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(57) В заявке предлагаются способы лечения ра-
ка у пациента, включающие введение эффектив-
ного количества нуклеазоустойчивого полинуклео-
тида, который гибридизуется с сайтом инициации
трансляции нуклеиновой кислоты Grb2 у пациен-
та, и либо ингибитора тирозинкиназы Bcr-Abl (на-
пример, дазатиниба) или аналога цитидина (напри-
мер, децитабина или цитарабина). Рак может пред-
ставлять собой Ph+, и/или Bcr-Abl-положительный
хронический миелогенный лейкоз, или острый ми-
елоидный лейкоз, или миелодиспластический син-
дром.
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<160>  3      
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<210>  1 
<211>  18 
<212>  ДНК 
<213>  Искусственная последовательность 
 
<220> 
<223>  Синтетический олигонуклеотид 
 
<400>  1 
atatttggcg atggcttc                                                     
18 
 
 
<210>  2 
<211>  1109 
<212>  ДНК 
<213>  Homo sapiens 
 
 
<220> 
<221>  CDS 
<222>  (79)..(729) 
 
<400>  2 
gccagtgaat tcgggggctc agccctcctc cctcccttcc ccctgcttca ggctgctgag       
60 
 
cactgagcag cgctcaga atg gaa gcc atc gcc aaa tat gac ttc aaa gct        
111 
                    Met Glu Ala Ile Ala Lys Tyr Asp Phe Lys Ala            
                    1               5                   10                 
 
act gca gac gac gag ctg agc ttc aaa agg ggg gac atc ctc aag gtt        
159 
Thr Ala Asp Asp Glu Leu Ser Phe Lys Arg Gly Asp Ile Leu Lys Val            
            15                  20                  25                     



 
ttg aac gaa gaa tgt gat cag aac tgg tac aag gca gag ctt aat gga        
207 
Leu Asn Glu Glu Cys Asp Gln Asn Trp Tyr Lys Ala Glu Leu Asn Gly            
        30                  35                  40                         
 
aaa gac ggc ttc att ccc aag aac tac ata gaa atg aaa cca cat ccg        
255 
Lys Asp Gly Phe Ile Pro Lys Asn Tyr Ile Glu Met Lys Pro His Pro            
    45                  50                  55                             
 
tgg ttt ttt ggc aaa atc ccc aga gcc aag gca gaa gaa atg ctt agc        
303 
Trp Phe Phe Gly Lys Ile Pro Arg Ala Lys Ala Glu Glu Met Leu Ser            
60                  65                  70                  75             
 
aaa cag cgg cac gat ggg gcc ttt ctt atc cga gag agt gag agc gct        
351 
Lys Gln Arg His Asp Gly Ala Phe Leu Ile Arg Glu Ser Glu Ser Ala            
                80                  85                  90                 
 
cct ggg gac ttc tcc ctc tct gtc aag ttt gga aac gat gtg cag cac        
399 
Pro Gly Asp Phe Ser Leu Ser Val Lys Phe Gly Asn Asp Val Gln His            
            95                  100                 105                    
 
ttc aag gtg ctc cga gat gga gcc ggg aag tac ttc ctc tgg gtg gtg        
447 
Phe Lys Val Leu Arg Asp Gly Ala Gly Lys Tyr Phe Leu Trp Val Val            
        110                 115                 120                        
 
aag ttc aat tct ttg aat gag ctg gtg gat tat cac aga tct aca tct        
495 
Lys Phe Asn Ser Leu Asn Glu Leu Val Asp Tyr His Arg Ser Thr Ser            
    125                 130                 135                            
 
gtc tcc aga aac cag cag ata ttc ctg cgg gac ata gaa cag gtg cca        
543 
Val Ser Arg Asn Gln Gln Ile Phe Leu Arg Asp Ile Glu Gln Val Pro            
140                 145                 150                 155            
 
cag cag ccg aca tac gtc cag gcc ctc ttt gac ttt gat ccc cag gag        
591 
Gln Gln Pro Thr Tyr Val Gln Ala Leu Phe Asp Phe Asp Pro Gln Glu            
                160                 165                 170                
 
gat gga gag ctg ggc ttc cgc cgg gga gat ttt atc cat gtc atg gat        
639 
Asp Gly Glu Leu Gly Phe Arg Arg Gly Asp Phe Ile His Val Met Asp            
            175                 180                 185                    
 
aac tca gac ccc aac tgg tgg aaa gga gct tgc cac ggg cag acc ggc        
687 
Asn Ser Asp Pro Asn Trp Trp Lys Gly Ala Cys His Gly Gln Thr Gly            
        190                 195                 200                        
 
atg ttt ccc cgc aat tat gtc acc ccc gtg aac cgg aac gtc                
729 



Met Phe Pro Arg Asn Tyr Val Thr Pro Val Asn Arg Asn Val                    
    205                 210                 215                            
 
taagagtcaa gaagcaatta tttaaagaaa gtgaaaaatg taaaacacat acaaaagaat      
789 
 
taaacccaca agctgcctct gacagcagcc tgtgagggag tgcagaacac ctggccgggt      
849 
 
caccctgtga ccctctcact ttggttggaa ctttaggggg tgggaggggg cgttggattt      
909 
 
aaaaatgcca aaacttacct ataaattaag aagagttttt attacaaatt ttcactgctg      
969 
 
ctcctctttc ccctcctttg tctttttttt catccttttt tctcttctgt ccatcagtgc     
1029 
 
atgacgttta aggccacgta tagtcctagc tgacgccaat aataaaaaac aagaaaccaa     
1089 
 
aaaaaaaaaa cccgaattca                                                 
1109 
 
 
<210>  3 
<211>  217 
<212>  Белок 
<213>  Homo sapiens 
 
<400>  3 
 
Met Glu Ala Ile Ala Lys Tyr Asp Phe Lys Ala Thr Ala Asp Asp Glu  
1               5                   10                  15       
 
 
Leu Ser Phe Lys Arg Gly Asp Ile Leu Lys Val Leu Asn Glu Glu Cys  
            20                  25                  30           
 
 
Asp Gln Asn Trp Tyr Lys Ala Glu Leu Asn Gly Lys Asp Gly Phe Ile  
        35                  40                  45               
 
 
Pro Lys Asn Tyr Ile Glu Met Lys Pro His Pro Trp Phe Phe Gly Lys  
    50                  55                  60                   
 
 
Ile Pro Arg Ala Lys Ala Glu Glu Met Leu Ser Lys Gln Arg His Asp  
65                  70                  75                  80   
 
 
Gly Ala Phe Leu Ile Arg Glu Ser Glu Ser Ala Pro Gly Asp Phe Ser  
                85                  90                  95       
 
 
Leu Ser Val Lys Phe Gly Asn Asp Val Gln His Phe Lys Val Leu Arg  
            100                 105                 110          



 
 
Asp Gly Ala Gly Lys Tyr Phe Leu Trp Val Val Lys Phe Asn Ser Leu  
        115                 120                 125              
 
 
Asn Glu Leu Val Asp Tyr His Arg Ser Thr Ser Val Ser Arg Asn Gln  
    130                 135                 140                  
 
 
Gln Ile Phe Leu Arg Asp Ile Glu Gln Val Pro Gln Gln Pro Thr Tyr  
145                 150                 155                 160  
 
 
Val Gln Ala Leu Phe Asp Phe Asp Pro Gln Glu Asp Gly Glu Leu Gly  
                165                 170                 175      
 
 
Phe Arg Arg Gly Asp Phe Ile His Val Met Asp Asn Ser Asp Pro Asn  
            180                 185                 190          
 
 
Trp Trp Lys Gly Ala Cys His Gly Gln Thr Gly Met Phe Pro Arg Asn  
        195                 200                 205              
 
 
Tyr Val Thr Pro Val Asn Arg Asn Val  
    210                 215          
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