320  
 
 
Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val  
                325                 330                 335      
 
 
Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln  
            340                 345                 350          
 
 
Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln  
        355                 360                 365              
 
 
Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala  
    370                 375                 380                  
 
 
Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro  
385                 390                 395                 400  
 
 
Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr  
                405                 410                 415      



 
 
Lys Asn Gln Val Ser Leu Trp Cys Leu Val Lys Gly Phe Tyr Pro Ser  
            420                 425                 430          
 
 
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr  
        435                 440                 445              
 
 
Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr  
    450                 455                 460                  
 
 
Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe  
465                 470                 475                 480  
 
 
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys  
                485                 490                 495      
 
 
Ser Leu Ser Leu Ser Pro Gly Lys  
            500                  
 
 
<210>  104 
<211>  270 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Second Polypeptide Chain of Exemplary 5T4 mAb 1 / CD3 mAb 2 / CD8 
       mAb 1 Tri--Specific Binding Molecule (VL(CD3 mAb 2)-VH(5T4 mAb  
       1)-K-Coil) 
 
<400>  104 
 
Gln Ala Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly  
1               5                   10                  15       
 
 
Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  
            20                  25                  30           
 
 
Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly  
        35                  40                  45               
 
 
Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr Pro Ala Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Ile Thr Gly Ala  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn  
                85                  90                  95       
 
 
Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly  
            100                 105                 110          



 
 
Gly Ser Gly Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu  
        115                 120                 125              
 
 
Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly  
    130                 135                 140                  
 
 
Tyr Thr Phe Thr Ser Phe Trp Met His Trp Val Arg Gln Ala Pro Gly  
145                 150                 155                 160  
 
 
Gln Gly Leu Glu Trp Met Gly Arg Ile Asp Pro Asn Arg Gly Gly Thr  
                165                 170                 175      
 
 
Glu Tyr Asn Glu Lys Ala Lys Ser Arg Val Thr Met Thr Ala Asp Lys  
            180                 185                 190          
 
 
Ser Thr Ser Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp  
        195                 200                 205              
 
 
Thr Ala Val Tyr Tyr Cys Ala Gly Gly Asn Pro Tyr Tyr Pro Met Asp  
    210                 215                 220                  
 
 
Tyr Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Cys Gly  
225                 230                 235                 240  
 
 
Gly Gly Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu  
                245                 250                 255      
 
 
Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu  
            260                 265                 270  
 
 
<210>  105 
<211>  448 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Third Polypeptide Chain of Exemplary 5T4 mAb 1 / CD3 mAb 2 / CD8  
       mAb 1 Tri--Specific Binding Molecule (Heavy Chain CD8 mAb 1) 
 
<400>  105 
 
Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn Ile Lys Asp Thr  
            20                  25                  30           
 
 
Tyr Ile His Phe Val Arg Gln Arg Pro Glu Gln Gly Leu Glu Trp Ile  
        35                  40                  45               
 



 
Gly Arg Ile Asp Pro Ala Asn Asp Asn Thr Leu Tyr Ala Ser Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Lys Ala Thr Ile Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met His Leu Cys Ser Leu Thr Ser Gly Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Gly Arg Gly Tyr Gly Tyr Tyr Val Phe Asp His Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Thr Leu Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro  
        115                 120                 125              
 
 
Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly  
    130                 135                 140                  
 
 
Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn  
145                 150                 155                 160  
 
 
Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln  
                165                 170                 175      
 
 
Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser  
            180                 185                 190          
 
 
Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser  
        195                 200                 205              
 
 
Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys Thr  
    210                 215                 220                  
 
 
His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser  
225                 230                 235                 240  
 
 
Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg  
                245                 250                 255      
 
 
Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro  
            260                 265                 270          
 
 
Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala  
        275                 280                 285              
 
 
Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val  
    290                 295                 300                  
 



 
Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr  
305                 310                 315                 320  
 
 
Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr  
                325                 330                 335      
 
 
Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu  
            340                 345                 350          
 
 
Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Ser Cys  
        355                 360                 365              
 
 
Ala Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser  
    370                 375                 380                  
 
 
Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp  
385                 390                 395                 400  
 
 
Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val Asp Lys Ser  
                405                 410                 415      
 
 
Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala  
            420                 425                 430          
 
 
Leu His Asn Arg Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        435                 440                 445              
 
 
<210>  106 
<211>  214 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Fourth Polypeptide Chain of Exemplary 5T4 mAb 1 / CD3 mAb 2 / CD8 
       mAb 1 Tri--Specific Binding Molecule (Light Chain CD8 mAb 1) 
 
<400>  106 
 
Asp Val Gln Ile Asn Gln Ser Pro Ser Phe Leu Ala Ala Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Thr Ile Thr Ile Asn Cys Arg Thr Ser Arg Ser Ile Ser Gln Tyr  
            20                  25                  30           
 
 
Leu Ala Trp Tyr Gln Glu Lys Pro Gly Lys Thr Asn Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Ser Gly Ser Thr Leu Gln Ser Gly Ile Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 



Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Met Tyr Tyr Cys Gln Gln His Asn Glu Asn Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Arg Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  107 
<211>  503 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  First Polypeptide Chain of Exemplary 5T4 mAb 1 / CD3 mAb 2 Low /  
       CD8 mAb 1 Tri--Specific Binding Molecule (VL(5T4 mAb 1)-VH(CD3  
       mAb 2 Low)-E-Coil-(CH2-CH3)) 
 
<400>  107 
 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Asn Tyr  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Lys Ala Pro Lys Ser Leu Ile  
        35                  40                  45               
 
 



Tyr Arg Ala Asn Arg Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  
65                  70                  75                  80   
 
 
Glu Asp Val Ala Thr Tyr Tyr Cys Leu Gln Tyr Asp Asp Phe Pro Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly  
            100                 105                 110          
 
 
Gly Gly Gly Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln  
        115                 120                 125              
 
 
Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe  
    130                 135                 140                  
 
 
Ser Thr Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu  
145                 150                 155                 160  
 
 
Glu Trp Val Gly Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr  
                165                 170                 175      
 
 
Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser  
            180                 185                 190          
 
 
Lys Asn Ser Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr  
        195                 200                 205              
 
 
Ala Val Tyr Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Val  
    210                 215                 220                  
 
 
Thr Trp Phe Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  
225                 230                 235                 240  
 
 
Ala Ser Thr Lys Gly Glu Val Ala Ala Cys Glu Lys Glu Val Ala Ala  
                245                 250                 255      
 
 
Leu Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu  
            260                 265                 270          
 
 
Lys Gly Gly Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro  
        275                 280                 285              
 
 
Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys  
    290                 295                 300                  
 
 



Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val  
305                 310                 315                 320  
 
 
Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp  
                325                 330                 335      
 
 
Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr  
            340                 345                 350          
 
 
Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp  
        355                 360                 365              
 
 
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu  
    370                 375                 380                  
 
 
Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg  
385                 390                 395                 400  
 
 
Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys  
                405                 410                 415      
 
 
Asn Gln Val Ser Leu Trp Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp  
            420                 425                 430          
 
 
Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys  
        435                 440                 445              
 
 
Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser  
    450                 455                 460                  
 
 
Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser  
465                 470                 475                 480  
 
 
Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser  
                485                 490                 495      
 
 
Leu Ser Leu Ser Pro Gly Lys  
            500              
 
 
<210>  108 
<211>  269 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Second Polypeptide Chain of Exemplary 5T4 mAb 1 / CD3 mAb 2 Low / 
       CD8 mAb 1 Tri--Specific Binding Molecule (VL(CD3 mAb 2  
       Low)-VH(5T4 mAb 1)-K-Coil) 
 
<400>  108 
 



Gln Ala Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly  
1               5                   10                  15       
 
 
Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  
            20                  25                  30           
 
 
Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly  
        35                  40                  45               
 
 
Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr Pro Ala Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Ile Thr Gly Ala  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn  
                85                  90                  95       
 
 
Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly  
            100                 105                 110          
 
 
Gly Ser Gly Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu  
        115                 120                 125              
 
 
Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly  
    130                 135                 140                  
 
 
Tyr Thr Phe Thr Ser Phe Trp Met His Trp Val Arg Gln Ala Pro Gly  
145                 150                 155                 160  
 
 
Gln Gly Leu Glu Trp Met Gly Arg Ile Asp Pro Asn Arg Gly Gly Thr  
                165                 170                 175      
 
 
Glu Tyr Asn Glu Lys Ala Lys Ser Arg Val Thr Met Thr Ala Asp Lys  
            180                 185                 190          
 
 
Ser Thr Ser Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp  
        195                 200                 205              
 
 
Thr Ala Val Tyr Tyr Cys Ala Gly Gly Asn Pro Tyr Tyr Pro Met Asp  
    210                 215                 220                  
 
 
Tyr Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys  
225                 230                 235                 240  
 
 
Gly Lys Val Ala Ala Cys Lys Glu Lys Val Ala Ala Leu Lys Glu Lys  
                245                 250                 255      
 
 



Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu  
            260                 265                  
 
 
<210>  109 
<211>  448 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Third Polypeptide Chain of Exemplary 5T4 mAb 1 / CD3 mAb 2 Low /  
       CD8 mAb 1 Tri--Specific Binding Molecule (Heavy Chain CD8 mAb 1) 
 
<400>  109 
 
Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn Ile Lys Asp Thr  
            20                  25                  30           
 
 
Tyr Ile His Phe Val Arg Gln Arg Pro Glu Gln Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Arg Ile Asp Pro Ala Asn Asp Asn Thr Leu Tyr Ala Ser Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Lys Ala Thr Ile Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met His Leu Cys Ser Leu Thr Ser Gly Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 
 
Gly Arg Gly Tyr Gly Tyr Tyr Val Phe Asp His Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Thr Leu Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro  
        115                 120                 125              
 
 
Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly  
    130                 135                 140                  
 
 
Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn  
145                 150                 155                 160  
 
 
Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln  
                165                 170                 175      
 
 
Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser  
            180                 185                 190          
 
 
Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser  



        195                 200                 205              
 
 
Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys Thr  
    210                 215                 220                  
 
 
His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser  
225                 230                 235                 240  
 
 
Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg  
                245                 250                 255      
 
 
Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro  
            260                 265                 270          
 
 
Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala  
        275                 280                 285              
 
 
Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val  
    290                 295                 300                  
 
 
Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr  
305                 310                 315                 320  
 
 
Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr  
                325                 330                 335      
 
 
Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu  
            340                 345                 350          
 
 
Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Ser Cys  
        355                 360                 365              
 
 
Ala Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser  
    370                 375                 380                  
 
 
Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp  
385                 390                 395                 400  
 
 
Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val Asp Lys Ser  
                405                 410                 415      
 
 
Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala  
            420                 425                 430          
 
 
Leu His Asn Arg Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        435                 440                 445              
 
 
<210>  110 



<211>  214 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Fourth Polypeptide Chain of Exemplary 5T4 mAb 1 / CD3 mAb 2 Low / 
       CD8 mAb 1 Tri--Specific Binding Molecule (Light Chain CD8 mAb 1) 
 
<400>  110 
 
Asp Val Gln Ile Asn Gln Ser Pro Ser Phe Leu Ala Ala Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Thr Ile Thr Ile Asn Cys Arg Thr Ser Arg Ser Ile Ser Gln Tyr  
            20                  25                  30           
 
 
Leu Ala Trp Tyr Gln Glu Lys Pro Gly Lys Thr Asn Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Ser Gly Ser Thr Leu Gln Ser Gly Ile Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Met Tyr Tyr Cys Gln Gln His Asn Glu Asn Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Arg Arg Thr Val Ala Ala  
            100                 105                 110          
 
 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  



 
 
<210>  111 
<211>  503 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  First Polypeptide Chain of Exemplary 5T4 mAb 1 / CD3 mAb 2 Fast / 
       CD8 mAb 1 Tri--Specific Binding Molecule (VL(5T4 mAb 1)-VH(CD3  
       mAb 2 Fast)-E-Coil-(CH2-CH3)) 
 
<400>  111 
 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly  
1               5                   10                  15       
 
 
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Asn Tyr  
            20                  25                  30           
 
 
Leu Ala Trp Phe Gln Gln Lys Pro Gly Lys Ala Pro Lys Ser Leu Ile  
        35                  40                  45               
 
 
Tyr Arg Ala Asn Arg Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro  
65                  70                  75                  80   
 
 
Glu Asp Val Ala Thr Tyr Tyr Cys Leu Gln Tyr Asp Asp Phe Pro Trp  
                85                  90                  95       
 
 
Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly  
            100                 105                 110          
 
 
Gly Gly Gly Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln  
        115                 120                 125              
 
 
Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe  
    130                 135                 140                  
 
 
Ser Thr Tyr Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu  
145                 150                 155                 160  
 
 
Glu Trp Val Gly Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr  
                165                 170                 175      
 
 
Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser  
            180                 185                 190          
 
 
Lys Asn Ser Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr  
        195                 200                 205              



 
 
Ala Val Tyr Tyr Cys Val Arg His Lys Asn Phe Gly Asn Ser Tyr Val  
    210                 215                 220                  
 
 
Thr Trp Phe Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser  
225                 230                 235                 240  
 
 
Ala Ser Thr Lys Gly Glu Val Ala Ala Cys Glu Lys Glu Val Ala Ala  
                245                 250                 255      
 
 
Leu Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu  
            260                 265                 270          
 
 
Lys Gly Gly Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro  
        275                 280                 285              
 
 
Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys  
    290                 295                 300                  
 
 
Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val  
305                 310                 315                 320  
 
 
Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp  
                325                 330                 335      
 
 
Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr  
            340                 345                 350          
 
 
Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp  
        355                 360                 365              
 
 
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu  
    370                 375                 380                  
 
 
Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg  
385                 390                 395                 400  
 
 
Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys  
                405                 410                 415      
 
 
Asn Gln Val Ser Leu Trp Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp  
            420                 425                 430          
 
 
Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys  
        435                 440                 445              
 
 
Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser  
    450                 455                 460                  



 
 
Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser  
465                 470                 475                 480  
 
 
Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser  
                485                 490                 495      
 
 
Leu Ser Leu Ser Pro Gly Lys  
            500              
 
 
<210>  112 
<211>  269 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Second Polypeptide Chain of Exemplary 5T4 mAb 1 / CD3 mAb 2 Fast  
       / CD8 mAb 1 Tri--Specific Binding Molecule (VL(CD3 mAb 2  
       Fast)-VH(5T4 mAb 1)-K-Coil) 
 
<400>  112 
 
Gln Ala Val Val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly  
1               5                   10                  15       
 
 
Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser  
            20                  25                  30           
 
 
Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly  
        35                  40                  45               
 
 
Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr Pro Ala Arg Phe  
    50                  55                  60                   
 
 
Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Ile Thr Gly Ala  
65                  70                  75                  80   
 
 
Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn  
                85                  90                  95       
 
 
Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly  
            100                 105                 110          
 
 
Gly Ser Gly Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu  
        115                 120                 125              
 
 
Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly  
    130                 135                 140                  
 
 
Tyr Thr Phe Thr Ser Phe Trp Met His Trp Val Arg Gln Ala Pro Gly  
145                 150                 155                 160  



 
 
Gln Gly Leu Glu Trp Met Gly Arg Ile Asp Pro Asn Arg Gly Gly Thr  
                165                 170                 175      
 
 
Glu Tyr Asn Glu Lys Ala Lys Ser Arg Val Thr Met Thr Ala Asp Lys  
            180                 185                 190          
 
 
Ser Thr Ser Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp  
        195                 200                 205              
 
 
Thr Ala Val Tyr Tyr Cys Ala Gly Gly Asn Pro Tyr Tyr Pro Met Asp  
    210                 215                 220                  
 
 
Tyr Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys  
225                 230                 235                 240  
 
 
Gly Lys Val Ala Ala Cys Lys Glu Lys Val Ala Ala Leu Lys Glu Lys  
                245                 250                 255      
 
 
Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu  
            260                 265                  
 
 
<210>  113 
<211>  448 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Third Polypeptide Chain of Exemplary 5T4 mAb 1 / CD3 mAb 2 Fast / 
       CD8 mAb 1 Tri--Specific Binding Molecule (Heavy Chain CD8 mAb 1) 
 
<400>  113 
 
Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Leu Val Lys Pro Gly Ala  
1               5                   10                  15       
 
 
Ser Val Lys Leu Ser Cys Thr Ala Ser Gly Phe Asn Ile Lys Asp Thr  
            20                  25                  30           
 
 
Tyr Ile His Phe Val Arg Gln Arg Pro Glu Gln Gly Leu Glu Trp Ile  
        35                  40                  45               
 
 
Gly Arg Ile Asp Pro Ala Asn Asp Asn Thr Leu Tyr Ala Ser Lys Phe  
    50                  55                  60                   
 
 
Gln Gly Lys Ala Thr Ile Thr Ala Asp Thr Ser Ser Asn Thr Ala Tyr  
65                  70                  75                  80   
 
 
Met His Leu Cys Ser Leu Thr Ser Gly Asp Thr Ala Val Tyr Tyr Cys  
                85                  90                  95       
 



 
Gly Arg Gly Tyr Gly Tyr Tyr Val Phe Asp His Trp Gly Gln Gly Thr  
            100                 105                 110          
 
 
Thr Leu Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro  
        115                 120                 125              
 
 
Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly  
    130                 135                 140                  
 
 
Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn  
145                 150                 155                 160  
 
 
Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln  
                165                 170                 175      
 
 
Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser  
            180                 185                 190          
 
 
Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser  
        195                 200                 205              
 
 
Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys Thr  
    210                 215                 220                  
 
 
His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser  
225                 230                 235                 240  
 
 
Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg  
                245                 250                 255      
 
 
Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro  
            260                 265                 270          
 
 
Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala  
        275                 280                 285              
 
 
Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val  
    290                 295                 300                  
 
 
Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr  
305                 310                 315                 320  
 
 
Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr  
                325                 330                 335      
 
 
Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu  
            340                 345                 350          
 



 
Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Ser Cys  
        355                 360                 365              
 
 
Ala Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser  
    370                 375                 380                  
 
 
Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp  
385                 390                 395                 400  
 
 
Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val Asp Lys Ser  
                405                 410                 415      
 
 
Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala  
            420                 425                 430          
 
 
Leu His Asn Arg Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys  
        435                 440                 445              
 
 
<210>  114 
<211>  214 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Fourth Polypeptide Chain of Exemplary 5T4 mAb 1 / CD3 mAb 2 Fast  
       / CD8 mAb 1 Tri--Specific Binding Molecule (Light Chain CD8 mAb  
       1) 
 
<400>  114 
 
Asp Val Gln Ile Asn Gln Ser Pro Ser Phe Leu Ala Ala Ser Pro Gly  
1               5                   10                  15       
 
 
Glu Thr Ile Thr Ile Asn Cys Arg Thr Ser Arg Ser Ile Ser Gln Tyr  
            20                  25                  30           
 
 
Leu Ala Trp Tyr Gln Glu Lys Pro Gly Lys Thr Asn Lys Leu Leu Ile  
        35                  40                  45               
 
 
Tyr Ser Gly Ser Thr Leu Gln Ser Gly Ile Pro Ser Arg Phe Ser Gly  
    50                  55                  60                   
 
 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu Glu Pro  
65                  70                  75                  80   
 
 
Glu Asp Phe Ala Met Tyr Tyr Cys Gln Gln His Asn Glu Asn Pro Leu  
                85                  90                  95       
 
 
Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Arg Arg Thr Val Ala Ala  
            100                 105                 110          
 



 
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly  
        115                 120                 125              
 
 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala  
    130                 135                 140                  
 
 
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln  
145                 150                 155                 160  
 
 
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser  
                165                 170                 175      
 
 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr  
            180                 185                 190          
 
 
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser  
        195                 200                 205              
 
 
Phe Asn Arg Gly Glu Cys  
    210                  
 
 
<210>  115 
<211>  28 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Cysteine-Containing E-Coil Heterodimer-Promoting Domain 
 
<400>  115 
 
Glu Val Ala Ala Cys Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val  
1               5                   10                  15       
 
 
Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys  
            20                  25               
 
 
<210>  116 
<211>  28 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Cysteine-Containing K-Coil Heterodimer-Promoting Domain 
 
<400>  116 
 
Lys Val Ala Ala Cys Lys Glu Lys Val Ala Ala Leu Lys Glu Lys Val  
1               5                   10                  15       
 
 
Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu  
            20                  25               
 



 
<210>  117 
<211>  12 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Anti-ROR1 mAb 1 Light Chain Variable Domain CDRL1 
 
<400>  117 
 
Thr Leu Ser Ser Gly His Lys Thr Asp Thr Ile Asp  
1               5                   10           
 
 
<210>  118 
<211>  7 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Anti-ROR1 mAb 1 Light Chain Variable Domain CDRL2 
 
<400>  118 
 
Leu Glu Gly Ser Gly Ser Tyr  
1               5            
 
 
<210>  119 
<211>  9 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Anti-ROR1 mAb 1 Light Chain Variable Domain CDRL3 
 
<400>  119 
 
Gly Thr Asp Tyr Pro Gly Asn Tyr Leu  
1               5                    
 
 
<210>  120 
<211>  10 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Anti-ROR1 mAb 1 Heavy Chain Variable Domain CDRH1 
 
<400>  120 
 
Gly Phe Thr Phe Ser Asp Tyr Tyr Met Ser  
1               5                   10   
 
 
<210>  121 
<211>  17 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Anti-ROR1 mAb 1 Heavy Chain Variable Domain CDRH2 



 
<400>  121 
 
Thr Ile Tyr Pro Ser Ser Gly Lys Thr Tyr Tyr Ala Asp Ser Val Lys  
1               5                   10                  15       
 
 
Gly  
     
 
 
<210>  122 
<211>  12 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Anti-ROR1 mAb 1 Heavy Chain Variable Domain CDRH3 
 
<400>  122 
 
Asp Ser Tyr Ala Asp Asp Ala Ala Leu Phe Asp Ile  
1               5                   10           
 
 
<210>  123 
<211>  46 
<212>  PRT 
<213>  Streptococcus dysgalactiae 
 
 
<220> 
<221>  MISC_FEATURE 
<222>  (1)..(46) 
<223>  Albumin-Binding Domain 3 (ABD3) of Protein G of Streptococcus  
       Strain G148 
 
<400>  123 
 
Leu Ala Glu Ala Lys Val Leu Ala Asn Arg Glu Leu Asp Lys Tyr Gly  
1               5                   10                  15       
 
 
Val Ser Asp Tyr Tyr Lys Asn Leu Ile Asp Asn Ala Lys Ser Ala Glu  
            20                  25                  30           
 
 
Gly Val Lys Ala Leu Ile Asp Glu Ile Leu Ala Ala Leu Pro  
        35                  40                  45       
 
 
<210>  124 
<211>  46 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Variant Deimmunized Albumin-Binding Domain 3 (ABD3) of Protein G  
       of Streptococcus Strain G148 
 
<400>  124 
 
Leu Ala Glu Ala Lys Val Leu Ala Asn Arg Glu Leu Asp Lys Tyr Gly  
1               5                   10                  15       



 
 
Val Ser Asp Tyr Tyr Lys Asn Ala Ala Asn Asn Ala Lys Thr Val Glu  
            20                  25                  30           
 
 
Gly Val Lys Ala Leu Ile Ala Glu Ile Leu Ala Ala Leu Pro  
        35                  40                  45       
 
 
<210>  125 
<211>  46 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Variant Deimmunized Albumin-Binding Domain 3 (ABD3) of Protein G  
       of Streptococcus Strain G148 
 
<400>  125 
 
Leu Ala Glu Ala Lys Val Leu Ala Asn Arg Glu Leu Asp Lys Tyr Gly  
1               5                   10                  15       
 
 
Val Ser Asp Tyr Tyr Lys Asn Leu Ile Ser Asn Ala Lys Ser Val Glu  
            20                  25                  30           
 
 
Gly Val Lys Ala Leu Ile Ala Glu Ile Leu Ala Ala Leu Pro  
        35                  40                  45       
 
 
<210>  126 
<211>  4 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Peptide Linker 
 
<400>  126 
 
Gly Gly Gly Ser  
1                
 
 
<210>  127 
<211>  6 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Cysteine-Containing Domain 
 
<400>  127 
 
Ala Glu Pro Lys Ser Cys  
1               5        
 
 
<210>  128 
<211>  7 
<212>  PRT 



<213>  Artificial Sequence 
 
<220> 
<223>  Cysteine-Containing Variant of Portion of Human CL Domain 
 
<400>  128 
 
Gly Phe Asn Arg Gly Glu Cys  
1               5            
 
 
<210>  129 
<211>  15 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Alternative Cysteine-Containing Linker Peptide ("Linker 3") 
 
<400>  129 
 
Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro  
1               5                   10                  15   
 
 
<210>  130 
<211>  16 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Alternative Cysteine-Containing Linker Peptide ("Linker 3") 
 
<400>  130 
 
Leu Glu Pro Lys Ser Ser Asp Lys Thr His Thr Cys Pro Pro Cys Pro  
1               5                   10                  15       
 
 
<210>  131 
<211>  5 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Peptide Linker 
 
<400>  131 
 
Ala Ser Thr Lys Gly  
1               5    
 
 
<210>  132 
<211>  6 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Peptide Linker 
 
<400>  132 
 
Leu Glu Pro Lys Ser Ser  



1               5        
 
 
<210>  133 
<211>  7 
<212>  PRT 
<213>  Artificial Sequence 
 
<220> 
<223>  Variant of Cysteine-Containing Portion of Human IgG Hinge Domain 
 
<400>  133 
 
Gly Val Glu Pro Lys Ser Cys  
1               5            
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